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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*=Stop codun, /=possible nucleotide 
deletion, \=possibk nucleotide insertion) 


25984 


56352 


A 


26125 


1688 


2234 


LSVGKTFPVLVPAAFRKVSATG 
A AVPGTPSILA LPSYSTTPFG VC 
TSASMNVPVLTLRIRTRVTGEV 
AAIKPFSMANAPTPDSILPQLGV 
V STRCS* TITCANR* STS A RG SL 
ERLIMATLL/WVAGTFD*SVWF 
GHDTDVVTLYRFHEALCYSVT 
LRTPHRRVLRFKSQHPGELACFI 
SPVA 


25985 


56353 


A 


26126 


905 


4761 


PPHNWMPSNATPGIAFVWCAY 
GAl/LPGDAPVPVVDDYRKVVR 
KDTKGLIARWKYFWMSVIALG 
VAFALYLAGKDTPATQLVVPFF 
KDVMPQLGLFYILLAYFVIVGT 
GNAVMLTDGLDGLAIMPTVFV 
AGGFALVAWATGNMNFASYL 
HIPYLRHAGELVIVCTAIVGAG 
LGFLWFNTYPAQVFMGDVGSL 
ALGGALGIIAVLLRQEFLLVIM 
GGVFVVETLSVILQVGSFKLRG 
QRIFRMAPIHHHYELKGWP 


25986 


56354 


A 


26127 


1056 


1373 




25987 


56355 


A 


26128 


1 


301 


SSGTDAGRRYRPRQRPSKSRNN 
RRVNRQPAPQQSSRN/SLRPSTT 
SSPFSLPAVKLPSAPA^*SAGMR 
LAEVRRVDSAISTVDSR*CPTAS 

SFSTGSITVTI, 


25988 


56356 


A 


26129 


362 


595 




25989 


56357 


B 


26130 


1 


1305 




25990 


56358 


A 


26131 


1 


2022 


MISKRSERSFGYGVGLVRRQDF 
SSSEGFFNLHSLRJDINKCLGVRI 
STATSTMGIVLPEQIKLACNGIQ 
RVALCGGDDYLTSVDSFDVMF 
CSRFGWQVRPSSFCSPVFTWVT 
ENQQHLHRGKDNLSLKNNNSA 
CGAACGSLRGEKSDPPSARNNP 
SSQQGGKKESGQQPSL KDPHIL 
RHDS A HRPRKEKPRQP VN AS L V 
VKFWRVKCVCVHNDHKRPACS 
VVCVDGDTYCWTEAYPAMGL 
PTLRGPDSALGERPE 


25991 


56359 


A 


26132 


3 


236 




25992 


56360 


B 


26133 


1 


4638 




25993 


56361 


A 


26134 


1501 


1914 


SAFSRALTGRQHFNNCAFTRFS 
NGAECLLYHVCQTAFLVARRR 
VGAAVGFSHIEIVIVPLHLLQQP 
LADLFVHVARRLSSTMGIRDQR 
PLPG*LLNNITRWRRSAPVDQT 
HSQSAGFAVTPENAFVASSGPS 
RHRHQR 


25994 


56362 


A 


26135 


561 


698 





3500 



wo 01/075067 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25995 


56363 


B 


26136 


4 


2040 




25996 


56364 


A 


26137 


804 


947 


LPCHCSCPWDGDVQPSPTPRQ 

WT*GERLH*QSEALPGVCCAPG 

HGPL 


25997 


56365 


A 


26138 




734 


SVHIGHQFFQFQSTSLNICPPLH 
RLFIAFQMNIRRNAAARHAKFQ 
RLQAQVSIFEDDMSRKIANRQA 
TAMLNAPPFEANIGIHNVPFIGF 
EA VIRQHFA RRLNAFFALLLFR 
PFRLFCPFPGINANQRSQVRQPQ 
LPRLDITFQFWSWLSGGVDQRT 
VDIVCHQWRSALDRKEYYPAE 
TTMPTALHSRLCIIVGKIKRPVI 
VLFREANQARVGLFE/H*STAA 
RPFWSAAPAGPALPLRVANAPS 


25998 


56366 


A 


26139 


2 


309 




25999 


56367 


A 


26140 


472 


885 


SAFSRALTGRQHFNNCAFTRFS 
NGAECLLYHVCQTAFLVARRR 
VGAAVGFSHIEIVIVPLHLLQQP 
LADLFVHVARRLSSTMGIRDQR 
PLPG * LLNNITRWRRS AP VDQT 
HSQSAGFAVTPENAFVASSGPS 
RHRHQR 


26000 


56368 


A 


26141 


1 


2469 




26001 


56369 


A 


26142 


1 175 


1435 




26002 


56370 


A 


26143 


218 


443 


AMARWKMLCTKSPPCVCLPGY 

P\G*RLAGPHHHHEFPPPAGAAS 
TGPPIVQDHQSLAGRSRRHDDS 
RHLGRCHHH 


26003 


56371 


A 


26144 


1 


2031 




26004 


56372 


A 


26145 


1419 


1875 


ITCSPRSQPGSLKRRLRAGAGN 
CPL YSTGNGPLQRAICC AQPT* L 
HGRVPSHVPATFSSFQLWSFTV 
GACIHRSMYIISRSRCPFDPKTK 
TATMLGITSFVMERCQLFILSRA 
FTSGQPTCYYPTASSNTWFSST 
RHCQVINLHSNSMHISL 


26005 


56373 


A 


26146 


218 


441 


AMARWKMLCTKSPPCVCLPGY 
P\G * RL AGPHHHHEFPPPAG A A S 
TGPPIVQDHQSLAGPRRHDDSR 
HLVRCHHH 














LNTLVVAVRDGLKMTTVIANN 
VTSVSVLKIARNVTRKTILPPAA 
AANVTPYWL1RTIC*KRRYD*K 
TRWYYAVAACLCNMGTTRKA 
NG 
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SEQID 
NO: 


SEQIDNO: 
uf peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location uf first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26007 


56375 


A 


26148 


45 


443 


APSDPKRDFPLPHGADSAMAE 
YDRCHRAVLSQGGQWPTALSA 
GDHAAYSLHAALVQPERRCHG 
RCPVRNRLHAPVCPIIPG*RPAG 
SHHHHEFPPPARAASTGPSIVQ 
DHQSLAGRSRRHDDPRHFGGC 
HHH 


26008 


56376 


A 


26149 


581 


957 


TSWISFSRTTPSTVSPYSTVDAN 
GIIWSARNRLASVNNIASWLSFF 
SNPL YLA ITKPNCRLMMRNGCS 
TPGPGCWLSCIRC*WAVCSCVD 
AASRFLPCRGARRSASPHPPRQ 
APRRCGALW*PASAETNCSSPC 
SRLPS*LRGCCFKVLTLPGRSA1 
SQSTSTSASSSALWRPLVAGIG 


26009 


56377 


B 


26150 


1 


3924 




26010 


56378 


A 


26151 


597 


856 




26011 


56379 


B 


26152 


1 


2781 




26012 


56380 


A 


26153 


2809 


2989 


RCGYVRE*LAKSLQSNHFQWR 
MPQHQTAYCRS*AWYRHVAH 
ERLPAQTDNRHQHADRWNG 


26013 


56381 


B 


26154 


1 


2802 




26014 


56382 


A 


26155 


4493 


5470 


IQRRNHRRDGWCLASLPAGTD 
HAGARAEEAGSWHSGGPHRVR 
ARSVSTPFAPIVNNTATSLKPVR 
QLLDAALKIDHRRTLPKYSFGT 
FRRWYRSVAAQQAQYKDQVA 
FFHGCFVNYNHPQLGQDLIKVL 
NAMGTGVQLLSKEKCCGVPLI 
ANGFTDKARKQAITNVESIREA 
VGVKGIPVIATSSTCTFALRDEY 
PEVLNVDNKGLRDHIELANRW 
LWRKLDEGQXTLPLKPMTLKVV 
YHTPCHME*MGWTLY/TLELLR 
NIPGLE/LTVLDSQ/CC/GIPPIRV 
VIHMFRQIEESGADLVVTDCET 
CKWQIEMSTSLRCEHPITLLAQ 
ALA 


26015 


56383 


A 


26156 


2467 


3465 





3502 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
'"^top codon, /^possible nucleotide 
deletion, \==:possible nucleotide insertion) 


26016 


56384 


A 


26157 


5758 


7019 


LKEGLLEPLAVTERLAIIRWRRP 

TMNDTSFENCIKCTVCTTACPV 

SRVNPGYPGPKQAGPDGERLRL 

KDGALYDEALKYCINCKRCEV 

ACPSDVKIGDllQRARAKYDTT 

RPSLRNFVLSHTDLMGSVSTPF 

APIVNTATSLKPVRQLLDAALK 

IDHRRTLPKYSFGTFRRWYRSV 

AAQQAQYKDQVAFFHGCFVN 

YNHPQLGKDLl K VLNAMGTGV 

QLLSKEKCCGVPLIANG\FTDK 

ARKQAITNVESIREAVGVKGIP 

VIATSSTCTFALRDEYPEVLNV 

DNKGLRDHIELATRWLWRKLD 

EGKTLPLKPLPLKVVYHTPCHM 

EKMGWTLYTLELLRNIPGLELT 

VLDSQCCGIAGTYGFKKENYPT 

SQAIGAPLFRQIEESGADLVVTD 

CETCKWQIEMSTSLRCEHPITLL 


26017 


56385 


B 


26158 


1 


2247 




26018 


56386 


A 


26159 


882 


2372 


HAVHESPPECRSNQQRPTRTCR 

TIIDIMEMYHALHVSWSNLQDQ 

QSIDERRVTFLGFDAATEARYL 

GYVRFMVNVEGRYTHFDAGTH 

GFNAQTPMWEKYQRMLNVWH 

ACPRFLFDLDGTLVDSLPAVER 

AWSNWARRHGLAPEEVLAFIH 

GKQAITSLRHFMAGKSEADIAA 

EFTRLEHIEATETEGITALPGAIA 

LLSHLNKAASGVTNKGFLTVD 

EIRRVTRAFARLGTEKVRLTGG 

EPSLRRDFTDIIAAVRENDAIRQ 

lAVTTNGYRLERDVASWRDAG 

LTGINVSVDSLDARQFHAITGQ 

DKFNQVMAGIDAAFEAGFEKV 

KVNTVLMRDVNHHQLDTFLN 

WIQHRPIQLRFIELMETGEGSEL 

FRKHHISGQVLRDELLRRGWIH 

QLRQRSDGPAQVFCHPDYAGEI 

GLIMPY\DKDF\CATCNRLRVSS 

IGKLHLCLFGEGGVNLRDLLED 

DTQQQALEARISAALREKKQTH 

FLHQNNTGITQNLSYIGG 














NKVKPRGDSV/PGSPHSPRLLSP 
PPLPGLLLWR/PLEEPFSPPLHC 
G SPFLG WPRPGGRGLGG/PPHSE 
QPASLSLPPTPRAPVRPEPPRRA 
PPPAPRRPVPSTTQGLRNASAP 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'=Stop codon, /=passibie nucleotide 
deletion, X'^^possible nucleotide insertion) 


26020 


56388 


A 


26161 


207 


479 


PWSDGAGPLPSLPHPDGRG*SV 
NSPQVLL**GSGE/PRASDSPLP 
QLCGVSPHRPTWGSALWGGEQ 
CTSEMGETIDPPGPHTFSKNFCF 
ELQ 


26021 


56389 


B 


26162 


1 


453 




26022 


56390 


A 


26163 


1 


379 




26023 


56391 


A 


26164 


1 


1054 


MFLQAAQKAWNPHLLLVRTQ 

AASTHGRRADPHVGRCGETPQ 

SWGKGESLALAPLSLTKAALED 

CSQISPSHQGTLLCLLILDLRTG 

KLSLEHTEEPSDVPSHLLYRWSl 

SS A ITEV FQALASSDSTSQPVN V 

I ITKEDMKVQDl ALVLPSRKSR 

NACRTTTSTCKALLMRQLAAR 

VILQNCVSKSSRGIHVPQKNLT 

LPVRGDSVLAGSPHSPRSLSAPP 

LPGLPLWRHLKSPSAHRCTVGG 

PFLGWPRPEPAPSACREALAAF 

P/PGQGSGPAAR\QPEPPPPPWA 

PVQPESPRQAPPPAPRSPVPSTT 

QGLRSTGTKHRDWQAAPPAAP 

VRDPLGEASWAPESGGDVENL 


26024 


56392 


A 


26165 


2 


362 


EMSRLYRSRDRD/GVCLQ/IEVK 
MVSRTEANIDDSLIGGNASAEA 
PEGEGTESTVITGVDIVMNHHL 

QETSFTKEAYKICYIKDYMKSIK 
GKLEEQRPDRVKPFMTGAAEQI 
KHILANFKNYQ 


26025 


56393 


A 


26166 


35 


359 




26026 


56394 


A 


26167 


22 


459 




26027 


56395 


B 


26168 


102 


431 




26028 


56396 


A 


26169 


85 


674 


RRRRLPSVAIMIILPGPSSSHDE 

MF\SDISKIR\EIADGVCAWKVE 

G\KMV\SRTE\GTID\DSLIGG\NA 

SAERPRGAKGTERHQLITGVXDI 

VMTP\HL\QETKFSQKEASKK\YI 

K\DYMKSIKRET*KNRRPEKSK 

TFL*PGAAEQIKHILANFKN\YQ 

FF1\GENMNP\DGMVALLDYP*D 

WVVTPYMIFF*GWV*KWEKC 


26029 


56397 


A 


26170 


1 


1640 




26030 


56398 


A 


26171 


1 


1527 





3504 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of Tirsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26031 


56399 


A 


26172 


61 


2560 


PGFCHPRKAYSSYGQRSKGSQK 

MKASSGRCGLVRWLQVLLPFL 

LSLFPGALPVQIRYSIPEELAKN 

SVVGNLAKDLGLSVRDLPARK 

LRVSAEKEYFTVNPESGDLLVS 

DRIDREQICGKQPLC V LDFDTV 

AENPLNIFYIAVIVQDINDNTPL 

FKQTKINLKIGESTKPGTTFPLD 

PALDSDVGPNSLQRYHLNDNE 

YFDLAEKQTPDGRKYPELILKH 

SLDREEHSLHQLVLTAVDGGDP 

P0SGTTQIR1K.VTDANDNPPVFS 

QDVYRVTLREDVPPGFFVLQVT 

ATDRDEGINAEITYSFHNVDEQ 

VKHFFNLNEKTGE1TTKDDLDF\ 

EIASSYTLSIEAKDPGDLAAHCS 

IQVEILDDNDCAPEVIVTSVSTP 

LPEDSPPGTVIALIKTRDRDSGE 

NGEVYCQVLGNAKFILKSSSKN 

YYKLVTDGALDREEIPEYNLTI 

TATDGGKPPLSSSIIVTLHISDV 

NDNAPVFQQTSYMVHVAENNP 

PGASIAQISASDPDLGPSGQVSY 

SIVASDLKPREILSYVSVSAQSG 

VVFAQRAFDHEQLRAFELTLQ 

ARDQGSPALSANVSLRVLVGD 

LNDNAPRVLYPALGPDGSALFD 

MVPRAAEPGYLVTKVVAVDA 

DSGHNAWLSYHVLQASEPGLF 

SLGLRTGEVRTARALGDRDAA 

RQRLLVAVRDGGQPPLSATATL 

HLIFADSLQEVLPDLSDRREPSD 


26032 


56400 


A 


26179 


47 


325 


ATMRLSVCLLLLTLALCCYRA 
N A V VCQ ALG SEITG F LL AGKPV 
FK\FQLAQFKAPVE A VA SNM EA 
INCVDTM\AYEKRVLITKTLGKI 
AEKCDR 


26033 


56401 


A 


26180 


1 


3747 




26034 


56402 


A 


26181 


2776 


2874 




26035 


56403 


A 


26182 


89 


369 




26036 


56404 


A 


26183 


382 


555 




26037 


56405 


A 


26184 


2 


67 




26038 


56406 


B 


26185 




444 




26039 


56407 


A 


26186 


1 129 


1275 




26040 


56408 


A 


26187 


61 


313 


WIPHQG YRWSCLPVPRCALA FL 
SPWVVDGTGHRGAGGGAGWG 
GFGRTGAHG\GVGGSGMAGCR 
SRAHSGGVGMTMTWQIIPEVP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ lONO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=pussiblc nucleotide insertion) 


26041 


56409 


A 


26188 


61 


433 


WIPHRGCRWSCLPVPRGALAFL 
SPRV VSGTGRRG AEGG A RRGG 
SGRTGAHGVGGRLRHGGLQVP 
SLAPREGSCTCGG\GSGAREEQ 
NLGFPREPRSGGGARGSDGICG 
MRVMFRKWILFCPSSR 


26042 


56410 


A 


26189 


297 


599 




26043 


5641 1 


A 


26190 


370 


585 




26044 


56412 


A 


26191 


222 


799 




26045 


56413 


A 


26192 


346 


634 




26046 


56414 


B 


26193 


206 


955 




26047 


56415 


A 


26194 


281 


549 




26048 


56416 


A 


26195 


1981 


2337 




26049 


56417 


A 


26196 


267 


770 


TRV DMIH YGLRKG PG ETPS*SL 
RSFRAGQTGASRARGLTLLSSH 
SS ALRKG SPKHFCTLCWQTFLA 
WC V WK V AFSPSRCQTQFDLG K 
STQWTLEILTDPKSHLFSRKQQ 
PQARAPAVFPAPLKGCHVGAR 
GSHCQGFQGCFRPSVAPLILGT 
DGFSLLEKLWTFKTC 


26050 


56418 


A 


26197 


165 


374 


RVTVQWL*YLRPRMP*N*PEIPR 
SGKPF1DSTIISSHR*RQRNAVSL 
FSPVMSALRRCSVHRRLPDGGV 
VA 


26051 


56419 


A 


26198 


357 


981 


HWRGDVLRRSHRRTALQSRYF 
CGIYRSP/YKAR/MQIQFFDPQQ 
MEAAQKRLTEESDILNALENHQ 
FAIWLQPQVEMTSGKLRGISKQ 
LVGFTNRQNGATKLLVQYFTH 
RQIDCAGTADQPNPAGKVDDC 
GVTGNVTDRQQGKQHGQAKE 
NELQNACAFQRAEEHKQRKYA 
PQTQVDTKELCIWRIGQTQFRH 
QQNRNQRHAERTNHFGVR 


26052 


56420 


A 


26199 


1 


2601 





3506 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Llnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26053 


56421 


A 


26200 


1 


1236 


MGPGDLPRGLATFWTELGLLS 

WARELARMPAVEMPPRSCPGR 

SRLSCSIGVAMFYGDLTAEQLY 

SRAISAAFTARHKGKNQIQFFD 

PQQMEA AQKRLTEESDILN A LE 

NHQFAIWLQPQVEMTSGKLPG 

KSAAIMLPLSVNLSALQLMHPN 

MVADMLELLTRYRIQPGTLILE 

VTESRRIDDPHAAVAILRPLRN 

AGVRVALDDFGMGYAGLRQL 

QHMKSLVRLTKSEVSSETDQDE 

LPLAKVSEVDEAKRQWLQGMR 

HPVDTVTEPEPAEILAEFIRQHS 

AAGQLVARAVFLSPPYLVAEEE 

LSVLLESIKQNGDYADIACLTG 

SK.DDYYYSTQAMSENYAAMSL 

QV VEQDIFSPM AH A V R FECQTY 

PRPYKVAMLMQAPYYFQEAQl 

EAAIAAMDVAPEYADIRQGIVG 


26054 


56422 


A 


26201 




1161 




26055 


56423 


A 


26202 


1 


1038 




26056 


56424 


A 


26203 


1 


1472 


MVRLCIRLPIRVYAKVVDKNAL 

SLWMRERSDLWVQPKVDGVA 

VTLVYRDGKLNKAISRGNGLK 

GEDWTQKVSLISAVPQTVSGPL 

ANSTLQGEIFLQREGHIQQQMG 

GINARAKVAGLMMRQDDSDTL 

NSLGVFVWAWPDGPQLMSDRL 

KELATAGFTLTQTYTRAVKNA 

DEVARVRNEWWKAELPFVTD 

GVVVRAAKEPRIPPLATGPGRV 

AGGLEISTCSSGCRSEGNEPGKI 

SVVASLAPVMLDDKKVQRVNI 

GSVRRWQEWDIAPGDQILVSL 

AGQGIPRIDDVCPSDPAILSDIVP 

SW/VTTQW/LKKRAVSSRMMK 

NQA'KKGSETGYFDKDEARFQK 

EGFRVVPPAALRQGAFIARNTE 

LRPSYVNIGAYVDEGTMVDTW 

ATVGSCAQIGKNVHLSAGVGIG 

GVLEPLQANPTIIEDNCFIGARS 

EVVEGVIVEEGSVISMGVYIGQ 

STRIYDRETGEIHYGRVP/AGKV 

DAKTRGKVGINELLRTID 


26057 


56425 


A 


26204 


240 


455 


RLHPPYYRGWIFEEVPVISMGV 
YNGQSTRIYDR/ETGEIHYGRVP 
AGSVVVSXKVDAKTRGKVGINE 
LLRTID 
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SEQ ID 
NO: 


SEO ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleolide location of last 
codon for last amino acid 
of peptide seqnencc 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26058 


56426 


A 


26205 


197 


1043 


YEKSLTMQQLQNIIETAFERRA 

EITPANADTVTREAVNQVIALL 

DSGALRVAEKIDGQWVTHQWL 

KKAVLLSFRINDNQVIEGAESR 

YFDKVPMKFADYDEARFQKEG 

FRV\VPFAA\VRQGA\FIARNTVL 

MPS YVN 1G\A YVDEGTMVDTW 

ATWGSCAQIGKNVHLSGGVGI 

GGVLEPLQANPTIIEDNCFIGAR 

SEVVEGVIVEEGSVISMGVYIG 

QSTRIYDRETGEIHYGRVPAGS 

VVVSGNLPSKDGKYSLYCAVIV 

KKVDAKTRGKVGINELLRTID 


26059 


56427 


A 


26206 


1 


406 


MGKKNWNTLGEGVCSCRMFL 
PDANTLAKNSACSAASAVQAA 
DRPDSQEAE A LEH M AHSRC AL 
RCQTLVIVHVSLMRVSWYHSVI 
IVVPLTEPLLESLVRCRLRSRRD 
DVPVAPAVSATPRREP\SVLR1A 
ERTNA 


26060 


56428 


A 


26207 


1 


2574 


MWAFRGKRPVTLKILHVPITNL 
RKN ITSTRGLTKESSQGKL VRA 
QEEYTPAREIAKMG\GNPCRPG 
GIVFAGER*DVTSPYV*TSTRGL 
TKESSQGKLVRAQEEYTPAREI 
AKMGWQSLPARRYCLCWRKIR 
RYITLRLNIAYAGGYKAPVEDI 
ALWMETDGACDHVDFTWNIPS 
KCQGPMDIVSRPVFWHAHGIV 
LFAGARNLNPTLTRIPPYLWLL 
TLRTGYAAAGMQALALDSRGS 
PDAVVLSTQHSEEIDQ 


26061 


56429 


A 


26208 




3771 




26062 


56430 


A 


26209 


239 


451 


LPPTAWMSTTNLTSAMLSVRG 
NVPMTLPARRRVNLPSSLICTCF 
HKPA*RISMPKPVW*KARIISGN 

STS 


26063 


56431 


A 


26210 


1 


2079 




26064 


56432 


A 


26211 


1573 


2562 




26065 


56433 


A 


26212 


275 


643 


SSRTALFTGSAVPGCAPPSGRSL 
FPQCLQSKLARSFPIRCSRSGAA 
ILFRRLSFSPGTELILEDR/IVKRF 
MRENSRGPQVPAGLPMTEEQL 
KKLGGRQLRALGKLMPGEEE\S 
VLRIAERTNA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in L'SSN 
09/540,217 


Nucleotide 

location of first 
codon for peptide 


Nucleotide location of last 

of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, ^=possibie nucleotide insertion) 


26066 


56434 


A 


26213 


1 


899 


MGRTTRRDAAQAPGTRRSGDS 
RGYPYVTRPEGTDADDPQKDK 
AALGSHRVAGQPELFSIDELTR 
RDPHSASGAWTARYTVSTIAAF 
ALVIANRLYTIEEEATTPSGCGP 
ASSSTSSRGVDMCLRNLCMHG 
YDATIPLTLIAADSMDEYNKPD 
LSHVISQGQRADDLTRQTAGEF 
AEQFNLHLFPQTWVTDIDAEAR 
VVKSQKNQWQYDKLVLATGA 
SAFVPPVPGRELMLTLNSQQEY 
RACETQLRDARRVLIVGGGLIG 
SELAMDFCRAGKAVTLIDNAA 
S ILASLM PPEVSSRLQH RLTEM 
GVHLLLKSQLQGLEKTDSGIQA 
TLDRQRNIEVDAVIAATGLRPE 
TALARRAGLTINRGVCVDSYLQ 
TSNTD1YALGDCAEINGQRD*SS 
ARRVVPGRFPGAVRWRQLPHP 
LRYCAGGPALPECQNPFFPAPV 
TEISTADERPSPSTDAASGCLLP 
VALTTPEYWQRCRLA 


26067 


56435 


A 


26214 


I 


1264 


MDYMVPVGMDWLCRETAGM 

RVSIKKGSVVFPLNPELVMKVV 

RQRSTIVTPSGFKAGAFNFERFK 

EASNQTLGSTFLYSLSCPKPNL 

GSQPLDFDTKKSYTLKVEAAN 

VHIDPRFSGRGPFKDTATVKIV 

VEDADEPPVFSSPTYLLEVHEN 

AALNSVIGQVTARDPDITSSPIR 

LYRIPGDDAKCVQFNREGVKA 

LKAKPVEKAAPAPAAAAPKAA 

PTPAKPMGEQLALYRMAGSNA 

DRIQGRMDPTRGQSAAEWLQT 

AEEADIAWVLKTYGEERFAKRI 

ARAIVERNREQPMTRTKELAEV 

VAAATPVKDKFKHPATRTFQA 

V ivl W VINori.l-«c.Pfc.lC^^ALIS.ooljIN V 

LAPGGRLSIISFHSLEDRIVKRF 
MRENSRGPQVPAGLPMTEEQL 

IS^isX U U K L KA L o t^ L IVl r O E,c. li \ o 

VLRIAERTNA 


26068 


56436 


B 


26215 


64 


663 




26069 


56437 


A 


26216 


27 


791 




26070 


56438 


B 


26217 


1 


1638 




26071 


56439 


A 


26218 




375 


STKKQRGEIHHPDGHGIAQDRH 

LrKl L> VL/i^ivrLKl^ 1 fNMr AOL 

ANG*GVFKRCRAHSATT* *KDD 
E*NESAENAA*GGKVEGTDVT 
GDLLHENPAITPDKCEHNQATD 
CQWVALSCGRHERSSV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unl4nown, 
*=Stop codon, /=possible nucleotide 
deletion, \==possible nucleotide insertion) 


26072 


56440 


A 


26219 


213 


407 


TTCCCTNLSIPLANKYRSLSPQS 
DWRLSMPR*NRYVQKAPARAN 
KTSPMKAPPANIALGVNVAR 


26073 


56441 


A 


26220 


1 


1179 




26074 


56442 


A 


26221 


176 


569 


WPMRHTFSEAHAAQRAGGKNP 
GHDTA D Y ATNAVHTEDIAGIIH 
PQQAFEHGNAPQARQTSYHAD 
NQRA ANPNV A AG WRHADQTG 
NRARTRPQQ* RLTTQRPFTEDP 
AKNCRRRCDHSIHKCQCRDFIR 
RAR 


26075 


56443 


A 


26222 


1442 


2309 




26076 


56444 


A 


26223 


155 


2929 


HLHWFVFSGWFTVTRLAFGEG 
NNFFGNINWLMLKNIELTAVM 
GSIYQYIHVAFQGSFACITVGLI 
VGALAERJRFSAVLIFVVVWLT 
LSYIPIAHMVWGGGLLASHGAL 
DFAGGTVVHINAAIAGLVGAY 
LIGKRVGFGKEAFKPHNLPMVF 
TGTAILYIGWFGFNAGSAGTAN 
EIAALAFVNTVVATAAAILGWl 
FGEWALRGKPSLLGACSGAIAG 
LVGVTPACGYIGVGGALIIGVV 
AGLAGLWGVTMLNAC 


26077 


56445 


A 


26224 


2 


1064 




26078 


56446 


A 


26225 


1849 


2515 


MEGHLWIRIDLSQSAVSHSVKE 

LENHTGVRLLDRTIREVVLTD 

AGQQLALRLERLLDELNSTLRD 

TGRMGQQLSGKVRVAASQTIS 

AHLIPQCIAESHRRYPDIQFVLH 

DRPQQWVMESIRQGDVDFGIVI 

DPGPVG DLQCEAILSEPFFLLCH 

RDSALAVEDYVP\ALPLPEGSPL 

VVKRITPVVERQLMLVRRKNR 

SLSTAAEALWDVVRDQGNAL 

MAAA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26079 


56447 


A 


26226 


102 


1655 


RKQMNYSLKQLKVFVTVAQEK 

SFSRAGER1GLSQSAV\SHSVKE 

LENHTGVRLLDRTTRAVVLTD 

AGQPLALRLERLLDELNSTLRD 

TGRMGQQLSGKWRVAASQTIS 

AHLIPQCIAESHRRYPDIQFVLH 

DRPQQWVMESIRQGDVDFGIVI 

DPGPVGDLQCEAILSEPFFLLCH 

RDSALAVEDYVPWQALQGAKL 

VLQDYASGSRPLIDAALARNGI 

QANIVQEIGHPATLFPMVAAGI 

GISILPALALPLPEGSPLVVKRIT 

PVVERQLMLINVIQTLRFAFIFR 

LSRRQHFAKVTPLLHRHGDYF 

VFIGFDYGTANCSVAVMRDGK 

PHLLKMENDSTLLPSMLCAPTR 

EACGRVDVIEVSKSKVRKNTY 

AMRYVAGQPAERILPPGSFASI 

GQALPPGEPLSTEERIRIL V WN 1 

YKQQRAEWLSVLKNYGKDAH 

LVLLQEAQTTPELVQFATANVL 

AADHVPAFVLPQHTSGVMTLS 

AAHPVYCCPLRERKPILRLAKS 

ALVTVYPIFPYLSNS 


26080 


56448 


A 


26227 


159 


290 




26081 


56449 


A 


26228 


562 


774 


VLRMIT* SKSQF AQDMCRN VLL 

INNFGRIQHDPAIFHFQRNEAVP 
L Wl VSAQEVKKDFTSGLRHGS 
VRGDL 


26082 


56450 


A 


26229 


50 


409 


GYASQALILASIPAASRPSSARIS 
S*VPCGIKKSGRPMFSTGTGLR 
WAISTSFTPLPAPPEVIAFSSTVTS 
ASWLAAISRINASSSGFTKRIST 
SVAFSDSATFAASSTNSRNAPPP 
VEM 


26083 


56451 


A 


26230 


405 


626 




26084 


56452 


A 


26231 


1 


1528 




26085 


56453 


B 


26232 


1 


1755 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


26086 


56454 


A 


26233 


152 


2099 


GNRLLVVSFIAFSKNSTHFKGIF 

AMRIILLGAPGAGKGTQAQFIM 

EKYGIPQISTGDMLRAAVKSGS 

ELGKQAKDIMDAGKLWTDELV 

lALVKERIAQEDCRNGFLLDGF 

PRTIPQADAMKEAGINGHYVLE 

FDVPDELI VDRl VGRRVHAPSG 

RVYHVKFNPPKVEGKDDVTGE 

ELTTRKDDQEETVRKRLVEYH 

QMTAPLIGYYSKEAEAGNTKY 

AKVDGTKPQIYRGSLYVSDQIG 

HTIVNPDGVVCDCGRYGCLET 

VASLSALKK.QARVWLKSQPVS 

TQLDPEKLTTAQLIAAWQSGEP 

WITSWVDRSANAIGLSLYNFLN 

ILNINQIWLYGRSCAFGENWLN 

TIIRQTGFNPFDRDEGPSVKATQ 

IGFGQLSRAQQGVDLGNMIITS 

GQIPVNPKTGEVPADVAAQAR 

QSLDNVKAIVEAAGLKVGDIV 

KTTVFVKDLNDFAPVNATYEA 

FFTEHNATFPARSCVEVARLPK 

DVKIEIEAIAMLYTGYHYNDAP 

SAVRYPRGNASGVELTPLEKLP 

IGKGIVKRRGEKLAILNFGTLM 

PEAAKVAESLNATLVDMRFVK 

PLDEALILEMAASHEALVTVEE 

A 1 IVlOO AOoO V IN ii V L# IVlArlKJVl:^ 

VPVLNIGLPDFFIPQGTQEEMRA 

ELGLDAAGMEAKTKAWLA 


26087 


56455 


A 


26234 


935 


1020 




26088 


56456 


A 


26235 


145 


373 
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SEQ ID 
>0: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26089 


56457 


A 


26236 


530 


1865 


RGNKRLDLMFKQSHASMYIKQ 

PEQLDYQLNLKEVITAVFISMV 

VLNISPTLY/PDKPSPKDKYVAY 

AINIPDYELAADVYNINVTSPSG 

QQETFKILINLEHLRQTLERKSL 

TAVQKSQCEIITPKKPGEAILHA 

FNATYQQIRENMSEFARCHYG 

YIQIPPVTTFRADGPETPEEEKG 

YWFHAYQPEDLCTIHNPMGDL 

QDFIALVKDAKKFQMDIIPDYTF 

NFMGIGGSGKNDLDYPSADIRA 

KISKDIEDPVTKERKQIHPEDIH 

LTAKDFEASKDNISKDEWENLH 

ALKEKRLNGMPKTTPKSDQVI 

MLQNQYVREMRKYGVRGLRY 

D A AKH SKHEQl ERSI TPPLKN Y 

NERVHNTNLFNPKYHKKAVM 

NYMEYLVTCQLDEQQMSSLLY 

ERDDLSAIDFSLLMKTIKAFSFG 

GDLQTLASKPGSTISSIPSERRILI 


26090 


56458 


A 


26237 


14 


2031 


L1VLS*QHG/DLRQNRSGAEHFG 
LQRLMLHASQLSLTHPFTGEPL 
TIHAGLDDTWMQALSQFGWRG 
LLPENERVEFSAPSGQDGDPTL 
GLIKEVACELSGMMRRSQPWE 
EAEESIPDRGESLLEVSGTPNAG 
WGAEGLAEREALLLCCCCGPM 
GPDPLGLGSPGSVRGRSRLIHH 
AISGEALWEVTSEGLDMAAAR 
QFAIEKGAPALRAMTFIERAAM 
LKAVAKHLLSEKERFYALSAQT 
GATRADSWVDIEGGIGTLFTYA 
SLGSRELPDDTLWPEDELIPLSK 
EGGFAARHLLTSKSGVAVHINA 
FNFPCWGMLEKLAPTWSGRNA 
SHHQTSYRDGPLTQAMEFEDK 
AQQRDVETARHFTFFRII AN ED 
KKTGFPRFQTIVITASHKTIDRT 
RYTYGAWRCYRPLLTVEEYRA 
TGSLITQPKFPPHKSSEVHRVPR 
NQGRFVAVNSTLPTEPATVAPV 
RNGNASRDTAKTQTAERPSTTR 
PARQQAVIEPKKPQATVKTEPK 
PVAQTPKRTEPAAPVASTKAPA 
ATSTPAPKETATTAPVQTASPA 
QTTATPAAGAKTAGNVGSLKS 

AKKENLKNYVVYETTRNGQP 
WYVLVSGVYASKEEAKKAVST 
LPADVQAKNPWAKJPLRQRHRD 
LRGDERRDDRRSEYFNRQVIS 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26091 


56459 


A 


26238 


732 


1025 


HEAKRTGRSYWFTAV*WLRG 

WRRMVARQNAKNCWHGTFFR 

VARVSLPISAHASSTHLSGSAH 

YVPPSAYRNSRRYSRGLCRCRV 

SSCDAATGVVVPQ 


26092 


56460 


A 


26239 


1905 


3087 


RVCSCDAGTLHWLQNLRCGLP 
VWCDGSGGTSGDPQQRRGSEC 
TG*QSRSQ*MRPVQPS*RRPGV 
YGGLPDS\WIJCVDRNKLEQLT 
PEKRRQAKLRAMKPDEFAQIQ 
QAVITQMLQHPQTLGEEASKLS 
KDFDRGNMRFDSRDKIVAQIKL 
VTPQKLADFFHQAVVEPQGMA 
ILSQISGSQNGKAEYVHPEGWK 
VWENVSALQQTMPLMSEKNEQ 
NL YDCG ALF A PVT WTSGSAAF 
PRPLTVEELLVVTFTEAATAEL 
RGRIRSNIHELRIACLRETTDNP 
LYERLLEEIDDKAQAAQWLLL 
AERQMDEAAVFTIHSFCQRML 
NLNTNECCFQRTTKTIHRDSFK 
STPRAAKSCSGLLPALAPSQISS 
NTPIQPLSRFKFSGVTSPTSAAS 


26093 


56461 


A 


26240 








26094 


56462 


A 


26241 


166 


416 


CHVVGPFRVRRNLISAQH\PLTL 
NS\RHTTTRAARRLLRYFGTPR 
YRHSIDIHMQLDMTTSRSLSSL 
RDQLHCRWLLPAERQAI 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locRtion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26095 


56463 


A 


26242 


1 


2084 


MLFPLATSGAMEPFPFLAGTAG 

ALVGGLQNIGSGVLASLSAMLP 

QTGQPGVVDDLNGIVDRAVLA 

AAGDADVASGAARLSARHRSI 

VlSSMGERCCFIRSRITRICGHWl 

CPQGNEIPVVAVASHDTASAVI 

ASPLNGSRAAYLSSGTWSLMG 

FESQTPFTNDTALAANITNEGG 

AEGRYRVLKNIMGLWLLQRVL 

QEQQINDLPALISATQALPACRF 

IINPNDDRFINPETMCSEIQAAC 

RETAQPIPESDAELARCIFDSLA 

LLYADVLHELAQLRGEDFSQL 

HIVGGGCQNTLLNQLCADACGI 

RVI AG PVEASTLGNIGIQLMTLD 

ELNNVDDFRQVVSTTANLTTFT 

PNPDNSLYTTDKGALRMTTQL 

EQAWELAKQRFAAVGIDVEEA 

LRQLDRLPVSMHCWQGDDVSG 

FENPEGSLTGGIQATGNYPGKR 

VMPVSYVPIWNSTLSLSGSNWF 

NRKALGSPARYDVLPKWWRN 

VVKPTRTRLYIGIAFYKVGEPS 

KlEPDWMrNGGVPELKKQLDL 

NDAVPEISGTILFREDYRNKPQT 

QQAADPPIRAKAAEIAVAHAH 

YLSIEFYRIVRIDPHAEEFLSNEQ 

VERQLKSAMERWIINVLSAQIR 

PQPAVT\HYRGLATVEMPVATG 

RYPTTRYXGLVELEPKTGRKHQ 

LRRHLAHLRHPIIGDSKHGDLR 

QNRSGAEHFGLQRMER 


26096 


56464 


A 


26243 


1 


2871 




26097 


56465 


A 


26244 


690 


824 




26098 


56466 


A 


26245 


950 


1484 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ofiast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26099 


56467 


A 


26246 


1 


2625 


MVAFYRHAGRMWPGIALSCSL 
GNIAASILLFSTSSLNMTWTTPNl 
VEAVVGAVLLRKLLPWYNPLQ 
NLADWLRLALGSANSAGVNIS 
TATVCRQCEDAPCANVCPNGAI 
SRDKGFVHVMQERCIGCKTCV 
VACPYGAMEVVVRPVIRNSGA 
GLNVRADKAEANKCDLCNHRE 
DGPACMAACPTHALICVDRNK 
LEQLSAEKRRRIPGNIRRIRSGR 
YRRPVTAGCDAVVSGRAGYAI 
HDGGNNSMAKNTSCGVQLRIR 
GKVQGVGFRPFVWQLAQQLSH 
GSRMRDGTCNLKYDEYSRSGS 
MQYNPLGKTDLRVSRLCLGCM 
TFGEPDRGNHAWTLPEESSRPII 
KRALEGGINFFDTANSYSDGSS 
EEIVGRALRDFARREDVVVATK 
VFHRVGDLPEGLSRAQILRSIDD 
SLRRLGMDYVDILQIHRWDYN 
TPIEETLEALNDVVKAGKARYI 
GASSMHASQFAQALELQKQHG 
WAQFVKSDENDAPDRQSGSTG 
SQCKNCGADTEPQVAAGPGLS 
ELNPVHCPHLHYRAHFRADRH 
SVACSLLDTPVTGHQVAPTYRQ 
QV PRAGQVHDPSK.HTRMPCEN 

ir»i:>\/^UTTll?l3TCnPD\/PACATT nA 
lUr V K 1 llKJvlolJ"" VrA&A ii^OA 

GGQPKWQVICWLDRDEKVVV 
MQTVRDQIGQHVFTAHRLDRP 
TSGVLLMGLSSEAGRLLAQQFE 


26100 


56468 


A 


26247 


1 


1833 




26101 


56469 


A 


26248 




517 


MRNKLSFDLQLSARKAAIAERI 
AAHKIARSKVSVFLMAMSAGV 
FMAIGFTFYLSVIADAPSSQALT 
HLVGGLCFTLGFILLAVCGTSLF 
TSSVMTVMAKSRGVISWRTWL 
INALLVACGNLAGIACFSLLIWF 
SGLVMSENAMWGVAV\YTAPR 
AKCIIHLLNLSASALCAI 


26102 


56470 


A 


26249 


3117 


3527 


EAVHRLARYRDAPRRS**SPLL 
CASVYP*LEQVPLQAQAVVPLR 
VLQAGKPVVPVAVLNAQAAAL 
ARPVAKLAAATAVQAAADRQ 
AAAPAALDAEHVAAVPALQAA 
AGPVDAAAQTHKAVGTGVAA 
TDEQPHAPER 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26103 


56471 


A 


26250 


2 


563 


STTSSTTAFSATTAGTPSTGNTP 
SASPIWRRPNFWARKVYLLHW 
FCHRQPSKEVLFHL A L Y RNNPR 
CKAVVHLHSTWSTALSCLQGL 
DSSNVIRPFTPYVVMRMGNVPL 
VPYYRPGDKRIAQDLAERETH\ 
NHAFLLANHGPVVCGESLQEA 
ANNMEELEETAKLIFILGDRPIR 
YLTAGEIAELRS 


26104 


56472 


A 


26251 


2 


1481 


PENQINKLKQAIPADYRSHQKC 

VNQPSSPTITPRLFAITVITDERG 

YATGSAGNLSL/LLPDGNLLAT 

PT/GSCLGN/LDPQRFSKVAADG 

EWL/SGDKPSK/EVLFHLALYR/ 

NNPRCKAVVHL/HSTWST/ALS 

CLQGLDSSNVIRPF/TPYVVMR 

MGNVPLDLAELAA/DNQAFLL 

AN HGPV VCGE/SLQE A ANNME 

ELEETAK/LIFILGDRPIRYLTAG 

VCPLAKMLNGTGQYLSIKRCT 

NNRSVRGTCSAPRAGPKGYGL 

MMMIDVLSASYSAYRSGDRTL 

LYSYHRASACADSTTLTVLISY 

TFHLVNSYSTVPPLEGSGTQPA 

SPSFPTRVSDDHNRDFFFLLSPC 

GLLQNLAQCIRQVGIQLDFGCV 

1 1 S AQTETDG PL VCGRFEEGTPF 

SPQTPRDCDPNRSYSGNTQGVR 

GATSSPGSAISFEQTVNARSHVL 

RVTLTLGLTRPMLYVTGSLKWI 

NICILPISLKPLRYYIHLAAQFPT 

APISLGRSLHVVPHEEVAM 


26105 


56473 


A 


26252 




413 




26106 


56474 


A 


26253 


3 


247 




26107 


56475 


A 


26254 


300 


665 




26108 


56476 


A 


26255 




1854 




26109 


56477 


A 


26256 




1611 




26110 


56478 


A 


26257 


942 


1040 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26111 


56479 


A 


26258 


1616 


3678 


PLAKTGRQREQLAGLAK/AHPS 

LTLHQDPVYVTRADAPVAGKV 

ALLSGGGTEHEPMHCGYrOQG 

MLSGACPGEIFTSPTPDKIFECA 

MQVDGGEG VLLII KN YTGDILN 

FETATELLHDSGVKVTTVVIDD 

DVAVKDSLYTAGRRGVANTVL 

lEKLVGAAAERGDSLDACAELG 

RKLNNQG HSIGIALG ACTVRS A 

GKPSFTLADNEMEFGVGIHAIL 

KGDIPEAEAILASIKPAGVVSRA 

DVVLPNQFQALRKSFIPERPVP 

V M VI RLFELPVQ ISLGVYSLER 

PANPQPIAYLVLQPRRKANNQN 

ASTSAIIRATIGEPISCSVPSRGC 

EGGISVAETVPAMIIAIGITISEG 

LDARYRHVNSEHDPSDRQAKF 

EWRYFGNLGKTVNDWRKNNK 

ADIKEDGNRRCRHTNQPHCRIE 

AVEYDDGRLCPLHGAHRGQSS 

DGELVKPTVKTQSLAVHYSIGK 

LRHRPNHGAVYYQRLRSGMGL 

MNAFDSQTEDSSPAIGRNLRSR 

LARKKLSEMVEEELEQMIRRRE 

FGEGEQLPSERELMAFFNVGRL 

RAGSVKTQRSGANKQRRTRCV 

SRPSADTIIGELSGMAKDFLSHP 

GGIAHFEQLRLFFESSLVRYAA 

EHATDSRDPRYRPKFYSISRSVP 

VSDNITLQQLLLSLNDQPARCK 

PSARCRLHGSHTSRYECNHRHG 


26112 


56480 


A 


26259 


185 


775 


IPEIFSGETHLKVSTLSKPTFSISS 
LIRCTTRFSSQLSLGIATMSHRK 
RVISALKSLSRLSANSLVFANQ 
VERSSLTNLGCTRCSG*SLFWQ 
RPALR*PFGLCPTVALTYLIVSP 
EW*KAVSVKCWRNRRLTLMTS 
PICTNSGTLTTAPVDRVAQVTF 
QSPECLQHMRLTIALRYFRVAL 
SRRLLVYASVCFTFSG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26113 


56481 


A 


26260 


301 


1313 


RLEHDGVCLHRANHRYPGCRL 

HLDYVEPQLQHDDALRAAVM 

MFKQYLQVTKPGIIFGNLISVIG 

GILLASKGSIDYPLVIYTLVGVS 

LVVASGCVFNNYIDRDIDRKME 

RTKNRVLVKGLISPAVSLVYAT 

LLGIAGFMLLWFGANPLACWL 

GVMGFVVYVGVYSLYMKRHS 

VYGTLTGSLSGAAPPWIGYCAV 

TGEFDSNAAILLAIFSLWQMPH 

SYAIAIFRFKDYQAANIPVLPVV 

KG 1 S V AKNHITLYIIAFA VATLM 

LSLGGYAGYKYLVVAAAVSV 

WWLGMALRGYKVADDRIWAA 

QSCSGFSIIPITALSVMMSVDFM 

VPDSHTLLAAVW 


26114 


56482 


A 


26261 


3631 


4078 


CFLNFKTLLLVH LFRRVFLRIRL 
RHRKLHPVGLGGPVNKAAYAF 
CLGAMANGVYGPYAIFASVKM 
VSAFTVTASTMLAPR\WLLGLA 
GITEGAIPMAIEDPLRVIGSFVL 
GSMVTGAIVGAMNIINRTLRVE 
ASVTSAQIVQTIIRLRR 


26115 


56483 


A 


26262 


814 


2126 


CTGCRKQRLPVVQGFAAGLAA 

NMIGSGFLGAVVGGLIAGYLM 

RWVKNHLRLSSKFNGFLTFYL 

YPVLGTLGAGSLMLFVVGEPV 

AWINNSLTAWLNGLSGSNALL 

LGAILGFMCSFDLGGPVNKAA 

YAFCLGAMANGVYGPYAIFAS 

VKMVSAFTVTASTML\APRLFK 

EFEIETGESTLLLGLADITEGAIP 

MAIEDPLRVIGSFVLGSMVTGA 

IVGAMNIGLSTPGAGIFSLFLLH 

DNGAGGVMAAIGWFGAALVG 

AAISEGKRIFRYRDLIIVNSNQL 

FLHDHRFPRWEGLESVFFLLAA 

FQQDVGIWPPLGAMLGLATAV 

VLGFLLYWGGIRLNLGAFFKW 

TSLFILFVAAGLAAGAIRAFHEA 

GLWNHFQEIAFDMSAVLSTHSL 

FGTLMEGIFGYQEAPSVSEVAV 

WFIYLIPALVAFALPPRAGATAS 


26116 


56484 


A 


26263 


1 


525 




26117 


56485 


A 


26264 


1 


700 


















26119 


56487 


A 


26266 


254 


475 


RDQLVSELNQMLV*KSAFRMA 
ALITSRWPMYTHWFREVRRGN 
WRQFLPALTLLVRLSLMLMGR 
QAILRSRRNY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


26120 


56488 


A 


26267 


1 


1657 


MLIQRRRLAFDRAKHRRAEML 

AQRARGEEEAHHHSSPEGAIEV 

DESEVDLDAISAQSLRLVRSILM 

LJALLSVIVLWSEIHSAFGFLENI 

SLWDVTSTVQGVESLEPITLGA 

VLIAILVFIITTQLVRNLPALLEL 

AILQHLDLTPGTGYAITTITKYL 

LMLIGGLVGFSMIGIEWSKLQW 

LVAALGVGLGFGLQEIFANFIS 

GLIILFEKPIRIGDTVTIRDLTGS 

VTKINTRCHTHRRQQLLLQQA 

ATSSADVIYLGEAVCSKRRATK 

VGDWLEMAKSLAGSGKQIVLS 

TLALVQASSELGELKRYVENGE 

FLIEASDLGVVNMCAERKLPFV 

AGHALNCYNAVP\LKILLKQGM 

MRWCMPVELSRAWLVNLLNQ 

CDELGIRNQFEVEVLSYGHLPL 

AYSARCFTARSEDRPKDECETC 

CIKYPNGRNVLSQENQQVFVLN 

GIQTMSGYVYNLGNELASMQG 

LVDVVRLSPQGTDTFAMLDAF 

RVNENGAAPLPLTANSDCNGY 

WRRLAG LSLRQIKTCLIFLLCQP 

RGRRPYRTRAMPPILTMPANSP 


26121 


56489 


A 


26268 


482 


605 




26122 


56490 


A 


26269 


1 


298 


MWPGMVTHAVRIPLHNDTVTL 
SDNFQPFAGTDAMTITRPLEML 
RDGKCPQPDWISSEGACAGNA 
TDSPHPFELKAGKTITLEDGRQI 
NGADYLAAPVPGKALAIFGDT 
GPCDAALDLAKGVDVMVHEA 
TLDITMEAKANSRGHSSTRQAA 
TRESELFRYTVKHSLIFASVIGII 
TLLQASTKIYTPGRKEQGEPMT 
PRRTPARF*IKSGQNNHAGRWK 
AD*RRRLLSCSSAR 
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SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26123 


56491 


A 


26270 


1 


1707 


MTRDGLANKALAVARTLADSP 

EIRQGLQKKPQESGIQAIAEAVR 

KRNDLLFIVVTDMQSLRYSHPE 

AQRJGQPFKGDDILKALNGEEN 

VAINRGFLAQALRVFTPIYDEN 

HKQIGVINDSRWSIIWSVLFGM 

LVGLIGTCILVKVLKKILFGLEP 

YEISTLFEQRQAMLQSIKEGVV 

AVDDRGEVTLINDAAQELLNY 

RKSQDDEKLSTLSHSWSQVVD 

VSEVLRDGTPRRDEEITIKDRLL 

LINTVPVRSNGVIIGAISTFRDKT 

EVRKLMQRLDGLV/NLC*RTS* 

TIPLRAHSPQSKSAIYHEIAP*NA 

PAFYRRKCHCAD1FLPYF*TCR\ 

RDRAMSAYLRYIVQKADSSFL 

YDKYQNQSIAAHVMRALAAEQ 

SEVSPEQRRAICEAFESANNTH 

GLNLTAHKYPGLRGTLQTAST 

DCDTIVEAAALLPAFDQAVEGN 

RHQDDYGSGLGMAEEKFHYYL 

DLFRAVGDGHNSKEDATFGLG 

WRVNGNATMTPTFGTLASPQT 

YGHTGWTGTVTVIDPVNHMTI 

VMLSNKPHSPVADPQKNPNMF 

ESGQLPIATYGWVVDQVYAAL 


26124 


56492 


A 


26271 


257 


817 


TSSRCISLRTSVLSLKVEMAPMI 
TPLLRTGTVLISNSRSLIVISSSR 
RGVPSRNTSETSTTCDHEWLSV 
DSFSIVLRLTVIQQFLCGIVDQR 
DLAAIVUGNDAFFDRLQHGLA 
LLKQRGDFVGFQAEKDFFQYL 

nqnaganqsdqhak:*y/ltr*c 
ssdch*svgshgltqgrspprq 
fvydfhrrwg 


26125 


56493 


A 


26272 


1 


2700 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=S(op codon, /=po$siblc nucleotide 
deletion, \=possible nucleotide insertion) 


26126 


56494 


A 


26273 


1 


1038 


MGCLDLGDGRAGSVARYFRRY 

RPPCDAALDLAKGVDVMVHEA 

TLDITMEAKANSRGHSSTRQVL 

KKILFGLEPYEISTLFEQRQAML 

QSIICERSRRHRLPICEKICIMTPTI 

ELICGHRSIRHFTDEPISEAQRE 

AIINSARATSSSSFLQCSSIIRITD 

KALREELVTLTGGQKHVAQAA 

EF WVFC A DFNRHLQICPDAQLG 

LAEQLLLGVVDTAMMAQNALI 

AAESLGLGGVYIGALRNTNIEAV 

TKLLKLPQHVLPL FG LCLG WPA 

DN PDLKPR\LP A S 1 L V H EN S YQP 

LDKAALAQYDEQLAEYYLTRG 

SNNRRDTWSDHIRRTIIKESRPFI 

LDYLHKQGWATR 


26127 


56495 


A 


26274 


1 


1338 




26128 


56496 


A 


26275 


2 


375 


HSDPEASGPLTRLRAMEQRRVT 
DFFARRRTPGSVPSTDRR*TIVR 
MIPC rSSGRR IKAMVILRI SLV 
NPASNE/CATELFNALDVSIQNP 
RMIISP*IQHRTELSGSPLVAVG 
RMCSLTPRVIFEH 


26129 


56497 


A 


26276 


219 


767 


RFTQGKGPINNPAVIRPLDFPQN 
GSRPLANQMFTTSLKVGDYFGK 
RHKDVLRAIRNLKCSDDFTQRN 
FAPIDFIDKNGDVQPMYNITRD 
GCMMLVMGFTGKTAAAVKEC 
YINAFNWMUEQLNRRMAMGE 
ELQHRYAIKETRSKLKGTIG\TR 
LMNERKKEKRVLELEHEHIMQ 
VTQPELLIG 


26130 


56498 


A 


26277 


16 


104 


HICQSAPL*RGSSGLNGYGQYR 
PAGFLDG 


26131 


56499 


A 


26278 




399 




26132 


56500 


A 


26279 


1112 


1831 


TGIRNCAPLSLTWKSKTANRKV 
RCGHIRYPLADGAKTSDGKDY 
LVVATTRPETLLGDTGRSRLTR 
KIRVTKELIGKYVILPAGTAPGV 
RQGPVWMPGDEVKKVTCKNG 
VVNEIWTRNHADIPLRPRFAVL 
ASGSFFSVGLVAERNGIREPILG 
LDVLQTATRGEWYKGDFFAPQ 
PWQQFGVTTDET/LRPSQAGQT 
lENLFAIGSVLGGFDPlAQGCGG 
GVCAVSALHAAQQIAQRAGGQ 


26133 


56501 


A 


26280 


3 


790 




26134 


56502 


A 


26281 


334 


609 
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SEQ ID 
NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26135 


56503 


A 


26282 


1 


1338 


MTRHYGAEATNALLPGKASKH 
QIVGCGVNALSDLDPRRPDKTR 
SVASGIGAALLLRLIKTLADDL 
QNLTDLSVFNGERYKDAQHVV 
IRAAGEKNQAFIAGARHDLGGE 
LGVGLVWIPASKVNGIMGPSPV 
WLTFRVSNIAGESAEGLLVTKP 
KN YDQ VPAN KPI VD AIKAKKQ 
DPSGAFVWTTYAALQSLQAGL 
NQSDDPAEIAKYLKANSVDTV 
MGPLTWDEKGDLKGFEFGVFD 
WHANGTATDAKRYCANVKGV 
NPDTQEPSPSGVKVNDPKVDER 
LIRQEAGMVFQQFYLFPHLTAL 
ENVMFGPLRVRGANKEEAEKL 
ARELLAKVGLAERAHHYPSELS 
GGQQQRVAI\ARALAVKPKMM 
LFDDPTSALDPELRHEVLKVMQ 
DLAEEGMTMVIVTHEIGFAEK.V 
RSRLIFIDKGRIAEDGNPQVLIK. 
NPPSQRLQEFLQHVS 


26136 


56504 


A 


26283 


1170 


1575 


DPPVLVQRDANSTVRFPHASAS 
ADPAGDIPPIF\AQAAGADLVY 
VGVEPPKPKAEVILVAEYSPIKT 
VADLGCPLHVQKVSRYPPEFTQ 
VITPVQCYVTIDALGQYAAWT 
RANMTYRPGSNIIQNLGNDIRL 
RTVQ 


26137 


56505 


A 


26284 


3 


1351 


RTAPETPNQRPATLDSGILGGYI 

APDNLTITFIGGHSLFDERFCLA 

HRCQKAAEDDAFPHDSLDAAS 

LLEYAREKLNGLDVEVYHWNL 

QNFAPEDLLYARFDSPALKTFT 

EQLQQADGLIVATPVYKAAYS 

GALKTLLDLLPERALQGKVVLP 

LATGGTVAHLLAVDYALKPVL 

SALKAQEILHGVFADDSQVIDY 

HHRPQFTPNLQTRLDTALETFW 

QALHRRDVQVPDLLSLRAPKP 

KAEVILVAENSPIKTVADLKGH 

K/VAFQKGS/SSHNLLLRA/LRQ 

AGLKFTDIQPTYLTPADARAAF 

QQGNVDAWAIWDPYYSAALL 

QGGVRVLKDGTDLNQTGSFYL 

AARPYAEKNGAFIQGVLATFSE 

ADALTRSQREQSIALLAKTMGL 

PAPVIASYLDHRPPTTIKPVNAE 

VAALQQQTADLFYENRLVPKK 

VDIRQRIWQPTQLEGKQL 
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SEQIU 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pnssihle nucleotide insertion) 


26138 


56506 


A 


26285 


364 


1937 


KLSGRHCTAAMFRFLTFCLCEG 

MPMRNIIKLALAGLLSVSTFAD 

AAESSPEALRIGYQKGSIGMVL 

AKSHQLLEKRYPESKISWVEFP 

AGPQMLEALNVGSIDLGSTGDI 

PPIFAQAAGADLVYVGVEPPKP 

KAERILVAENSPIKTRTDLKGH 

KGAFQKGFSSHNLLLRALRQA\ 

GLKFTDI\QPTYLEPRWRPRAA\ 

FQTRGTVDAWVAIWDPYYSAA 

LLQGGVRVLKDGTDLNQTGSF 

YLAARPYAEKNGAFIQGVLATF 

SEADALTRSQREQSIALLAKTM 

GLPAPVIASYLDHRPPTTIKPVN 

AEVAALQQQTADLFYENRLHY 

SEYCRPMVSVGNWFLDGSHSV 

FSYDALDRLVQQGGFDGRTQR 

YH YDLTG K LTQKQWQYDG HG 

WLTDISHLSEGHRVAVHYGYD 

DKGRLTGECQTVENPETGELL 

WQHETKHAYNEQGLANRVTP 

DSLPPVEWLTYGSGYLAGMKL 

GGTPLVEYTRDRLHRETVRSFG 

SMAGSNAAYEMTSGTELIDLC 


26139 


56507 


A 


26286 


511 


1152 


SVRFNl VFHFMRLLRFCCVLDl 1 
LICFTSPVNTFLRYNAFTLCNGE 
FGMSHPALTQLRALRYCKEIPA 
LDPQLLDWLLLEDSMTKRFEQ 
QGKTVSVTMIREGFVEQNEIPE 

brKLAUXK 1 V V r V a 1 LoUrHLAL. 

r\t/^\ /^VTDT riDVf FTQCTf TPT^PI 
(^is.LOJv 1 rHjK I Lr 1 oo 1L» 1 KJJr 1 

EIGRDAGI .WGRRSRLRLSGKPL 

LLTELFLPASPLY 


26140 


56508 


B 


26287 


184 


415 




26141 


56509 


A 


26288 


15 


87 




26142 


56510 


A 


26289 


78 


157 


CKRYGKARDTG*QPRTQKCTC 
CELDE 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26143 


56511 


A 


26290 


1 


1817 


MTSAISLGSRCSGRIPSDIIGSNL 

DITAFNWQPDLLTIWHRQLHLH 

LTRLDGGGHFYRQEVHLWRTD 

KSGDKRRPQGDPKTTGITAKVI 

NVRSTKLVGLPHRITATRWKR 

KRSRMLHTNTGICLVFNNRDQK 

RCTRKVMFDKALKLLDEAERL 

GSTSARSTIYQQCKRQGVITPHS 

ADFATTVRLLAHLSQERLGKLQ 

DSIYISLTDHCQFAIKRFQQNVL 

LPNPLLWDIQRLYPKEFQLGEE 

ALTllDKRLGVQLPKDEVGFIA 

M H L V S A QM SGN M ED V AG VTQ 

LMREMLQLIKFQFSLNYQEESL 

SYQRLWPHLKFLSWRILEHASI 

NDSDESLQQAVKQNYPQAWQ 

CAERIAIFIGLQYQQLGLTQPAV 

SKIINDIEDYFGVELVVRKNTG 

VTLTPAGQLLLSRSESITREMK 

NMVNEISGEKNPGEGSEKELET 

VYVQAVGAHWEGNQVWLILA 

GGALFAAWPRVYAAAFSGFYV 

AMILVLCSLFFRPLAFDYRGKIA 

DARWRKMWDAGLVIGSLVPPV 

VFG I AFGNLLLGVPF AFTPQLR 

VEYLGSFWQLLTPFPLLCGLLS 

LGMVILQGGVWLQLKTVGVIH 

T PCPVPfpr^nT HTVAOlVylA 


26144 


56512 


A 


26291 


557 


808 




26145 


56513 


A 


26292 


8 


274 




26146 


56514 


A 


26293 




1851 




26147 


56515 


A 


26294 


1 


589 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26148 


56516 


A 


26295 


1 


1848 


MDLSTPERGSPYPRLLPCGDPL 
GETIVAIDQEAKPSTEDLGNKK 
ETKYIKLKVIRWDNSDFNFLYS 
NYERIRARTTKKEDSATNVPVT 
FEKHGSHAVVYARRSATVLTD 
RNKEAPRVPQGGYMVSFVDIPE 
ALTQGETVAEAMEAAKDALLT 
AFDFYFEDNELIPLPSPLNSHDH 
FIEVPLSVASKVLLLNAFLQSEI 
TQQELARRIGKPKQEITRLFNLH 
H ATKIDA VQLA AKALG KELSLE 
CLMDILNLNKHISGQFNAELESI 
RTQVMTLGGMVDKQLSDAITA 
IHNQDSDLAKRVIEGHKNLIMM 
MEVAIDEAR/C*A1IAKHQS\TAS 
D\LRLVMV1/SKTIAEMER1G\DV 
GRNK1CRTALEKLS0QHQP*VV 
S\LE\SLDRH'HQMLHDVVICAFA 
RMDIDETAKCQIFVEYVLKPKV 
IWLLCFANIFLYVVRIGIDQWST 
VYAFQELKLFKAVAIQGFTLFE 
AGALVGTLLWGWLSDLANGR 
RGLVACIALALIIATLGVYQHA 
SNEYIYLASLFALGFLVFGPQLL 
IGVAAVGFVPKKAIGAADGIKG 
TFAYLIGDSFAKLGLGMIADGT 
PVFOLTGWAGTFAALDIAAIGC 
ICLMAIVAVMEERKSAARKKFS 


26149 


56517 


A 


26296 


395 


1428 


TSATATSTFALPRGGGYLVVSE 

WVVLRFTDIFLRIFPCDNGRTILI 

RFGIFRMLMIVAIETQQFPVTAI 

FRVIGMVVINVVNASEETNRRL 

HHRSLRLIQECVMDSLNLNKHI 

SGQFNAELESIRTQVMTMGGM 

VEQQLSDAITAMHNQDSDLAK. 

RVIEGDKNVNMMEVAIDEACV 

RIIAKRQPTASDLRLVMVISKTI 

AELERIGDVADKICRTALEKFS 

QQHQPLLVSLESLGRHTIQMLH 

DVLDAFPRMDIDEAVRIYREDK 

KVDH\EYE\G!VRQLMTYMMED 

SRTIPSVLTALFCARSIERJGDRC 

QNICEFIFYYVKGQDFRHVGGD 

ELDKLLAGKDSDK 


26150 


56518 


A 


26297 


667 


1002 




26151 


56519 


B 


26298 


1 


1716 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
097540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=passible nucleotide insertion) 


26152 


56520 


A 


26299 


1001 


2193 


LMAATKPAFNPPGKKGDIIFSV 

LVKLAALIVLLMLGGIIVSLIISS 

WPSIQKFGLAFLWTKEWDAPN 

DIYGALVPIYGTLVTSFIALLIA 

VPVSFGIALFLTELAPGWLKRP 

LGIAIELLAAIPSIVYGMWGLFIF 

APLFAVYFQEPVGNIMSNIPIVG 

ALFSGPAFGIGILAAGVILAIMII 

PYIAAVMRDVFEQTPVMMKES 

AYGIGCTTWEVIWRIVLPFTKN 

GVIGGIMLGLGRALGETMAVTF 

IIGNTYQLDSASLYMPGNSTTSA 

LANEFA E AESGLH VAALMELG 

LILFWITFIVLAASKFMIMRRIA 

LTLSMATMAFGLFV/LIWILMST 

ITRGIDGMSLALFTEMTPPPNTE 

GGGLANALAGSGLLILWATVY 

CGPLSDDRGGIRPTI 


26153 


56521 


A 


26300 


1 


1645 


MPAFPYTADYFSGLTATTAALA 

ALHKVRETGKGESIDIAMYEV 

MLRMGQYFMMDYFNGGEMCP 

RMSKGKDPYYAGCGLYQCAD 

GLLSLDCVHRRLGAIDPILNECF 

KDIGLAHLLGTPEIPEGTQLIHRI 

ECPYGPLVEEKLDAWLATHTIA 

EVKERFAELNIACAKVLTVPEL 

ESNPQYVARESITQWQTMDGR 

TCKGPNIMPKFKNNPGQIWRG 

MPSHGMDTAAILKNIGYSENDl 

QELRPPNNKRTKMDRGAMDII 

GGQHLRQMWDDLADVYGHKT 

ALTCESSGGVVNRYSYLELNQEI 

NRTANLFYTLGIRKGDKVALHL 

DNCPEFIFCWFGLAKIGAIMHE 

AVIALASPDNMNAFELTP*SGK 

L1TTFPHLPLA]SA*ASPACSSEK 

RWVMALRGHSFQSVRSWAHFS 

IWNRLVTQEPIIRR 



3527 



wo 01/075067 



PCTAJSOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


26154 


56522 


A 


26301 


2 


1021 


TPGNNVDSIFLAFFLNQFLTLGY 

IMGKTISIKVLFGIYLLLMAAKV 

FAFSCNVDGGIIMGAGTTSVYV 

NLDPVIQPGQNLGVDLAHHISC 

WNGDGGWYDTDHMNLVQGS 

AFAGSLQSYIGSLYWNNVTYPF 

PLTTNTNVLDIGDKTPMPLPFK 

LYITPVGAAGGVVIKAGEVIARI 

DMYKIATLGSGNPSNFTWNIIT 

NNNAVMPTGGCTVDSRNVTVD 

LPDFPGSAEIPLGVYCSSEQKLS 

FYLSGATTDSSRQVFANTAPDA 

TKASGVGVTLMQRQLAGINDS 

HLLHYLDDEVWDNDYLATPHF 

LLKSAILRSNfNDALMTRVTGE 

KNGQVRLEEIER 


26155 


56523 


A 


26302 


522 


714 




26156 


56524 


A 


26303 


1 


976 


STCSSRSHLHLIQASPILPNYVA 
TAVAARIIADVQGISDTCVIAQP 
SPPHPGALRTLVFTTDEPETPQP 
PGAAGFQLVQKKQVQLHNVLY 
VMTPHAFAQGTVTIYLPGEQQT 
LSVAPLKNVVQLVTQQHLRDR 
LWWPGAFLTDFAAKVKALKD/ 
YPNHVMAQRASGEAEADDDV 
AATIKSVRQQLLNLNITGRLPV 
KLDPDFVRVDENSNPPLVGDYT 
LYTVQRPGTEQGSFKVKRARA 
RVRQTRAPLFGPKSPAPEHMES 
ELEFELIGPSKSTSGNPRGLRSE 
RPVLFCLYPEMPTAAARAILIAE 
EQSREVKIALVVLDRLQRE 


26157 


56525 


A 


26304 


1 


1701 




26158 


56526 


A 


26305 


1839 


2038 


ARSGCFVRQSCPRGRCSKNRR 
WRDPYDHYPARPAYCP*R/WC 
M* LSTLATPKKVSPCKPAPAAH 
RWR 


26159 


56527 


A 


26306 




3270 




26160 


56528 


A 


26307 


1962 


2049 




26161 


56529 


A 


26308 


94 


942 




26162 


56530 


A 


26309 


1 


4104 




26163 


56531 


A 


26310 


879 


1367 


TASELGKSCSRDHTPCTASVRA 
LYYARLRHAPANDPGEDGWAL 
AAKPPALPPRNSLNSQAIFRDKP 
NLPH RSPATYRQTERG * DTRSE 
FHA*TDAIPVATRARAGEFCRQ 
MFWGEDQADEQPA* * ACCHRK 
*PVPK*DLAMLRAPPRMDSPPD 
ASRTSDLHN 
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PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=passible nucleotide 
deletion, ^possible nucleotide insertion) 


26164 


56532 


A 


2631 1 


1203 


1911 


SRPAYHPAPREFQRQWRQDPAP 
G L AITPGQQLF1TIKLWNDDH\K 
RPREALLDSLKKLQLDYIDLYL 
MHWPVPAIDHYVEAWKGMIEL 
QKEGLIKSIGVCNFQIHHLQRLI 
DETGVTPVINQIELHPLMQQRQ 
LHAWNATHKIQTESWSPLAQG 
G KG VFDQKVIRDLADK YGKTP 
AQIVIRWHLDSGLVVIPKSVTPS 
RJAENFDVWDFRLDKDELGEIA 
KLDQGKRLGPDPDQFGG 


26165 


56533 


A 


26312 


3 


793 




26166 


56534 


A 


26313 


181 


336 




26167 


56535 


B 


26314 


1 


374 




26168 


56536 


A 


26315 


591 


679 




26169 


56537 


A 


26316 


937 


1395 


YRLAAGSCGIRRRNRHCQRRPG 
RNSKRLIALISAIGMSIFLQNYV 
SLTEGSRDVAPSSVPLTPASLLI 
AGSPPH*T1SRLSGPLLRE1MLK 
QLYHCGKSLTNLPIREILRM*G* 
LTGEEIELARGDFHIRDIWHRA 
VTNTAHKTGITQAQHRH 


26170 


56538 


A 


26317 


627 


878 


VVEWFEPLICVNGWESKWPVL 
LSE**PETVGTNCDSSN*IPASLN 
TSYTGLMAFDAIMVAVPTS*TC 
KIRRRVAGTKCGNPRA 


26171 


56539 


A 


26318 


125 


3078 


lYTVEIQNLGFAFVTGENTTGIN 

SGTISLLQNGKDPAPSPIVLLAT 

NGGSATNAGTITGKVTEQHSVF 

NKYSTGTSNSFIFNNDVSSITGL 

VAQSNSTIINTDSGIIDLYGRGS 

VGMLAIADSTAENQGKITLDSM 

WVDANDTTAMRDIASNSAIDF 

GTGVGVGTDRYRGGRKNAPAF 

N\QLGGVITIYNAGAGMAAYG 

ASNTVINQGTINLEKNGNYDDS 

LAANTLVGMAVYEHGTAINDQ 

TGVININVGTGQA 


26172 


56540 


A 


26319 


205 


419 




26173 


56541 




26320 






AWKVSHCAARPSFSRRWRGEK 
CTAGRRSQQFSARSTLKPMPSP 
R* SSMHRR* *MPSASC ALRLPIP 
PAAAQSSHQSKKLRTSDNASPV 
AAARPVRPIRWT 
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SEQ lO 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

codon for last amino acid 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26174 


56542 


A 


26321 


402 


1781 


QRTTGAERYVPHHQPCPPASSL 
SAGPRGXLHPAKVQEGVDIAIEN 
DVIVAIGDALTQRYPDASFKEM 
HGRIVMPGIVCSHNHFYSGLSR 
GIMANIAPCPDFISTLKNLWWR 
LDRALDEESLYYSGLICSLEAIK 
SGCTSVIDHHASPAYIGGSLSTL 
RDAFLKVGLRAMTCFETTDRN 
NGIKELQEGVEENIRFARLIDEA 
KKATSEPYLVEAHIGAHAPFTV 
PDAGLEMLREAVKATGRGLHI 
HAAEDLYDVSYSHHWYGKDL 
LARLAQFDLIDSKTLVAHGLYL 
SKDDITLLNQRDAFLVHNARSN 
MNNHVGYNHHLSDIRNLALGT 
DGIGSDMFEEMKFAFFKHRDA 
GGPLWPDSFAKALTNGNELMS 
RNFGAKFGLLEAGYKADLTICD 
YNSPTPLLADNIAGHIAFGMGS 
GSVHSVMVNGVMVYEDRQFN 
FDCDSIYAQARKAAASMWRRM 


26175 


56543 


A 


26322 


284 


340 




26176 


56544 


A 


26323 


113 


646 


WTLVPNWNNTQPYLGLFF*FIR 
DFADFGTTIKQDFRLLGQTSVD 
RLLQLSQGQAVKGNQLLPVSL 
VKRKTTLAPNTQTASPRALADS 
LMQLARQVSRLESGQRSDSSLR 
EKKITKKHTKKRTASLILHAMI 
CCRSLNSSKTKNTKCLNSINQR 
LKILSLQKDLMCGTAGRCKTLT 
EQ 


26177 


56345 


A 


26324 


1 


582 




26178 


56546 


A 


26325 


3 


947 


QTQEWSGSATFTSDGKIRLFYT 
DYSGKHYGKQSLTTAQVNVSK 
SDDTLKINGVEDHKTIFDGDGK 
TYQNVQQFIDEGNYTSGDNHT 
LRDPHYVEDKGHKYLVFEANT 
GTENGYQGEESLFNKAYYGGG 
TNFFRKESQKLQQSAKKRDAEL 
ANGALGIIELNNDYTLKKVMKP 
LITSNTVTDEIERANVFKMNGK 
WYLFTDSRGSKMTIDGGATQA 
FAKENNQKAYKETYGVSHITR 
HDMLQIPKQQQNEKYQVPQFD 
QSTIKNIESAKGLDVWDSWPLQ 
NADGTVAEYNGYHVVFALAGS 
PKDA/G*HINLHVLSK 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26179 


56547 


A 


26326 


2 


223 


RIPIKNIESAKGLDVWDSWPLQ 
NADRTVAEYNGYHVVFALAGS 
PKDADDTSIYMFYQKVGDNSID 
SWKNAGRVFKDSDKFDANDPI 
LKDQTQEWSGSATFTSDGKIRL 
FYTDYSGKHYGKQSLTTAQVN 
VSRSDDTLKING VEDH KTIFDG 
DGKTYQNVQQFIDEGNYTSGD 
NHTLRDPHYVEDKGHKYLVFE 
ANTGTENGYQGEESLFNKAYY 
GGGTNFFRGATQAFAKENNQK 
A YKETYG VSH ITRHDMLQIPKQ 
QQNEKYQVPQFDQSTIKNIESA 
KGLDVWDSWPLQNADGTVAE 
YNGYHVVFALAGSPKDA/G*HI 
NLHVLSKGRRQLNRQLEKRGP 


26180 


56548 


A 


26327 




803 


MLEDPRKGLETPSPVSHNLHFQ 
FHLGPLLPGSPMKKWPALVVT 
GSKSPKLESYKHFQKIWDMHG 
EPSKREEGAGL'l VNQHIPNGAS 
TCNEGPQRLEALGARIPMAAGF 
SSSKPTLVTPRRAYRADLRLEG 
YWGCQGVPGGPLVAQGGATQ 
AFAKENNQKAYKETYGVSHIT 
RHDMLQIPKQQQNEKYQVPQF 
DQSTIKNIESAKGLDVWDSWPL 
QNADGTVAEYNGYHVVFALA 
GSPKDA/G*HINLHVLSKGRRQ 
LNRQLEKRGPCL 


26181 


56549 


A 


26328 


2 


439 




26182 


56550 


A 


26329 




1084 


MVIAAMETQLSNGPTCNNTAN 
GPTTINNNCSSPVDSGNTEDSK 
TNLIVNYLPQNMTQEELKSLFG 
SIGEIESCKLVRDKITGGATQAF 
AKENNQKAYKETYGVSHITRH 
DMLQIPKQQQNEKYQCDNLKT 
CHTSHGSVMAETAVINHKKRK 
NSPRIVQSNDLTEAAYSLSRDQ 
K.RMLYLFVDQIRKSDGTLQEH 
DGICEIHVAKYAEIFGLTSAEAS 
KDIRQALKSFAGKEVVFYRPEE 
DAGDEKGYESFPWFIKRGATQ 

A P Al*rPXrKTr\T/' a VTi'TTTVriVCUIT 
ArAlviifNrNl^J\j^ I ivt 1 I OVc>rlll 

RHDMLQIPKQQQNEKYQVPQF 
DQSTIKNIESAKGLDVWDSWPL 
QNADGTPERR* *HINLHVLSKG 
RRQLNRQLEKRGPCL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26183 


56551 


A 


26330 


34 


1949 


MGYLNNVAGYREDLLANRAIV 

KHGNFALLTPDGVVKNIIPGYE 

NCDATILSTPKLGASFVDYLVT 

LHQNGGNQQGFGVEGIETFRY 

VISGNITAKAEGKTYALSEGGY 

LYCPPGSLMTFVNAQAEDSQIF 

LYKRRYVPVEGYAPWLVSGNA 

SELERIHYEGMDDVILLDFLPKE 

LGFDMNMHILSFAPGANHGYIE 

THVQVEHGGATQAFAKENNHK 

AYKDTYGVSHITRHDMLQIPKQ 

QQYEKYQDTHDTPYCEPLPGET 

RLWGDTDVIGLFDAETDMNDV 

VAILENHPLLGAGFAHKIEQLE 

DKDWEREWMDNFHPMRFGER 

LWICPSWRDVPDENAVNVMLD 

PGLAFGTGTIQTLSVPAMLDSS 

THTRRMRSTLNLYEITRMSTVS 

TSEHSMTYTLVQVDMKEAQKP 

DTASYRTFNEFFVRPLRDEVRPI 

DTDPNVLVMPADGVISQLGKIE 

EDKILQAKGHNYSLEALLAGN 

YLMADLFRNGTFVTTYLSPRD 

YHRVHMPCNGILREMIYVPGD 

LFSVNHLTAQNVPNLFARNERV 

ICLSDTEFGPMAQILVGATNGG 

SIETPESEG ATVDES F V VGG PVG 

DFELLLCHGTVCVVGKMRDLIL 

QLSKSSIYSTKPPSRQVSVMLC 


26184 


56552 


A 


26331 


1 


145 


LRLG LLYGRRFVPPP* YALLNK 
DSSPWYPFSVPVLASKTRYLWL 
LSPT 


26185 


56553 


B 


26332 


1 


3090 




26186 


56554 


A 


26333 


3 


832 




26187 


56555 


A 


26334 


1 


3258 
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SEQ ID 

NO; 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26188 


56556 


A 


26335 


184 


2324 


ENRVRLFVLIVFQDLPTCYVNH 

NFVCTAADTFTTDITPKAGDAR 

L IGI AQT VRHLEDPMRA WKS I H 

KSCEILDPIHRAPVKENTHPARK 

INISDPAAGAVARIRYEGVLSVC 

RASASAYVSRSRTITVACWYVS 

NTGVTGATIGVKRQHRHARLFS 

GDGAPGFGTGKRDIRQLRRLVR 

IQIQRTFFAAVLHVPTPWSRAID 

AAALLTVIDVKVLTACACQAC 

RTLALRVAQVIDRCSNPGDIMS 

SVARRYWFISRWSAKRDCAVS 

YDQDPGQAQRSCRSCLVAVDR 

GLWLSAYCRSLMTQTLLPDDV 

PRI LPN ASSPSRLRCLQHLGN YR 

LLDLRKLIWLHRSQFSLCGWEK 

RLVKDLTRIQDTGRAKEILGAT 

ATLEFRLVNTNVDQAAAASGR 

VPGDSEVKQTREGQPVVLYKR 

VILTGDH ITDSTSSQDE YNQPQ 

VNISLDSAGGNIMSNF IKDNIG 

KPMATLFVEYKDSGKXKDANG 

RAVLVKQEEVIIIANIQSRLGNS 

FRITGINNPNEARQLSLLLRAGA 

LIAPIQIVEERTIGPTLGMQNIEQ 

GLEACLAGLLVSILFMIIFYKKF 

GLIATSALIANLILIVGIMSLLPG 

ATLSMPGIAGIVLTLAVAVDAN 

\n ixTCDiifccT cxTr:DT\/or\AirM^ 
VL.HStKJI\.t,t:jLblNOKl Vl^yAlUt 

G YRG A FSSIFDANITTLIK VII L Y 

AVGTGAIKGFAITTGIGVATSM 
FTAIVGTRAIVNLLYGGKRVKK 


26189 


56557 


A 


26336 


1 


369 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26190 


56558 


A 


26337 


1 


1316 


MNGLLDSDSDSLSSCQQRVKA 

RLHEILQKDRDFTAEDYEKVES 

RIYHFARLSVGGYTADSSLTLK 

VYLQLMKAPKKRRGEVNVGT 

VVAFIKGGFPVVKKDYFRPAA 

DGSSALCRFFPTGNVHDQSDPQ 

KVTDGAVVPVQPTDGPGLRCL 

RRARGCGAGRQGREQAQDCG 

AEIQAEAASRASRVQEGSYPRP 

PNGPFSTDLTGLMQFTKLLVLK 

VESQLTRRIRKCHNLREANIREE 

LRFFNCTNVALRTGVQFNRRPD 

SPGYSRGVLSPERHVRTRLYFT 

SESHVHSLLSILRYGALCNRGG 

TLCCRAl HTLHRHTIVLNGVTV 

TLNLVQLTFYGNVSEIIRHQCQ 

LTRHGNHPLPLTAIQGIALFSDN 

QAAYRFRADQRTLRPFGLPVAR 

QPVRRGGFHDIVIVFDFGTARQ 

QQE/LRLQLRVFSSFVLHEKKR 


26191 


56559 


A 


26338 


2 


1415 




26192 


56560 


A 


26339 


1434 


1667 


KRTDWRDRVAFRCRSIAESG*R 
QAIAKELELTASAEILLWDDYF 
APGYGVPNDEGMEAVKLLARL 
EGILLDPAVRLR 


26193 


56561 


A 


26340 


1 


1671 




26194 


56562 


A 


26341 


1067 


3947 


FCTVPNAVYIGGPGFGARHNAS 
NSLKDIAELVPFAHRYGAKIFV 
TLNTILHDDELEPAQRLITDLYQ 
TGVDALIVQDMGILELDIPPIEL 
HASTQCDIRTVEKAKFLSDVGF 
TQIVLARELNLDQIRAIHQATD 
ATIEFFIHGALCVAYSGQCYISH 
AQTGRSANRGDCSQACRLPYT 
LKDDQGRVVSYEKHLLSMKDN 
DQTANLGALIDAGVRSFKIEGR 
YKDMSYVKNITAHYRQMLDAI 
lEERGDLARASSG 


26195 


56563 


A 


26342 


182 


881 


HAEPLPYRGLLLKLGESRGCLL 
PASLPFSLQEFFYSGPREELAQK 
TLLVSVWDYDLGTADDFIGGK 

CDPADQDVVHTALRE\TREELG 
LAVPEEHVWGLLRPVYDPQKA 
TVVPVLAGVGPLDPQSLRPNSE 
EVDEVFALPLAHLLQTQNQGY 

1 Hrt^KUljrirK Y i l^r V r LrivjrriK 
VWGLTAVITEFALQLLAPGTYQ 
PRLAGLTCSGAEGLARPKQPLA 
SPCQASSTPGLNKGL 


26196 


56564 


A 


26343 


237 


338 
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SEQ ID 
NO: 


SEQ 10 NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=.Stop codun, /==possible nucleotide 
deletion, \=possible nucleotide insertion) 


26197 


56565 


A 


26344 


279 


533 


1HLRRILQRGQ*PRQRWRERCC 
ESGRGTSGPGSSQ*LTGSPQECC 
TPAGETGPRAHSPQ*SCWCHCC 
TPQGRQSICTRTSHRTA 


26198 


56566 


A 


26345 


126 


303 


LLLSYGVGASHQSLECHHRSNH 
GSLWMHSKRCAGGKIRVGTPE 
CQ*SALERPGLPPLC 


26199 


56567 


A 


26346 


368 


746 


SLLHTTSRAPEGPSRYPGPGPPS 
AATKGQRTRRPLCARPP/PGLPD 
APL/SPAAPTPTLPLPCPRVAQP 
AHGPPSASALSSWENRPCCRHE 
LAAKPPEQAARRGHARTPTAG 
PAPPGRRAALSGSQFP 


26200 


56568 


A 


26347 


79 


159 


SFLGVSRRGGFGRVTGQ*WRE 

GQQINK 


26201 


56569 


A 


26348 




3369 




26202 


56570 


A 


26349 




529 


MELAKVVKSHPSAKMVLCIAT 
DDSHSLSCLSLKFGVSLKSCRVT 
LLENAKKHHVEVVGVSFHIGR 
GCPDPQAYAOSIADARLVFEM 
GTELGHKMHVLDLGGGFPGTE 
GAKVRFEEIASVINSALDLYFPE 
GCGVDIFAELGRYYVTSAFTVA 
VSIIAKKEVLLDQPGMEEENCS 


26203 


56571 


A 


26350 


146 


502 
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PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26204 


56572 


A 


26351 




2212 


MKRSRCRDRPQPPPPDRREDGV 

QRAAELSQSLPPRRRAPPGRQR 

LEERTGPAGPEGICEQPPALASQ 

SAEIAASARLPPRLGRLLGFQK 

ACRCWSLNPHILMALLRSLVPP 

DICKHPQVWRGRPPLHLAPNVG 

LFSRVKVRSSVVIEDKSMRDSR 

RGLSQRRRRRKKKKRGSSSKK 

KKRRKKRKKKKRKKRKRRKN 

RKKK KKR KN KRKKKRKKEEK 

KEEEEERRKK EE EDEEG RGRGR 

RKRKRKKRKKRRSRKKKETAA 

AAAAGERLGKWWPGECPVEC 

VAYFLRRRLQQRLHPARQLLL 

QGMAGYLSESDFVMVEEGFST 

RDLLKELTLGASQATTDEVAAF 

FVADLGAIVRKHFCFLKCLPRV 

RPFYAVKCNSSPGVLKVLAQL 

GLGFSCANKAEMELVQHIGIPA 

SKIICANPCKQIVSQIKYAAKHGI 

QLLSFDNEMELAKVVK.SHPSA 

NFHIGSGCPDPQAYAQSIANAR 

LVFEMGTELGHKMHVLDLGGG 

FPGTEGAKVRFEEIASVINSAL\ 

DI .YFPEGCGVDIFAELG\RYYV 

TSAFTVAVSIIAKKEVLLDQPGR 

EEENGSTSKTIVYHLDEGVYGIF 

iNO V L-r UINlL^r 1 riJLtsfN-OO 1 JvoL«K 

TTIGEAFERLHRLLRERQKAML 
EELEADTARTLTDIEQKVQRYS 
QQLRKVQEGAQILQERLAETDR 
HTFLAGVASLSERLKGKIHETN 


26205 


56573 


A 


26352 


1 


860 


MKKEDAFLKAFYIVHGKWNCV 

KGSLTRTPCCCTNCLAGGIWC 

MRVQIFQLENKVLPGFPWACR 

VDLYGQIGFDAAAQCLSLSVSK 

AEPLVKKAPPELREQLARKTLS 

SDNLKYLFDNKDIMKVKQSKK 

KKEHSFRKNNGCIKIIAFSDHAE 

DFRKLGCEVLGISVDSQFTHLA 

WINN PQREG DLGPLNIPLL AE V 

ASGLSEDYAVLKTDAGIAYRG 

RFISDGKGVL/SQITVNDLPVGR 

SVDEALRLVQAFQYAEEHAEV 

CPAGWKPGTDTIKLNVGDSKE 
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SEQ II) 

NO: 


SEQ ID NO; 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26206 


56574 


A 


26353 


70 


745 


ERGSTRVIVRASSLCPRSFQSWP 

PVTRASESQPLTSRPQRWSDGA 

FKEVKLSDYKGKYVVLFFYPL 

DFTFVCPTEIIAFSNRAEDFRK.L 

GCEVLGVSVDSQFTHLAWXITT 

PRKEG\GLGPL\NIPLLADVT\RR\ 

LSEDYGVLETDEG\IAYRGL\FI1 

DG\KGVLRQITV\NDLPVORS\V 

DE\ALRLVQAF\QYT\DEHGEVC 

PAGWKPG\SDTIKPN\VDDSKE\ 

YFSKHN 


26207 


56575 


A 


26354 




689 


M A AEDELLLPRLPMLLETG KQ 
LLDEVELAAETTGYQIVQEKRA 
REHFINYLTQCHYYHIAKFELL 
KTKNTNSAENHTANSSMAYPSL 
VAMASQRQAKIERYKQKKELD 
HRLSAMKSAVESGQADDEHER 
PPVKSFILTRNTAQAKLFGASYP 
SLATMTVSDWYEQHRKYGALP 
DQGIATATPEKFRKAAQQQKY 
QEVKEGEDDE/ALYRVREWDN 
WKDTHPGGYGNRQNMG 


26208 


56576 


A 


26355 


1 


810 


NYLTQCHCYHVAEFELPKTlVrN 

NSAENHTANSSMAYPSLVAMA 

SQRQAKIQRYKQKKELEHRLSA 

MKSAVESGQADDERVREYYLL 

HLQRWIDISLEEIESIDQEIKILR 

ERDSSREASTSNSSRQERPPVKP 

FILTRNMAQAKVFGAGYPSLPT 

MTVSDWYEQHRKYGALPDQGI 

AKAASSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSSSSSSSS/PSSQEFR 

KAAQQQEEQEEKEEEDDEQTL 

HRAREWDDWKDTHPRGYGNR 

QNMG 


26209 


56577 


A 


26356 


223 


359 


RKQQDEPCGHLQSPGKPFLTLS 
CRDPWGGLPV*LEKDHRKKKS 


26210 


56578 


A 


26357 


1 


3855 




26211 


56579 


A 


26358 


1005 


1293 


SDRRYEWDPCPR*LNGALLCLL 
LLEHPEGCPWHSVWSTGHSLEP 
MHFRFPSSQDLQLLLPLPGKIG 
YRARIRNHGHSCFLQRRKTVYQ 
GDGPLREP 


26212 


56580 


A 


26359 


763 


978 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


iMcl 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26213 


56581 


A 


26360 


1 


1217 


MQRRLKRRNAGLPCCEVPGYY 

I^DA SSPLLPKYKTNFSQCLVH 

FFDELRHHLVKTRHVLFIPLNH 

DIMQAFTLHARVIVGKVPGIFS 

RHPHAVLHLGHSQIGLLMEYPD 

ELLWECKEDALALIRRDAPMLT 

DFTHIMLLNAPLLDKQAEWCEV 

FDRGRTTSLLLFEHVHAESRDR 

GQAMVDLLAEYEKVGLQLDCR 

ELPDYLPLYLEYLSVLPDDQAK 

EGLLNVAPILALLGGRLKQREA 

PWDALLDALVAQLGGSSLSSDN 

VKKQVNSEERDDTRQALDAV 

WEEEQVKFIEDNATACDSSPLN 

QYQRRFSQDVAPQYVDISAGE 

GQSSFQLVSYWEKDVQTCLEFL 

PSGGFVVSLASGVKLQTFTETD 

NLVKDITFFGKI STRSLKTYLKD 

VTEKREQSCVNLELK 


26214 


56582 


A 


26361 




783 




26215 


56583 


A 


26362 


2 


1646 


PGSTISFRRVTQREKKQPEAELC 
QGSTSNLFQFIHPSLLSAQTVEL 
GLSKFVPKKMIITQTSH\CYMTS 
LGILFLINILPGTTGQGESRRQEP 
GDFVKQDIGGLSPKHAPDIPDD 
STDNITIFTRILDRLLDGYDNRL 
RPGLGDAVTEVKTDIYVTSFGP 
VSDTDMEYTIDVFFRQTWHDE 
RLKFDGPMKILPLNNLLASKIW 
TPDTFFHNGKKSVAHNMTTPN 
KLLRLVDNGTLLYTMRLTIHAE 
CPMHLEDFPMDVHACPLKFGS 
YAYTTAEVVYSWTLGKNKSVE 
VAQDGSRLNQYDLLGHVVGTE 
IIRSSTGEYVVMTTHFHLKRKIG 
YFVIQTYLPCIMTVILSQVSFWL 
NRESVPARTVFGVTTVLTMTTL 
SISARNSLPKVAYATAMDWFFA 
VCYAFVFSALIEFATVNYFTICR 
SWAWEGKKVPEALEMKKKTP 
AAPAKKTSTTFNIVGTTVYPINL 
AKDTEFSTISKGAAPSASSTPTII 
ASPKATYVQDSPTETKTYNSVS 
KVDKISRllFPVLFAIFNLVYWA 
TYVNRESAIKGMIRKQ 


26216 


56584 


A 


26363 


217 


559 


MKKALQVAMFSLFTVIGFNAQ 
ANEHPHETMSEAQPQINSATGV 
VKGI\DL\ESKKITIHHDP\IAAVN 
WPEMTMRFTITPQTKMSEIKTG 
DKVAFNFVQQGTLSLLQVIKVR 
KPAQ 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 

*=Stop codon, /-possible nucleotide 
deletion. \=possihle nucleotide insertion) 


26217 


56585 


A 


26364 


72 


157 


ERRKF**SQSS\QKKNKERLQNA 
VIYLEL 


26218 


56586 


A 


26365 


3 


620 


VSGGGWEPSGTLTAFKTASAIT 

TEMASRS\QGIQQLLQAEKRAA 

EKVADARKRKARRLKQAKEEA 

QME\ VEQ YRREREHEFQS KQQ A 

AMGFQGNLYAEVEQATRRQV 

QGMQSSQQRNRERVLAQLLGM 

VCDVRPQRPSDLQKEEMTTFSP 

SLIIPARACRFLVRAQQSSGHLH 

YRAKDPVGTRSLRHTRSSRIHG 

GVPTEKTCVAKT 


26219 


56587 


A 


26366 


28 


187 


TGTESGQYHCKRRKMGPEPllK 
SLWARSDEPVFWG/LFGAGGM 
WSAIIAPVMIR 


26220 


56588 


A 


26367 


1 


870 


MAVWPTGALALTPSPAGDAGA 

CSTAGGPCQGARGPRGSGPPA 

WGPDAVLEPLRGQRKPYVRPM 

TST W WKKLPF Y RF YMLREGTA 

VPAVWFSIELIFGLFALKNGPEA 

WAGFVDFLQNPVIVIINLITLAA 

ALLHTKTWFELAPKAANIIVKD 

EKMGPEPJIKSLWAEPEMINPNP 

KRSDEPVFWGLFGAGGMWSAl 

lAPVMILLVGILLPLGLFPGDAL 

SYERVLAFAQSFI\GRVFLFLMI 

VLPLWCGLHRMHHAMHDLKI 

HVPAGKWV\FYGLAAILTVVTL 

IGVCTI 


26221 


56589 


A 


26368 


741 


894 




26222 


56590 


A 


26369 


504 


558 




26223 


56591 


A 


26370 


897 


1097 


RKWSQSTRLPWETGPSSETSPS 
GP1VSPTRSHLASPRRPPPTPP*S 
SPRRLLGAIPPGIGVPPLNE 


26224 


56592 


A 


26371 


200 


657 


GPRRLSFVTGHKAYRGLGIVSG 
PTVPLVCAVCCSYWDPGVPRV 
VRLVVRLWPLCRCGGRSGDAS 
VAAAPLVCGGGI*DWDHCPFV 
CGPSLCALRPSCGCGSGMACRV 
VLLLRCPLAMFAFTSFFSVTEV 
GKFSPFPLPEFFFSGFALDLSLP 


26225 


56593 


A 


26372 


196 


404 




26226 


56594 


A 


26373 


1 


3162 




26227 


56595 


C 


26374 


287 


349 


















26229 


56597 


A 


26376 


365 


604 


VLAVSYPSLCLLL*KPIGPEDAI 
YALSSDFTCGSPTAAGRKQIRG 
EVCPRERCSVETCLSPNFHSLVS 
SFPFSLLQGFK 
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SEQID 
NO: 


SEQ ID NO: 
uf peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \'=^possiblc nucleotide insertion) 


26230 


36598 


A 


26377 


1 


1404 


TLVRCFPPLKLIFSIFKKKAASL 

GSSQSSRTYAGGTASATKVSAS 

SGATSK.SSSMNPTETKAIPVSQ 

QMEGPHLPNKKKHKKQAVKTE 

PEKKSQSTKLSVVHEKKSQEGK 

PKEHTEPKSLPKQASDTGSNDA 

HNKKAVSRSAEQQPSEKSTEPK 

TKPQDMISAGGESVAGITAISG 

KPGDKKKEKKSLTPAVPVESKP 

DKPSGKSGMDAALDDLIDTLG 

GPEETEEENTTYTGPEVSDPMS 

STYl EELG KREVTIPPKYRELL A 

KKEGITGPPADSSKPIGPDDAID 

ALSSDFTCGSPTAAGKK\TEKEE 

STEVLKAQSAGTVRSAAPPQEK 

KRKVEKDTMSDQALEALSASL 

GTRQAEPELDLRSIKEVDEAKA 

KEEKLEKCGEDDETIPSEYRLK 

PATDKDGKPLLPEPEEKPKPRS 

ESELIDELSEDFDRSECKEKPSK 

PTEKTEESKAAAPGSCVGGCVS 


26231 


56599 


A 


26378 


1 


688 


ITAISGKPGDKKKEKKSLTPAVP 
\VES\KPDKPSGKSGMDA\ALDD 
LIDTLGGPEETEEENTTYTGPEV 
SD\PMSSTY\IEELGKR\EVTIPPK 
\YRELLAKPIGPDDAIDALSSDF 
TCGSPTAAGKKTEKEESTEVLK 
AQSAGTVRSAAPPQEKKRKVE 
KDTMSDQALEALSASLGTRQA 
EPELDLRSIKEVDEGSLPDFQQQ 
SLSLGLPWPKMGQFLSSTFLEG 
SPATQRK 


26232 


56600 


A 


26379 


199 


384 


VYKECR*GFSHESPPSKPQS/HIE 
♦KFCMCGENGQGLRKKSSSKN 
SFFGTSFTWVGRENVKHI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


26233 


56601 


A 


26380 


166 


2172 


TYILRNLYKEVMLENYRNLLSL 

GKAVFFPFLH*FSRDLLIT*YVP 

QSQQFLSQHVLQIFLGLCAENH 

FHPGNSSPGHWKQQGQQYSHV 

SCWFENAEGQERGGGSKPWSA 

RTEERETSRAFPSPLQRQSASPR 

KGNM VVETEPSSAQRPN PVQL 

DKGLK.ELETLRFGAINCREYEP 

DHNLESNFITNPRTLLGKKPYIC 

SDCGRSFKDRSTLIRHHRJHSME 

KPYVCSECGRGFSQKSNLSRHQ 

RTHSEEKPYLCRECGQSFRSKSI 

LNRHQWTHSEEKPYVCSECGR 

GFSEKSSFIRHQRTHSGEKPYVC 

LECGRSFCDKSTLRKHQRIHSG 

EKPYVCRECGRGFSQNSDLIKH 

QRTHLDEKPYVCRECGRGFCD 

KSTLIIHERTHSGEKPYVCGECG 

RGFSRKSLLLVHQRTHSGEKHY 

VCRECRRGFSQKSNLIRHQRTH 

SNEKPYICRECGRGFCDKSTLIV 

HERTHSGEKPYVCSECGRGFSR 

KSLLLVHQRTHSGEKPQMTFSG 

VTPQLLERTVLLLAEMHSRDAL 

RSGTHSQPQGAACTTGAMHLC 

RGTFWPQPLTQRGQLQKVIPDP 

EIPIELKDHWVADTLQVSFFLCP 

VLPSLPSESSIFCLVVCSINYAV 

APQSGLMREKDVHVWECGPPP 

FARTAPITPTSDQNWRPLREKY 


26234 


56602 


A 


26381 


434 


946 


NTFCLTAMKILCMWFSRWHSR 
WVGMQGPSC*PQRTLWMATLS 
STGRSCVPAACTPAPCGRJSAA 
GRLRCSQLLPHAPAPAACCSCP 
SVHISFQPL*QLRTSLWTVQMK 
SQVTQTQVGSHSSTSQARALQG 
HQQVQKPGSRIRTGGVKPQLEG 
PGRWa.KIRLEGHSWTCRQ 


26235 


56603 


A 


26382 


3 


2119 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V'^possible nucleotide insertion) 


26236 


56604 


A 


26383 


3 


2237 


NRRKFSVSIGFYTVMDAQYKII 

TKTAHLITKESPQEEGKEMFAT 

M SKLKEQLTKV RK* FN A LL YES 

QQLLIPLEELEKQMTSFYDSLG 

KINEIJTVLEREAQSSALFKQKH 

QVRTILFKWCNSSQKMTLCLVL 

GSMISMLSTAKITIAGYKSEVEV 

SVSHHCI*NCKKTLTLIEKGSQS 

VQKFVTLSNVLKHFDQTRLQR 

QIADIHVAFQV1CSPC*DWKKH 

VETNSRLMKKFEESRAELEKVL 

RIAQEGLEEKGDPEELLRRHTV 

SPPFRDQRVLNAFLKACDELTD 

ILPEQEQQGLQEAVRKLHKQW 

KVSQDRTAYHLLHLKIDVEKN 

RFLASVEECRTELDRETKLMPQ 

EGSEKITKEHRVRLPHHSPHHLC 

EKRLQLIEELCVKLPVRDPVRD 

TPGTCHVTLKELRAAIDSTYRK 

LMEDPDKWKDYTSR*PQNGLW 

ISTNH rOLKGIKGEAlDTANHGE 

VKRAVEVSSGSLSKRGETLSWL 

KSRLKVLTEVSSENEAQKQGDE 

LAKLSSSFKALVTLLSEVQHLL 

THFGDCVQYKEIVKNSLEELIS 

GSKEVQEQAEKILDTENLFEAQ 

QLLLHHQVK.MPLSSAKKRDVQ 

RKLESTLDGLERSRERQERRIQ 
VGAGS*ERFETNKETVVRYLFQ 
TGSSHERFLSFSSLESLSSELEQT 
KVYYGSLESIAVQAENLVKEAS 


26237 


56605 


A 


26384 


1 


390 


GTSLFDEEGAKIVKDLMSKAEK 
Mr:\/i<^TTi DvnFVTAnnFnc'MAfc' 

INU Vlvi 1 L,r\ Ur V 1 fiUUr LfC*r^J\l\. 

TGQATVASGIPAGWMGLDCG/P 
ESSKKYAEAVTRAKQIVWNGP 
VGVFEWEAFARGTKALMDEV 
VKATSRGCITIIGKRSYTKLIPI 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ollast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26238 


56606 


A 


26385 


1125 


2228 


NVMSHLGRPDGVPMPDKYSLE 

PVAVELKSLLGK*VPGSGAGRL 

CGGGSCQARCYAGSVILLENLR 

FHVEEEGKGKDASGNKVGPVIL 

TLLGVRA*VCKRLWLNVNDAF 

GTAHRAHRYQEPCRLPH*EQYS 

YLLE*PK YFAKALESPERPFLA I 

LGGYEELFKIML*VLFAW**AIT 

WIGGGMAFTFLKVLNNMEVGN 

KCQVDVK*LSMIIAGC1>JEKNG 

VKITLPVDFVTADKFDENAKTG 

QATVASGIPAGWMVSHLSGLV 

V*VNRNSVVSF1HFVWNGPVG 

VFEWEAFARGTKALMDEVVK 

ATSRGCITllGKRSYTKLIPPAG 

RJLIRGRCTGGGASLELLEGEGL 

LFFGLFGIRVDCAVRGG 


26239 


56607 


A 


26386 


2 


482 


TRQAWHEGPRGVPHSASLRSA 
RRQSAPSLTESPTSVPSCISKMA 
LSNKLTLDKLDWKGKRVVMR 
VDFNVPMKNNQITNNQRIKAA 
VPSI\KFCL\DNGAKSVVLM\SHL 
G\RPDG\VPMP*QVTPLEPVA/V 
VELK SLLGQGMFCS* RDC VSPE 
VEKACANPPG 


26240 


56608 


A 


26387 




378 




26241 


56609 


A 


26388 


31 1 


578 


LGIRGQTLGFLSRARCGGSRRS 
LEMQNNAGEFVDL*VPRKCSA 
SNRIIGAKDHASIQMNVAEADK 
VTGRFNGQFKTYAISYFLNLFL 
HH 


26242 


56610 


A 


26389 


3 


333 


DAWDLCRVTSCFLSLSRAVWW 
QQAQPSLEMQNDAGEFVDLYV 
PRKCSASNRIIGAKDHASIQMN 
VAEVDKVTGRFNGQFKTYAIC 
GA1\RRMGESHDSFLRMAKADG 
IVSK 


26243 


56611 


A 


26390 


23 


389 


LAASFLSRARCGGSRRTQALEM 

QNDAG\EFV\DLY\VPRK>ASAS 

NRIIGAKDHASIQMNWAEVDK 

VTGRFNGQFKTYAICG\AI\RRM 

GESDDS1L\RLAKADGIV\SKNFL 

TGEESQDVGIFCHK 
















26245 


56613 


A 


26392 


1227 


1430 


GSSSPRDPQEEDLKLLKFAFSR 
GPPLSLVHPPPLLSYPSARR*PQ 
TPPRPPPRHPSLHPLHPPSAQP 


26246 


56614 


C 


26393 


17 


319 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Stop codon, /=po$$ible nucleotide 
deletion, ^possible nucleotide insertion) 


26247 


56615 


A 


26394 


1 


645 


Ml H EQN EN IKKNTKTIKKNQTEI 

LELKNTVTEWKNLLEVFNNSFR 

QNEESVNLQTSYLKSLSRGEKR 

KKKCEEMIRDLGQYQPGPYMH 

DGYSRRESGPNVPRRAQVDGG 

DARKGTHRRKRVLERGLWLKR 

EDKKAQGYKGR*KGPRV*GTD 

PQEEDLQRLSAETWLVL*PEPR 

P*KAPAKKGEKVP*GRKGKAD 

AGKEGNNPAENGDVKTDQAQ 

KAEGAGDAK 


26248 


56616 


B 


26395 


1 


663 




26249 


56617 


A 


26396 


265 


735 


VMWLRYDTLSETHMHQLLGL 

NLLFLLSQD*VAEFHMELEWLP 

ATDTQTNAYIKRPVSLEPYLME 

GGYNKVFLAKGNIPAKSYTFIHI 

LLDTIRDEMAGCIEKAYEKILFT 

KATWILFLNTPKQMMDNTKK* 

GWVLGPNNYYSFASQQQKLED 

TTIPS 


26250 


56618 


A 


26397 


215 


386 




26251 


56619 


A 


26398 


3 


515 


QLPESAYMHQLLGLNLLFLLSQ 
N R VAEFHTELERLPAKDIQTN V 
YIKHPVSLEQYLMEGSYNKVFL 
AKGNIPAESYTFFIDILLDTIRDE 
lAGClEKAYEKILFTEATRILFFN 
TPKKMTDYAKKRGWVLGPNN 
YYSFASQOOKPEDTTIPSTELAK 
QV1EYARQ\LEMIV 


26252 


56620 


A 


26399 


423 


4482 


KLVW1LFDF1CLAFL*FFSTYMY 
SCE* IL VKLTLYFSFH VYLLI YC 
ECENLTGTLDLVFI*KCKSLLIW 
IA*TVYKKIHMEGEVKG 


26253 


56621 


A 


26400 


173 


174 


AVSLLKHSNNDLCSS/GFPTSRT 
ADPTSCGSHWVPWGPQSLKQ* P 
ELYIGPF*PRLELKQLGCRAPSP 


26254 


56622 


A 


26401 


135 


699 


RDLVPCAPAAPAMAKRGQDTV 

WAN4ASEGASPNPCQLPQGVEP 

AGQCRRKMWG*SPHTEPPLGT 

A*WESLELPRDLLNGFDQNAD 

NDMDNEIQAEVVSDGDEELVG 

NQSKGTWCPVPQLLQLWLKGA 

KIQFGPWLQRVQAPILASFHKV 

LSLQGSAEGKCGVEAPTQSPH 

WALPSGAVRRGPPSSRPQNGRS 

ARREVVPCKAKGAELPKTMGT 
DLLHQCDLGVRHGVKGDHFGA 
LRFDCPTGFWTYMGPVAPLVW 
PIFPIWNSCIYPMPVPPIVSRR 
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SFQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pn.ssible nucleotide insertion) 














RL VEWL* PRDLLNGFDQN ADN 
DMDNEIQAEVVSDGDEELVGN 
QSKGTWCPVPQLLQLWLKGAK 
IQFGPWLQRVQAPILASFHKVL 
SLQ 














VPSLGSFHVVLVLSVHRRQELR 
FGNLHLDFRRCMEMPGFPGRSL 
LQR*SPHGEPLLGQCRREMWG 
QSPHTESPLGH*LMEL*HPPSPR 
MIDPPTACAVPLEKLQALNASH 


26257 


56625 


A 


26404 


851 


1387 


PKIVELLKYSGDQLERKLKKDK 
ALMGHFQDGLSYSVFKTITDQV 
LMGVDPRGESEVKAQGFKAAL 
VIDVTAKLTAIDNHPMNRVLGF 
GTKYLKENFSPWIQQHGGWEK 
ILGISHEEVD*NIRFVIRNTLCLL 
WSCARWPSDGPTGDYNVQGR 
WSIDVFKTIIPVTGEASGEVSFV 














LRRLGITHVLNASHSRWRGTPE 
AYEGLGIRYLGVEAHDSPAFD 
MSIHFQTAADFIHQNKRAISAL 
HLCRKSGIRQA*1VIS1HFQTAAD 
FIHQNKRAISALHLCRKSGIRQA 


26259 


56627 


A 


26406 


2 


594 


SVLGLTLPAPRFKTLRRRWVQG 

QKVLRKAPFGKKPRGSLTFWR 

ASTRVRDMANNRRELRRLGIT 

HVLNASHSRWRGTPEAYEGLGI 

RYLGVEAHDSPAFDMSIHFQTA 

ADFIHRALSQPGGKILVHCAVG 

VSRSATLVLA*PHAVPPPLPFVE 

AIKKVKDHRGUPNRGFLRQLL 

GLGPQLAAGSGSMRGGGEKLR 


26260 


56628 


A 


26407 


605 


1231 


NCSNSGVWRISHKKERSIPDSK 
RRRSRGNTKSSSPRPTTRSLEKL 
LTSGSPRIWPVRMS^LHDKARR 
ASFSSSSSAIKKAFSSASRSSNES 
VSSLSNSSLEGQSKSMSISSSST 
GVGSRLALGLYTSSEMVKGSSF 
ILSSSSLGGSSYSRAAFTGELEIK 
GAEMFSSLGNGTPVLRAVTLEP 
SLSRRTNTLLLQWFPMCNWRL 
RRVWI 


26261 


56629 


A 


26408 


771 


112! 


FSPKLLPRREGRKPCEAPARTQ 
TPRSKSSTPPSQV**SVDSDPQP 
KGKQDRSRGGPLQERAQRESG 
PNLLAATVVPRPRAERHPAISTE 
GPTGPPEGSAPSATSSVAAAGP 
APHSR 
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SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26262 


56630 


A 


26409 


3777 


4343 


DQEEPFSGNSSIIQSLFTl KJLN PQ 
SSLQEVCSLDTHNSPVRVFKNS 
CSAK.FHFKFVWNVILLLQLSSE 
ELILSFVIPGVGHCWSSYCYILQ 
PRIFPLWSFYIVIYVEDSSICVSS 
LFPSWR*RP*1IGS1K*CLSSQMG 
WNFQSW/NLPR/CVVLVLWSIK 
KGL/HIWCMPDFPAFRKESLLN 
FRWLGHLLA 


26263 


56631 


A 


26410 


473 


667 


PCSDWGWRSPWNLQLEETWAL 
*CCSHSHKVSQEGTWMKLETII 
LSKLLQGQKTKHPMFSLTGGN 


26264 


56632 


A 


26411 


1416 


2108 


QRANIQNLQRTQTNLQEKRNPI 

NKWVKDMNRHFSKEDIYAAN 

RHMKKCSSSLAIREMQIKTTMR 

YHLTPVRMVIIRKSGNDRCWR 

GCGEIGTLLHCWWDCKLVQPL 

WKTVWRFLRDLQLEIPFDPATP 

\LLG1YPKDYKSCCYKDTCTRM 

F1AALFTIAKTWNPTPKCPS\M1 

DWIKKMWHIY lAMHYYAAIKK 

DEFMSFVGTWMNLETIILSKLL 

QRQKTKH RMFSLIGGN 


26265 


56633 


A 


26412 


1 


278 


FRCSSYYYFKYFFCFFLFSLLLF 
*IFFLFLSLLFASLLFLASPLCVC 
YFFFIVVAQFLNSLFHFFSLFVL 
CFSGLEVSIDISSSVEILSSAMSIT 
LMGLSKAFLIT 


26266 


56634 


A 


26413 


181 


742 


PLLKSGCISFLLLRLLVKLYRFL 
VRRNNSTFNQVVLKRLFMSRT 
NRPPLSLSWMIQNIKLPDRENR 
KAVAVGTETDDVRVQEVPKLK 
VCALRMTSQARSGILGAGGKIL 
TFDQLAPDAPKGCGTVLLSGPR 
KG*EVYRHFGKAPGTPYSHTKP 
YIRSKGRKFERTRGRLASRGYK 
NYRSYPLIKDCL 


26267 


56635 


A 


26414 


368 


675 


SLSTLLSSRDCPLATISKQLRVL 
ARGCVVNNCFCKHLLNTCSLA 
GTVPG*GASSGRQKFKLLAKFK 
VLARLCSSGGSRGEPFSCLFLFL 

GATGILRLMASSS 














LLGNPSPVVKGRPCRHDGSEI/A 
PRVYFRGCS*SSHSWVSHFLSA 
PSHPRMLPTSRHRPPLRPLT*ER 
RGKRRDD*PLHHP*P/CWSTCSP 
STSARATPTPPSGSGW 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26269 


56637 


A 


26416 


347 


725 


EAKRRRPLSTLMEKRCFQPLWT 

RPSRKKPRGRTWRPPALNPTR] 

AGPPSPPAVSPGFGPIPP*S1SCFP 

KGPGFSMGFLRLRCFSAVQKVL 

APGSPA*PCLSCGPFRTALGDL 

ARTPEKLCWLERS 


26270 


56638 


A 


26417 


525 


708 


IVAELIQHHQLPCSHPLSGGKIK 
DQQVVFLSLSP*SSHNKTLY*AP 
KTNQRPQDYPEGCNA 


26271 


56639 


C 


26418 




1050 




26272 


56640 


A 


26419 


934 


1708 


PQRGVWVLSVILHFPWLGSGPL 
PNSAGD*AARYSWNQILKPDC* 
WKLSSAAGISFQRS*VNFHYGE 
FCPKI PSGM YESKLGSIITDKTP 
HFLPAQKTRSTPSPATAPLPGAT 
SPRPPRGRRRRRRCPEQQPPPPL 
QAGPTAAARHRQDPLPRFSPLC 
FHSHPRASGAGSRPAPARVSPW 
TRRPAAPVSSGRGRLAPKRSLS 
PRPPRPGQGGG R VPARRELPLA 
PRGLCVRLVYSLCSSLCGSLPSF 
SLGSLVFSSSDQG 


26273 


56641 


A 


26420 


630 


734 


TAARSGYPGRAGTLTQLHPMQ 
VCRCRR*PYSRGT 


26274 


56642 


C 


26421 


4 


90 




26275 


56643 


A 


26422 


216 


305 


ICWKYFCAG*CGKYFTLGPRSH 
SYRRSDY 


26276 


56644 


A 


26423 


859 


1248 


CVISVFRASRKSKHNVIAVVFS 
YCSVSVGQRPAVP/QHQVLLQT 
QGISGYPGRAGTLTGLHPMQV 
CRCRR*PYSRGT**/REPS*LREG 
GSAPPKSVCWPVGACIKRLSSM 
SSSFSSFPFIKHAHACCRVLS 


26277 


56645 


A 


26424 


132 


548 


SSGFSWGFFSGYQRCRESR/CD 
YPPPDMEIRGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPVI 
GVAAHKGGVYKTSVSVHLAQ 
DLALKGLRVLLVEVWDHGPTR 
IVGLllSLGPRSHSYRRSDNQTG 
TTVPLVSSV 


26278 


56646 


A 


26425 


382 


697 


YAVKQAKTTFEDMTGRRASLL 
LHKGYLEFELFLQTAAYQSGSP 
APQGTWSGTGSVCHCCSLAE*T 
PFRTTGACCGLMARTGHARAA 
SICPPDAVAPLSPSPNAWF 


26279 


56647 


A 


26426 


167 


412 


SYVKYFPHQPAQKYFQQIHCAI 
GLHNAGYPGRAGTLTGLHPMQ 
VCRCRR*PYTILSLQEQTDVVSL 
N 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possihlf nucleotide insertion) 


26280 


56648 


A 


26427 


3794 


4021 


RGLCAPLPPLTPCFSPPLRRRAA 
SHLAPPTPLPTPQTPTRTRALPS 
SPGLGRG A* RTVLPSAPPEVPLA 
WGCRRA 


26281 


56649 


A 


26428 


65 


564 


PHPDSGPQ*LQ*PHPDSGPR*LQ 
*PHPDSGPR*LQ*LQ*PHPDSGP 
Q*LQ*PHPDSGPQ* LQ* PH PDSG 
PR*LQ*PHPDSGPR*LQ*PHPDS 
GPR*LQ*PHPDSGPR*LQ*LQ*P 
HPDSGPQ*SDSGPRGHR*LQ*L 
Q*PHPDSGPQ*LQ*PHPDSGPR* 
LQ* PHPDSGPR* LQ* PHPDSGPQ 
*LQ*PHPDSGPQ 


26282 


56650 


A 


26429 


184 


438 


DPAVDLCDLSSRRLLFS*RYVL 
VMLFSISLVSFVFISVHVICNYPF 
ALFFVCASFCGGAGGLVEFVL 
MIVGDASAALLCMPRCEC 


26283 


56651 


A 


26430 


524 


1995 




26284 


56652 


A 


26431 


601 


1058 


LPSSGGRCRSPKTR*SACLVSGS 
PRTPAMIRSGAGQPLARSPPTPT 
PPFCRPLTRAPQASSMTWTGTS 
TTTWTLCAMRTDCTGLPSTSPT 
WCFCTRSSSWPAATSGSNSRAP 
ARSWSTLCLSC*SASTRPGPRGP 
CRRQWWRRATPSRPSAR 


26285 


56653 


A 


26432 


1 


371 




26286 


56654 


A 


26433 


71 


335 




26287 


56655 


A 


26434 


2 


416 




26288 


56656 


A 


26435 


60 


370 




26289 


56657 


A 


26436 


466 


1454 


PCVFQIGPRRIHTVRVRGGNKK 
YRALRLDVGNFSWGSECE*GPL 
GVGGKTHLNGFKIHRARPALIF 
LNSAA*EIGAGKDCGLPNITRN 
VG*GVVEDELMPHGL*RLRVPF 
ISP*GPHGAEEPGGVCQGHLSSS 
LLDAKFLL*AGCTRKTRIIDW 
YNASNNELVRTK.TLVKNCIVLI 
DSTPYRQWYESHYALALGRKK 
GAKLVRVTSL*GLWGGQPDSS 
LLVMKTLSSSATEGREMRAF*A 
EEGQHWGVQGSRKLPGPAFLP* 
AH IFVSPFQTPEEEEI LNKKRSK 
KIQKKYDERKKNAKISSLLEEQ 
FQQGKLLGEKADELEVGSRRD 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
In USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=pos$ible nucleotide insertion) 


26290 


56658 


A 


26437 


2 


787 


SQWLKLPSPLPHAGISRY\NWD 
QAP*KTGGPRESPYHKKREVM 
KLGRPSCPN/NPKIGPPAGIQHSP 
VCRGGYQEIPVPLRLDRGEFLP 
GGSECCTS*NKGSSIVVLQCHL 
NNG AGFVPKTPGWKEFCl V ASS 
DQQQPYRPVVTSSHLCACPLGP 
QRKGAQAGLLEERRDF*TKKRS 
\KKLRKE1 * LKRKKNCQNSAVL 
PGREQFPARGKLSCRA/SRPQGP 
GQLWAEQDGFCA*EGQKSLEF 
LSLGKSKARKGQIKSFVLSSPM 


26291 


56659 


A 


26438 


62 


872 


AN W rEPDDTKTM WRLS VPLDR 
SPQTQNCTGEPLMPTGRQELPQ 
RGPEPM EAPAPARPQSRRVPA A 
GPVARQPHMRPPHSKQGEKQK 
MPGSRWPGQRGRGRWGSPLES 
A**TRK1FTG1PILPLLPGTPGRP 
APEEGMQSADKNRVKRRGGTQ 
RNSALALEFCELLFVSSKWFCA 
LPSTLRLKALSAAVALLAGDPE 
FGVRNVWVWVAGGVRCKRVA 
HRTTEAGAFFPDWFVWVFAAT 
KRGDG ETSGCEHSEP VSG SSGG 
SPPRGQYLPGM 


26292 


56660 


B 


26439 


1 


606 




26293 


56661 


B 


26440 


48 


381 




26294 


56662 


A 


26441 


16 


209 




26295 


56663 


B 


26442 


466 


1275 




26296 


56664 


A 


26443 


2 


252 




26297 


56665 


A 


26444 


95 


266 




26298 


56666 


A 


26445 


119 


343 


CTLRQESKLSRGDLTAPPVSSPR 
GHRSSKKGGNT*LGSMQL*AES 
CRAEPPRPALLCPGRSVSACQW 
GPEGPFF 


26299 


56667 


A 


26446 


1 


383 


NTGLGRGKAMTPSMSCRISML 
LQRPGGVLVGWDPDAAHPVGT 
*RHSVAQHN*MPW*GAEGMGQ 
PC*WHGMGTSDGPGLSDSERPE 
LS/HADSEGRVSKAKQSELAGP 
GQKR*GQKPPKGYRFQERTQR 


26300 


56668 


B 


26447 


430 


540 




26301 


56669 


A 


26448 


111 


591 


PGAPSSHSGPRLLAWEPIVLAP 
VASLGLGEAEDCSFLGRKAGV 
GPRHPR/ARRVHGSGSRETCRG 
*QEPRPMLREPVCSAFLRTVKK 
LSGRVFPPLAVKQVLSAAPAVP 
ALLRTAPKTPWDGPESAESQPP 
SLGPAVVLDISDRRKQETIKAT 
GGPGRLRR 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26302 


56670 


A 


26449 


1041 


1410 


QEERGKVEE*ELEGRRREEKRR 
GRGRRGSGLEEGRRRRRRGGG 
DETKDKR*RKRGGHRKEKKEE 
RRRRRRGGGAAKKEEEEDRLP 
TRAFSCVEQQSASKSPLVELHP 
GPIPQGPPLAAAGAC 


26303 


56671 


A 


26450 


288 


424 


KRPAEGAPNP*GRPGIRPQA*K 
RPAEGAPNPRGPRRKEGRSGAK 
GSLDTGDGGEAWWAGSPHPS 
WP 


26304 


56672 


A 


26451 


111 


540 


LPLALSNPKQEVVSGRGGQVDS 
QAGLTMTGRAVCCLQLCLNAS 
GAGDAEAMSAGPPG PG PA RAD 
TEQLPSPSLPQVS*HWRGSASTS 
ATRTWPLRRRCSSMARSTCRAS 
ASASAGPWPWPGAPVPWRHSA 
EPSCSQLPGPSA 


26305 


56673 


B 


26452 


57 


558 




26306 


56674 


A 


26453 


804 


1524 


ARETSHGDFLHFPLIWLFSLKG 

NVPAARINIMNWNQGLISHVGE 

GNVNRKHDVIGFNFPWNCLFN 

VSDLVTMIGSPRQRNHFGLVM 

VLTGIHTFHRHVGHCRCGPWS 

NQASHQKGDDLEHEQNPTNNA 

QLLGAHVFYNCPRPFLRPPFFFS 

P»NKCFRGELFAPSSHHSPSFLA 

SFLGAAKLQRCWSAARMGPGR 

KAPARIPPAQPARVPPMPGAVI 

VAAPPPVDAPIVRJCVIIVCLIIII 


26307 


56675 


A 


26454 


2 


330 


SCSRSGTALGVPVLAGPVRSAL 
TYLPAHSAGQRHQHDAGPTRG 
LGAI*DLPPVVTPGEQPSPCRGQ 
DQVPIVAAGE/PRCAPSLGSPPG 
LE/PVSLSSMSSPPRPPSCPLSG 


26308 


56676 


B 


26455 


1 


969 




26309 


56677 


A 


26456 


43 


568 


RSRLVFPLYFHASQGPGTASRE 
VPGGWAWGPVAQRINGICLLH 
STGPEAPSTMPPPTRLCGGPCGP 

ALPFSSQLAARGNPRSLPAAQL 
RALLSKISPPVVTPREQPSPCRG 
QDQGADCGKQVNKMCSQAWG 
SPPGLELCPCHQ*AGPPRPPSCP 
LSG*FVLRTGAPGAAPPSGTV 


26310 


56678 


A 


26457 


1 


456 


HEDAASSFQADVSLGNDAAVP 
LSGRGGINTYIPLIIPGFPYPTAA 
TTAAAFRGAHLRGRGRTVYGA 
VRAVPPTAIPAYXPGVDMQPTD 
MHSLLLQPQPPLLQPLQPLTVT 
VMAGCTQPTPTMPLPLPLAME 
LALWRVYTEVATADLPPTEVT 



3550 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locatioB of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uniinown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26311 


56679 


A 


26458 


609 


1031 


VCKSYPGHQGSSCLPDGQIQLW 
LHGYGQEFCGQETHPFLDG*RG 
AESL*GHNSGHDQWCLGDGCC 
WG WLLTY ERHEQLP AELE APG 
GWGKDGDSRGTESTC*EAGAG 
AGPAHPAPPAPAAEGEPDLFQL 
PGQGCSRIPCG 


26312 


56680 


A 


26459 


1 


393 




26313 


56681 


A 


26460 


357 


843 


QTEGGAQTDGQQSQTQSSENSE 
SKSTPEDNKICG*KPDHK*TFLF 
YQEIS1SI*RCACFPPFSRCMQGF 
GFVTFEKCNFMFPNVVHFFPAL 
FSPCYDMH*SSLSSNSLKCLPSI 
VVTVHLLLNAS*NFCH1LGLPL 
VPGFPYPTAATTAAAFRGAHLR 
VFV 


26314 


56682 


A 


26461 


3 


1172 


GRAHGEAAADGGGGMQNEPL 

TPGYHGFPARDSQGNQEPTTTP 

DAMVQPFTTIPFPPPP*NG1PTEY 

GVPHTQDYAGQTGVEHNLTLY 

GSTQAHGEQS\SNSPSTQNGSLT 

QTEGGAQTADGQQSQTQSSENS 

ESKSYPRNGLHVSYYFLSGFRD 

P\DFRQMFG\QFGKILDVGIIFN* 

RGSKVNNATARVMTNKKMVT 

PYANGWKLSPVVGAVYGPELY 

AASS\FQADVSLGNDAAVPLSG 

RGGINTYIPLIIPGFPYPTAArfA 

AAFRGAHLRGRGRTVYGAVRA 

VPPTAIPAYPGV/DLPGTDFTVL 

TSMVDMQPTDMHSLLLQPQPP 

LLQPLQPLTVTVMAGCTQPTPT 

MPLPLPLAMELALWRVYTEVA 

TADLPPTEVTVKPLQMGQPPSS 


26315 


56683 


A 


26462 


1196 


1459 


KQCQRRCLETEVWKLSKLQIST 
KASNRQDRSTFSAPPRKSQLM 
W*TSLLSYFQKLPQSPQPSATT 
ALISQQPSTLNPQPWPGSCPGG 


26316 


56684 


A 


26463 


2234 


2702 


MLFIAAMAPPSLSSDAAMTTGI 
SSCLPSTACRRAFGTKS IG * GPTI 
PESSRWQQKGGVSGDGRSSCR 
RAVAPLEPVPRAPEAAVARPRPP 
SHGRDPPPGPDPPPLRTPASAM 
DKSAGTSCRLSPLKALGSARAE 
QTMGRPAAERSYPLLRAQYSSR 














MLFIAAMAPPSLSSDAAMTTGI 
SSCLPSTACRRAFGTKSIG*GPTI 
PESSRWQQKGGVSGDGRSSCR 
RAVAPLEPVPRAPEAAVARPRPP 
SHGRDPPPGPDPPPLRTPAS 
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NO: 


SEQ ID NO: 
sequence 


hid 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of Ust 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /"^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26318 


56686 


B 


26465 


18 


123 




26319 


56687 


A 


26466 


19 


347 




26320 


56688 


A 


26467 


3 


746 


SRKLLSKSVP*LNP*SR 


26321 


56689 


A 


26468 


1705 


2031 


CDAPGDPQPGLRDISWLGTTDR 
SASPQRLAAAALTAGNGRRCSS 
GPRRRPPP*PLARPRQRRQPPER 
QPVVWPPAFPARWAEHTCPLA 
PWQPRSPTTPSQPAAVTARAS 


26322 


56690 


A 


26469 


1 


420 




26323 


56691 


A 


26470 


65 


330 


RDCEARCARGPFWSWLSPRRK 
G K.RQK SQL] SQRLERHFLSGKN 
RQKRPSKN4AG PDG A APLEPG A 
VAAPMGPKSSRGSPGRAGKAA 
ETS * S PG RAGKA AETS 


26324 


56692 


A 


26471 


327 


981 


ASYQKFFQLLPDCNLAPSPHPQ 
VPATPSTSWGHLSKPPGAFRKR 
HSSSRCPKAGHQWGGGQRNTP 
TAAHFRRLSAGSLQLCPQLRVS 
PLTTGSLPPRSREPPRTPAPPSPY 
PNCRPLPKSTRTPSVGWSGPPSC 
GTRLQSHPQEAPAG*GSVRRPF 
LGP*RMPS*ALL*KHTGGL*GPP 
HPPMPTMCQPKQASKLQLLNC 
PQPSPSQGAGATMGNVG 


26325 


56693 


A 


26472 


336 


923 


LKNIFLSLPRSINIRFATLLDTPG 
VENLVIACLQKHS*PYF*GS*NI 
CLSFQDGTLYHKMHAVCLKCL 
*KPSLLSLL*DIEYIRSHYNIEDFI 
YFSHHQREEHGHMHHFALNPIF 
RHYTKFFLKVYL*SCTQTSVLS 
LSDILSPKI* I A VFQFQNPYAHSL 
TSALHYLVPVRPRLLPGLDDQC 
PGHNTFPVVSIN 


26326 


56694 


A 


26473 


97 


298 


DNLTLLPRLECGGMIMAHCSLN 
LTFSSDPAASAS*VAGTTGT*H 
HAWIFVFLCNWLRNRGVTVKK 
RS 
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SEO ID 
NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \^possible nucleotide insertion) 


26327 


56695 


A 


26474 


1958 


3269 


KFTMSILKIHARELFDSRGNPTV 

EVDLFTSEGLFRAAVPSGASTGI 

YEVLELQDNDKTRYMGKGVSK 

PVEPINKTIAPVLVSKKLNVTEQ 

EKIDKLMIEMDGTENKSKFGAN 

AILGVSLAACKASAVEKGVPLY 

HHIADLSGNSKVILPVPVFNVIN 

GSSHAVTKLAMQEFMVLPVGA 

ANFREAMPIGAEVYHSLKNVIK 

EKYGKDATGVGDGGAFAPNIL 

ENKEGLELLKTAIGKAGYTDK 

VIVSMDVEASEFFRSGKYDLEF 

KFLDDPTRYISPDCLADLYKSFI 

K.NYPVVSTEDPFDQDDWGAW 

QKFTASAGIQVVEDDLRVTNPK 

RTASAVNEKKCNCLLLKVNQIR 

SVTESLQACKLAQANGWCVM 

VPHHSGETENTFITDLVVGL*PG 

QLKTGAPC*SERLAKYNOLLRI 

EEELGSKAKFAGRNFRNPPAK 


26328 


56696 


A 


26475 


2 


684 


HSGSSLLHFPILLINRKGFSPTG 

MISLMCNRIVLSTHAKLQSCTP 

SNLPSQLPIGLSMSTPTKYRKLS 

FPGKTSQNITVPDSI VSP IFKETL 

EFISKGGSSTCIVSPGPA*SLSNA 

VSSSSMSSSLSNATNTPQSSSH* 

KSCFPWYTPSVKP*PRPSSSlNlST 

PKNIPETVLSANRGPLKRTTPG 

NFSSPDLSCTFTGQPPSIWRPLL 

KLVSGFKQAEPLLTIGNCQK 


26329 


56697 


A 


26476 


1284 


2339 


APPSARGACAASRRAAVPALPT 

PPSVCSGSHMSTYWPAAPR**T 

PGSSTAASPSPAASRAPRAASPV 

LTASPPLPAASPSPAASHAPPAA 

SPVLTASPPLPAASPSPAASPAP 

PAASPVLTASPPLPAASPALAAS 

PVHTASPPVHVASPPVHTASPP 

VHVASPPVHTASPHVHVASPPV 

HTASPHVHVASPPVHTASPPVH 

VASPPVHVASPPVHIASPPVHT 

ASPHVHVASPPVHTASPPVHVA 

SPPVHTASPHVHVASPPVHTAS 

PPVHTASPPVHVASPPVHVAYP 

PVHVASPPVHVASPPVHVASPP 

VSCSGDSTSDCFPPQPGAVFPHS 

LAPSLGGWSHLVAALP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknovvn, 
'"■Stop codon, /=possible nucleotide 
deletion, \=pos5ible nucleotide insertion) 


26330 


56698 


A 


26477 


131 


544 


TGRPLPRPLKTQEIPSGCGVMG 
RATPGTSGLGDSVRRVRGAIPA 
PRSSLGRGFTCV*LTTGAQLAPS 
LVPAAPRLPAALMDIQPEPLAS 
AAPAATGPAQVTAATPLTTASA 
TPLTTETACSLGSSAASPLAPRA 
HCV 


26331 


56699 


A 


26478 


1440 


1877 


PFQNLFQRNERTSCLCCLCMGA 

TWASLRALCCSPSP*HGWISW 

WWSTPTPFANGSVTSCSALTRS 

RWRPTWSEASGLWHAPAALL 

WKLRPLTPCFRSPISLSDLDLTS 

HHQQGAP l MHTCLGVGSSSWE 

LQAIFVLSYWFSPLHC 


26332 


56700 


A 


26479 


56 


345 


ITWHLGLMMLSRSLGL*SGISFI 
NFPM\K*EMIPY*KLS*IQNLFQF 
PKVRPKGSQFGQVKH 


26333 


56701 


A 


26480 


392 


634 




26334 


56702 


A 


26481 


416 


601 


FLITDPRIWKASSDPSAKLFTFP 
SGFLM*AGTWMKLET1VLSKLT 
QEQKTKJHCMFSLISGS 


26335 


56703 


C 


26482 


34 


279 




26336 


56704 


A 


26483 


173 


307 




26337 


56705 


A 


26484 


196 


527 


SAVAAACSRPEEDAMELVLVF 
LCSLLAPMVLASAAEKEKEMD 
PFHYDYQTLRIGGLVFAVVLFS 
VGILLILSRRCKCSFNQKPSGPR 
R*GSPGGRTSSPPMQQKPQKAE 


26338 


56706 


A 


26485 


597 


797 


PSENELKALGYTSSAWKRFSEQ 

QWGLSLGSSAPSWRLPW*GDW 
ELPGEPGGDSSI IRPFPGPIPRAP 


26339 


56707 


A 


26486 




184 




26340 


56708 


A 


26487 


256 


635 


GCVAPQIREQHAQSTENAAKPT 
RRIHSRQSEKPGRWRHGWRAG 
G WRRSKRAPARH RPRCPA VCP 

PTSSTGASCCFCVPGQLNSVGF 
AVLGSKVLWTPGESPFCQ 


26341 


56709 


A 


26488 


1 


378 




26342 


56710 


A 


26489 


1 


571 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26343 


56711 


A 


26490 


105 


849 


RRQDSGQSPAWPAGALLLTLLT 
HCAVPGSWAQSVLTQAPSASG 
TPGQRVTISCSGSSSNIGNNPVN 
WYQQLPGTAPKLLIYRNNQRPS 
GVPDRFSGSKSGTSASLAISGLQ 
SEDEAQYYCAAWDDSLNGSYV 
FGTGTKVTVLGQPKANPTVTLF 
PPSSEELQANKATLVCLISDFYP 
G A VT V A W KADG SPVKAGWET 
NKPSKQSNNKYAASSYLSLTPE 
QWKSHRSYSCQVTHEGSTVEK 
IVAPTECS 


26344 


56712 


A 


26491 


129 


1191 


RSRPQCLGPQGRRVTISCTGSSS 
DIGAGYDVHWYQQLPGTAPKL 
LIFRNSNRPSGVPDRFSGSKSGT 
SASLGHHWGSRVEDEADYYLP 
VPIDSSLSGSTVLQARGELRQEP 
TSSSARRSMKKGRDLGEAQLQ 
LRVEKTGLRTISSMAWSPLFLT 
LITHCAGSWAQSVLTQPPSVSE 
APRQRVTISCSGSSSNIGNNAVN 
WYQQLPGKAPKLLIYYDDLLPS 
GVSDRFSGSKSGTSASLAISGLQ 
SEDEADYYCAAWDDSLNGYVF 
GAGTKVTVLGQPKAAPSATLF 
WPSFEDASDDEAEL*CAIRDYY 
PKAVMVA*KTNITPLKQGKDTP 
SPSLLTPSSDEVKSYKNLLPGFP 


26345 


56713 


A 


26492 


283 


840 


TLPAGFTDVISIHKTGENFCLIC 
GINGRFAVHCITLEEAKYKLCK 
VRKIWFHDAHTIHYLDSFVKVN 
DTV*TGKITDF1KFDTGNLGRIG 
VITNRKKHRGSFDVVHVKDAN 
GNRFAPWLSNIFVTGKCNKPWl 
SLPRGKGIRLTIAFHSDKWFCSD 
ISVQNLCKRFSQGDTGIKNSEA 
RRCSNLQV 


26346 


56714 


A 


26493 


1 


843 


MARGPKKHLKRVAAPKHWML 
DKLTGVFAPRPSTGPHKWRECL 
PFI1F\LRNRLKYALTGDEVKKIC 
MQRFIKJDGQVR\TDITYPAGFM 
DVISIDKTGENFRLPLTPKGSAF 
AV\HR1TPEEGQVQSCAK**RYI 
VGTKRNPFI*VTHDAR\TIR\YPR 
NPLIQGEMDTPFQIEFKKTWPR 
LT*FPSKVPNTG * PC VM VTWRC 
LTLGRI\GVIT\NRERHP\GSFNV 
VHVKD\ANVNRFA\TRLSNIFVI 
GKGN\KPW1SLPRGKGIRLTIAE 
ERDKRLAAKQSSG 



3555 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<novvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26347 


56715 


A 


26494 


375 


1327 


QPYFPMETVMTLEGGQKPVME 

SYTLHYLPCLLCLPWRNPESSE 

WQRQLLDFPLASAPGSGLTQH 

MAAPKSGQNLEAKPKGQASLV 

LSSRKICGVLSGACAACPGGPA 

R* VDPA 1 PFPLAGE AGLEGRPRP 

QRCAAKWQSRDLIPGLPGSTGL 

PFPPY/PPCSPGALLSQSPPQAAG 

SLLARTPHAQGCPPPRLRPARIL 

PWPASSARRYTPQPSRKGTQRT 

PLFSLNLLETTTASYSLDFLLTA 

PEGFSPLFTASQEHDQNQQEHD 

FLLQDEGLRSPVKTRARLPLGL 

HGDKVEKAGPWSLGARESNLC 

SATSQRSAVAAGVPRAQPLPPK 

G KG WLDPPTWQGRRDTQRTLR 

SIHHRFYGYSARGWPGPLALLQ 

G F VRSLELPCAG SDQNRGQRLK 

GNPGAAFAIPKTLDFSKAGKED 

KGGNGVCTTPSQAFDPLPRSSQ 

SPLGNMAVSGSSSSGSWKSSGT 

QEKKSLNQKRKVDEAEKKEEK 

EKKK EPEPNFQLLDNPARVMP 

AQLKVLTMPETCRYQPFKPLSI 

GGIIILKDTSEDIEELVEPVAAH 

GPKIEEEEQEPEPPEPFEYIDD 


26348 


56716 


B 


26495 


1919 


2074 




26349 


56717 


A 


26496 


179 


431 


PPTSLIRVSCTSTSTSLCTSWLCS 
SLSWLYSWAGPFFSGKMTASC 
RGSGQINREIVLMLLLRS*VFVV 
ISPLEGGSETSPFMDL 


26350 


56718 


A 


26497 


37 


199 


DGLPGLALGLDAQASWSASVV 
TGHRPPAPPGLALGGCHGPAAP 
P*SGPAGSPCH 


26351 


56719 


A 


26498 


3 


224 


TGHRPPAPPGLALGGCHGPAAP 
P* SGPAGSPCH*TAPRGAGTPLP 
GSRRTGTSPWPHPPGLPHIPDVT 

GGHRH 


26352 


56720 


A 


26499 


151 


403 


MPRHRRSASVVTGHRPPAPPGL 
ALGGCHGPAAPP*SGPAGSPCH 
*TAPRGAGTPLPGSRRTGTSPW 
PHPPGLPHIPDVTGGHRH 



3556 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 
codon for peptide 


Nucleotide location of last 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L'nkno\vn, 
*=Stop codon, /"possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26353 


56721 


A 


26500 


1 


465 


VSPKLLPSYASRPYLVPNALSSP 
SVPPALSASSAPFRPATRRRPPP 
RGLSASWPLRRRSRQDAGAGS 
RRLRERQNRG RRRSDL APTLG A 
GLRRDRPGRQPRPGICALAPFAV 
PRPRTNFRGRS*KSGSQRTRTPP 
RREI C RTHSRDRPRKL VRG RGT 
ANGARA LPGRGWRPGRSRRSP 
APSVGARSERRRPRFWRSLRRR 
EPAPASCRLRLLSGHEADRPRG 
GGLRRVAGRGGAEEAESAGGT 
LGDERALGTR 


26354 


56722 


A 


26501 


1 


1344 




26355 


56723 


A 


26502 


548 


689 


LGKFAPGLTASKAEATAAELCL 
KYPLE1CTFL*GCVCVCVCVCV 
CVL 


26356 


56724 










TLA*AAAASTSCSPRPPPPSPAS 
TTTRWRAPWRTR* EPPESLCTG 
MRSWPSGMTACTQTPSTAPPSP 
HPPSLSDSSALCSSASVRRMWI 
MKRLKPSMMHVLCMTVDL 


26357 


56725 


A 


26504 


920 


1420 


TLA*AAAASTSCSPRPPPPSPAS 
TTTRWRAPWRTR* EPPESLCTG 
MRSWPSGMTACTQTPSTAPPSP 
HPPSLSDSSALCSSASVRRMWI 
MKRLKPSMMHVLCMTVDL*LI 
PTSTPTT*PSELLAPSPNSPIDTT 
QMSGLTATSVPKKLAFSWQQL 
CYISLIQPLSL 


26358 


56726 


A 


26505 


1 118 


1403 


AGWDPSFLISFSGLSNAISSSSSS 
LSSQ*ESNASA*YSSATSGSSGIS 
WYPRSDVASSTIDSSSWRSMEG 
IG*DSGRFSKVGSSDSSSLPCHL 
SS 


26359 


56727 


C 


26506 


29 


379 




26360 


56728 


A 


26507 


3 


948 


GVSLCCPGWSAVVGSWLTAAS 
TFRAQAILSSSWAYREPPVRVG 
RRPQPPLLLTRAQGRVISSSFRH 
LHDFVWRTAGKESTSGANETG 
PLPERGRRPGGRGPGSRSPRSH 
AVQREGAAGSVPAAGRDGGRA 
GHDVPHEGQRAEAAAGEAGGE 
FPLLLSDRRGRARRSPAAGALQ 
SRPGRARHLLHQLH*GP*EEVS 
L*VQQRGAVSGVDGGSASGQL 
RVHAEKAHLLQERNPEG*RAK 
DPLGTVSALSEEARFQLRWLAG 
VSAGHGGQRAAGRDWPCPAM 
NRLAMPGSVLFWFLVFGSGFH 
CVAQARVQWCHSSL 



3557 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26361 


56729 


A 


26508 


31 


202 


ILITY]IKLINQADFSTP*FMSHLI 
VSSRJLCTEKWNFHFPPHF*D*Q 
QTFCTLQFL 


26362 


56730 


A 


26509 


471 


1716 


FKRGQYGQLLRPRFHHGQILYA 
RRQGADAAGDSDFCTEWPAAL 
DSDEKCEKHFPIEIDSTDYVXHH 
GPSVRNPRARVVVLRWLRITLH 
ESAAVEGLAVFPPARRHREPEY 
SIPSPSQAFTPAVLATRVTGQLG 
GHTQIQNPTVAPTILGNTPTFHL 
TCFRIFSLPRHLFPKDKWRTLG 
APFLRTLLLVGTESSVHLSGIDP 
DLLVFEQSPTYLNTRSSSNRWD 
RLRlLICAMNLDKQTTTrNGMLP 
STEAPSSTTHQDLVVNTNSTSY 
SKELTTDFWARFTSLNESITTKI 
NKVSPSTDFISNPDNKTISPFFEP 
IDTK.LSHMPVPPGLNSSKQLLN 
KTKGYNSRNHTSANEDEVSVT 
SKTWLVSVALdSVlFLGCClVl 
LASGCCGKQQGQYK.PGQRKSG 
SLQIKNRNHMKENSS 


26363 


36731 


A 


26510 


410 


867 


LLTLSRTTPLMSLGFPGIPKMIN 
RPRQSSPIKLQNSSSLSNLLFFQ 
EDSSTLDSGLERSQGLDSTGGG 
EDICRVWTAS*SFICLSDPQKVQ 

IQSAPNRKAWCLVILVVVSHSS 

TPFSWQK.VMKWIKKISFRVFAA 
GQGLLGGYSNPRYSFSF 


26364 


56732 


A 


26511 


135 


756 


VITILTPMLADRTRRIERPPKKK 
GTTSLGQRKWLLTQDWPSVYP 
VA\HPFKPSAVP\LPVPNGLSSK 
KRACPWQ*EGN\LELLK1\PNFS 
GF*LPVGN*KSTCEALKDF/CAL 
SGPAALGQ WTRKC * GR/PFS I * I* 
QH*LWFHQDHPVRNPRARVSS 
LKSKAFSV*I*HDHAKKTLITLV 
GERYCKTPDVLTIKQNRWPLRS 
QITIMPVYL 



3558 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stnp codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26365 


56733 


A 


26512 


161 


2150 


YLDAEKMGQKASQQLALKDSK 
EVPVVCEVVSEAIVHAAQKLKE 
YLGFEYPPSKLCPAANTLNEIFL 
IHFITFCQEKGVDEWLTTTKMT 
KHQAFLFGADWIWTFWGSNKQ 
IKLQLAVQTLQMSSPPPVESKP 
CDLSNPESRVEESSWKKSRFDK 
LEEFCNLIGEDCLGLFIIFGMPG 
KPKDIRGVVLDSVKSQMVRSH 
LPGGKAVAQFVLETEDCVFIKE 
LLRNCLSKKDGLREGGASPGSL 
RLAAPGPPLTLNAACPLRLAVL 
AAMAAAALPAWLSLQSRARTL 
RAFSTAVYSATPVPTPSLRVDD 
LHLTEIVGMLDSVLTPEDSSGK 
YRFISQEVLCRITGCFTGVRVEA 
KDLFGGCCSNPNEVMVTWIKVI 
VEKEVWLYLRYILKALPPRTEK 
MAVDQDWPSVYPVAAPFKPSA 
VPLPVRMGYPVKKGVPMAKEG 
NLELLKIPNFLHLTPVAIKKHCE 
ALKDFCTEWPAALDSDEKCEK 
HFPIEIDSTDYVSSGPSVRNPRA 
RVVVLRVKLSSLNLDDHAKKK 
LIKLVGERYCKTTDVLTIKTDR 
CPLRRQNYDYAVYLLTVLYHE 
SWEYWKEWGKK*D*SRHGKS1 
YGENSSSERKYPGKRFSR'KLL 
RKNMGN*LKKSSLGTKEIEEYK 
KSVVSLKNEEENENSISQYKES 


26366 


56734 


A 


26513 




1186 


PASTMSIRVTQKSYKVSTSGPW 

FFSSCSYLSGPSAHISSLSFSRAG 

SSSFQGGLGRGYGGASGMEVIT 

AVMVNQSLLSPFIDKVQFLEQQ 

NKMLENKWSLLQQQKMAQSN 

LDNMFESYINNLRWQLETLGR 

KKLKLEAELGNMQGLVEDFKN 

KYEDEINKYTEMENEFVLIKKD 

VDEAYMNKVELEYRLEGPTDEI 

NFLRKLYEQEIRELQSQILDMS 

VVLSMDNSHSLDMDSIIAEVKV 

QYEEIANRSWAEAERMYQN*Y 

AKLSQLEAALQRAKQDMALQL 

HEYQELMNFKLAQDIVITTYRK 

LLESEGSWLESGMQSMSIHMK 

TTSGYAGSLSSAYGGLTSPSLS 

YSLGSSFGSGAGSSSFSHTSSTR 

AAVVKKIEAQNGKLVSKSSDV 


26367 


56735 


B 


26514 


361 


1215 





3559 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID l\0: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlino\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26368 


56736 


A 


26515 


230 


561 


VRTRHLFCEAAAEETPVFTMA 

NEKPTEEVKTENNNHINLKVAG 

QDGSVVQFKIKRQTPLSKLMK 

AYCEPRGLSVKQIRFRFGGQPIS 

GTQRNLS*ICKESVDAASFIVVL 


26369 


56737 


A 


26516 


1242 




NSPSDSSLVWAWRRPQSRSWS 
ERGGGANNRGGGRLLGNSVFG 
RK*LPHRRVSRVPNTK 


26370 


56738 


B 


26517 


1 


585 




26371 


56739 


B 


26518 


258 


1081 




26372 


56740 


A 


26519 


42 


275 


TFAWSEEGTSPPSIQSSWDPRCP 
HRNTPAQTGKPPKRAWPRHPV 
HH*EPHGDQQDDGPAVSPP*SY 
SQYPWPEGLDV 


26373 


56741 


A 


26520 


646 


1905 




26374 


56742 


A 


26521 


6510 


7361 




26375 


56743 


A 


26522 




879 


DCQDKVPRRKEPSMCSGLLRV 
KSWVSLQTYWKPRATQGVYV 
LPLTEERMVVLGASRVGKSSIV 
SRFLNGRFEDQYTPTIEDFHRK 
VYNIRGDMYQLDILDTSGNHPF 
PAMRRLSILTGEAHWCLGWGG 
RARAWVRSVLGT*QILEVKSCL 
KNKTKEAAELPMVICGNKNDH 
GELCRQVPTTEAELLVSGDENC 
AYFEVSAKKNTNVDEMFYVLF 
SMAKLPHEMSPALHRKISVQY 
GDAFHPRPFCMRRVKEMDAYG 
MVSPFARRPSVNSDLKYIKAKV 
LREGQARERDKCTIQ 


26376 


56744 


A 


26523 


2 


478 




26377 


56745 


A 


26524 


120 


1167 


GHVGHMCTGQHMASAYVGRV 

NVLRKEVDRACFGEKAKQ*VG 

S* EELWAI WGQGREVCLGIEEA 

GAIISTRHCNSQNGVRVWAPYL 

WALEAAPV*VQDRSSPGSQACS 

LPSPCALTMGTGIMPLYQEAK 

WKPRQRPGTSGGTVSSEPHC*D 

AGSGCWLCQPGLREVAHVSAE 

ITYTSKHSVEVQVNVMSENILT 

GTSGSDSVDWSSKGRGYTAAS 

LLRAEDAPGPGPKVLEVPPVVV 

RCPFYFSLGGRWQRSGHLT*LE 

TKWRNGDIVQPVLNPGKSRGH 

l^v^V^ V r^L.L 1 OL/A t.AljAI_,rivjr V 

HGGKKEAPWPLHSCPLAHCCFS 
GRYNRPGAVAHACNPSTLGDG 


26378 


56746 


A 


26525 


225 


438 




26379 


56747 


A 


26526 


216 


364 





3560 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26380 


56748 


A 


26527 


2 


397 


SCCSDWSAMA*SQLTA1SASWV 
QAMLLPRRPE*LGGSNPEGTG* 
SERRLCHYA/HSLGDRARIHLH 
KKGRQEGSKEMSRAQTRRVW 
HATMETEQKQNYGRL*CCSPST 
NTRRRTSMRKNKAIAREIERYS 
KGI 


26381 


56749 


A 


26528 


312 


1061 


QQTLYSFGVSFYFSSYCLIFSHG 

CSSSSICRRARLYHWAAPFRPP 

GRKRRDCTGQRKTSAGEPEIPP 

PLHHHHHHYSHHHHRHRHHH 

HHHHGLQRSSKNFLLWPE*ILF 

CGSRRLGRAALFLLRSFSHPAK 

QGAESLLGKQS*KHLASTQCGP 

RGRG S* EKWPRAQLGRKQPSES 

AAGAAGLAHGPQDSLVLERAG 

EK* SG LRGEGNRPFGGSSSLGG 

HPLLQRSPAESSPAGTGVRTSH 

LEGRPASFR 


26382 


56750 


A 


26529 


161 


453 


SSSLPCSPSSCPHTSFFLDARQEP 
RTCRVVGLKEL*QKQGLPHCR* 
QEREKSCSPSGSPDLGAPQPRA 
VTPSLGLCSSWHLQASRRHCTP 
RCPQWKR 


26383 


56751 


A 


26530 


301 


630 


RWKPK1RGSEGSAS*PQGR*LLP 
SGRRGVATGSAESTLPKAESSAG 
DGPVPYSQGSSSLIMPRPNSVA 
ATSSTK.LEDLSYLDGQRNAPLR 
TSIRLPWHNTAGGRAQEVKA 


26384 


56752 


A 


26531 


1 


1394 




26385 


56753 


A 


26532 


240 


1150 


LLLHVPSPSPASTGPPSCGPCWP 
PRSAPAAGRGSSSGCLAGEDPA 
TTHKSAGTGECHRGPVGHCGQ 
AHTGPSYPSGPPASCGPAASAV 
TRGQSCRSLTFRPGRHQIPGAE* 
QLPRGQGETGRTGLGHYLTLLS 
CSSRWPLPKSGDGSPSRWEYRD 
S*ERPGRRTAPRCCSRSTGLGD 
GLKKFPSSY*GP*KCAPSGCGG 
QAPWSAGGSTCPPDART*MPR 
ARARSWAHTGRPCFPRLLSIQA 
TP*RTGGRTCGFCLAS**GSRRG 
RPSS AESLPIPAPPGCGQH* * PER 
SARLSWGGGMRGPR 


26386 


56754 


A 


26533 


1463 


1627 





3561 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoii for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \^po$sible nucleotide insertion) 


26387 


56755 


A 


26534 


1 


1758 


MHKYVRYSTVHNSEDN4ESTQ 

MSINDRLDKENIIHIHRGILCSH 

KKKQDHVLCKNIGEAGNHYPQ 

QRNTGTEKQIQC VLTYK WK LN 

NKNTWTQSEEQYAVGPVGGRl 

GRLTNNRHTQDSESWVRGVTA 

fWSRGANNALDlPAFIIKFSEGR 

GSLHTHDGPPGPTSSLKLSFSHS 

FDSTGLCRPHDLVLGLIIPTMVN 

ITSQLDWLEDAQMAGEALFLE 

GKLTTRKDIYTENPSLHHHHQR 

PKVDK'l TKMGKKQNRKTGNS 

KTQSASPPPKERSSSPATEQSW 

MENDFDELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTEKCLKELMELKTKARELR 

EECRSLRSRCDQLEERVSAMED 

EMNEMKREGKFRDK.R1KRNEQ 

SLQEIWDYVK.RPNLRL1GVPES 

DVENGTKLENTLQDIIQENFPN 

LARQANVQIQEIQRTPQRYSSR 

RATPRHllVRFTKVEMKEKMLR 

AAREKGRVTLKGKPIRLTADLS 

AETLQARR/DVGANIQHS*RKE 

FSTQNFISSQTKLHK*RRNKILY 

RQANAERFCHHQACPKRAPEG 

SAKHGKEQPVPAAAKSCQNV 


26388 


56756 


A 


26535 


620 


886 


INGVILSKPPLPPISTTPIAGALLL 
PLTKEQRGDF*KPSRNMRTSCW 
KTPESRANFLKFRPRSHCLTRM 
GSSCLLPSKTCLSSSSTFHH 


26389 


56757 


A 


26536 


237 


415 


RCLQRPSAGTAGHPPSAGRPPL 
AAGLAG*RARHRSDLPGSAASS 
QESWCLRAALPEAPA 


26390 


56758 


A 


26537 


373 


691 




26391 


56759 


A 


26538 


2 


233 




26392 


56760 


A 


26539 


5 


68 


ALQWEEKHEL*EQSLHRKPGG 


26393 


56761 


A 


26540 


184 


434 


GGRRGCTVGEAAVTQSLSLCS 
HEGRAIRHQRDSASIVLLDQ*Y 
TRHPVLDKLLAWPALAEDKAT 
LGSAIAAEWKITPAFSFP 


26394 


56762 


A 


26541 


466 


683 


GRPH SLPH PH ADSSELTTDCS* 

WRWIFKHKTDHIRHQRVHTGQ 

1CPFKC*Q*GKAFRHSFDVTKHQ 

RTDAVGLHQTCCLGGVLLWGA 

HWRGHPSYSLWSAHCCQHGGE 

GASGGGLSLHLDRLSLDAAGRP 

QPVLPPTGQNILVGPLPQISLCS 

RSLCVLRLDGLSQLSPGEEGSH 

SQKWTSQEVKLFRSRHQSTSDV 



3562 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ IB NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, X^possible nucleotide insertion) 


26395 


56763 


A 


26542 


194 


558 


GCDRPSRPRPGAPRPPAATASC 
PPRSCWPLVPSPHCP* PCRKRRY 
PGERRTSPAPPVPPGPGRPAG*T 
PPCELRPSSTHVALLGLALPGSE 
GTGLRTSVRARDRLHRRTRERA 
AAGTAPGP 


26396 


56764 


A 


26543 


1 


248 


MVAIHNADDAKCWGDVEQLE 
LSFTAALPVLPHPSLPGERPLQE 
AVAFLCWLLVDVLLKATVSKV 
GGGSALASVARVMI-CAQAFSPL 
LRILHKASTSSFRARKDSAHTPS 
CLLTPSGPERAGPLTQDSCQPSP 
HDSFRAPALLEPSSALSTAVASL 
RRREERLEPEQRVGELGSLGER 
QHEPSDNHDFQPKSKQEQLQK 
TLQPSGGPHCSSLLLMVFWWK 
QWRKTEPLKAERTGYKEKEIST 
KCSSSPSGQLSQSSAAGPAWPE 
DARPEATWSATLLSFDPRCKND 
SIEEPCSVHISCTAYSDPLKIHNS 
YRECGLCPEVNLEVADPSSSSR 
ELWFRAGAQGAGAMQGVTEL 
RPPEFVK.SRKPQVGSGHMGNC 
LSKGKRFLGHCQYKQGLPQRH 
QLQAEERESGMRHTTGGAYAV 
LTTGVSPWWIWIWERRWPCAF 
PGKNEEPAGKVPFPSELVLTLQ 
RC* *CQMLGGCGAIGALIHCCS 
ACAASPFSPWRKAPPRGCCFSL 
LASGRCAPEGNCLKGGRRQRT 
CQCGSGYESTGF 


26397 


56765 


A 


26544 


423 


621 


LPSRGAGLGTCSPPCLSLPSPPW 
APVRPEPPR*SPPPAPQRPVPSTT 
QGLNCAGAGHGTGRQLHR 


26398 


56766 


A 


26545 


1162 


2027 


MTPEPEWSLS*VGNYKRTVKRI 
DDGHRLCSDLMNCLHERARGV 
SRADPTMAGAE*PAASLPCTGP 

vr:T\/P V a a 17X4 ct? a "pr vq 
v^^ T o 1 vtiiw\ wiviAriviaiiAtitvVo 

ELHLE V KASLMNDDFEK I KN W 

QKEAFHKQMMGGFKETKEAE 

DGFRKAQKPWAKKLKE 


26399 


56767 


A 


26546 


1 


504 





3563 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26400 


56768 


A 


26547 


3 


1215 


QTMYFLTPILVAILCILVVWIFK 
NADRSMEKKKGEPRTRAEARP 
WVDEDLKDSSDLHQAGAGGN 
AVEGVDQSKVNGRATGFASKL 
DIGKRRREGELETGSYPPKTHA 
YALKKSGPWNPGTWQHRKIVR 
GLQFYTVFFPHSSVLAFLAPVID 
PSVASSSSLRSSTTDNELAELSE 
FADADEWQESEENVEHIPFSHN 
HYPEKEMVKRSQEFYELLNKR 
RSVRFISNEQVPMEVIDNVIRVT 
GTAPSGAHTEPWTFVVVKDPD 
VKHKIRKIIEEEEEINYMKRMG 
HRWVTDLKLHRTNWIK.EYLDT 
APILILIFKQVHGFAANGKKKV 
HYYNE1SVSIACG1LLAVF*NAG 
LVTVTTTPLNCGPRLRVLLGRP 
AHEKLLMLLPVGYPSKEATVP 
DLKRKPLDQIMV 


26401 


56769 


A 


26548 


3 


263 


RPGEMACKYPLRCSGARVERL 
AKKKAHACLLWTATIKVITNSV 
KLRRSS*GNRLKPSILC*DMKA 
LRQYPMPLRAWLLPMVVWVM 


26402 


56770 


A 


26549 


82 


318 


SGEAGKEEGTRMVRIRPEPKRS 
LLWTATIKVITNSVKLRRSS*GN 
RLKPSILC*DMKALRQYFMPLR 
AWLLPMVVRVMV 


26403 


56771 


A 


26550 


91 


714 


SESLVLVWCGRVSCVLFCVCD 

VCVLVGGSGVAVRCFGGRGCG 

PRRVGRRWSCWCGWCGAVLIR 

RVCLAVMFGLALCVHPLLYPR 

TLLLRGQKVDRFKTNLSSGESL 

VTLVIFPAHGLARSRFLNLDVL 

FGVHFIAVEFWHAVGLIVNKQ 

VKGKILAKRINALIEHIKHSKSQ 

DSFLHCANEQRQT*QCAGPCM 

GPEPRQACLNTCIRS 


26404 


56772 


A 


26551 


29 


363 


FAKMTNTKGKRRGTRYMFSRP 
FRKHGVVPLATYMRIYICKGDI 
VDIKGMGTVQKGMPHKCYHG 
KTGRV YN VTQH A VG I V VNKQ V 
KGKILAKRINVRIEHIMCHSKSR 
DSFLKR 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 


SEQ IB NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26405 


56773 


A 


26552 


186 


512 


FHLSKHRAPPYPVTAPPRTSWG 

SLVKQVNESNGSRLLRTSLVHE 

DLEGVSVVSGMNCDSALARYIl 

ILETLIIYLISPRCWIIDSSGACSG 

LAMYLPLLGDDGVLLCTPNFM 

AWRSNRTQFMMRSSSHMVDAS 

PRGRHMSPREEAFGYSSRASHM 

LLSLLAPPWPQLMG RGLGCQQ 

QERPQECVPLGMTRSPYSEIHF 

GSSRALGSSPGSCAHEVLGPSIL 

TVNPFl PG SS VH VWPSNGN ETN 

KLPHTRAGSCGSATCSVKRWG 

PQKPRPLPKPPLVPQALLLVRG 

PAAAREEAVQPPKEEVTQRPGG 

HSSPGVFAHLKGPRSVVEIRME 

YGEE+PPGRCVTSSFGGWTASS 

LAAAGPLTSRRAWGTSGGFGR 

GRGFWGPQRLTEQVAEPQDPA 

LVCGSLLVSLPLLGQTCTEDPGI 

KGFTVRMLGPKTSWAQDPGED 

PRAREEPKWISL 


26406 


56774 


A 


26553 


1 


382 


FRTSCRQLSAAPPPARSPLRPPG 
GG/EPAPGRTSRGHRPQM*SGT 
PAPRPPARSTVSPASPLPKPRAG 
RCGSRPRSACSTFRPC* SLAS VS 
SAKTQGWKMWQPATERLQHF 
QTMLKSKLNVLTLKK.EPLPAVI 
FHEPEAIELCTTTPLMKTRTHSG 
CKV 


26407 


56775 


A 


26554 


797 


1213 


AWLKFLLGTRRFLRFSKYSFSID 
SARSLVPGRWPAPGRTSRGHRP 
QM*SGTPAPRPPARSTVSPASPL 
PKPRAGRCGSRPRSACR*GAPG 
SRGPAFPRRTPSVTRWALGLPW 
LQGLRTAFCWQILSRVTAATLP 
DKIH 


26408 


56776 


A 


26555 


1002 


1655 


KEFCIYNRNPNACSYGVAVGV 
LAFLTCLLYLALDVYFPQISSVK 
DRKKAVLSDIGVSGEPHPAGTP 
CTESTEGCPGHRRRKDNPLNEG 
TDAARAAIAFSFFSIFTWVSTAT 
AHQPTLVPFPH*APGWVVFPAS 
AQP*ASPACRGRQPCITPGSEVA 
GAPSTLGGQGRHYMDPSQDSS 
MPYAPYVEPTGPDPAGMGGTY 
QQPANTFDTEPQGYQSQGY 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X==Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26409 


56777 


A 


26556 


262 


628 


QHFQTPWPWPLCAAAGTSAGT 
SHSGSSSGAFSSWPCWTAAEPA 
ARKRGRPAGSWSSPATGAPGR 
CRHRILSRGAGGSAGFVCSGLR 
GIGPLGPLSGTFPGLTAGPETPA 
TERAPGASQHFR 


26410 


56778 


A 


26557 


1098 


1599 


RIRKSHHCINTVTLGRGNSLGK 
DFVRESPGGDRLNVGQTHKHR 
GLGRFAQPHGTSAGTSHCGSSS 
GAFSSWPCWTAAEPAARKRGR 
PAGSWSSPATGAPGRCRHRILS 
RGAGGSAGFVCSGLAESGL*ES 
SSPGRSQG * PQGQRHPQPNGLP 
APPSTSVSVLVRISR 


26411 


56779 


A 


26558 


440 


698 


IKLWAATFIKVCRLSFSCGMSIL 
*RCTGSKSCCCCCRRPLWAGPT 
SCAGGCGCCWGPGPPAELGPD 
TPAAEEAAEACCWDAAIFLA 


26412 


56780 


A 


26559 


448 


576 




26413 


56781 


A 


26560 


513 


782 


El WWWAWTKWCGC WV VSCF 

HLCGRHC*GTCWSSETWR*MC 

GTSGTAPPCECWREGKDDCGR 

DRPMETHGCCSSFSISSPRAGBCD 

ATTGT 


26414 


56782 


A 


26561 


798 


1505 


FLRATSPSGHHFSYHLWIWISLR 
SFLCNECSESCCLLNSSMWQAP 
GLSHYSLLLIWLWLVFQTLNPR 
HLLHLLPSPLNVVDRLCSCQHH 
HHQ*CHHLHHNLH*NHSHHRH 
HHHQ*RLPLHYHLHQHHHHHQ 

HYRHHHPWLAGARALCDSND 
AGCPGSTGDGWRPYSADSDSL 
DALSFPRPLPFPDCQSLRGLASA 
VIQGYNWLVLTENHILFHLF 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codoii for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26415 


56783 


A 


26562 


1 


1073 


MHATNSSSVPQEIQVEALCPLL 

TQPQKSPSITSAMLCQLKKPQPS 

RSKEREADPISCGPECQGNWDL 

CVEAATGLYGDGHLRDSSRTR 

VLMTTGTYRDLQGLEGRAGHV 

AELHVLPVWAIQDRGYVLWC 

WTASLHPRDVAREQGFPNDCT 

WALGCTLTAESTHTHSAALAR 

QAYSQLSKKPTLLNEPEHITEK 

KFINLARFEALNSRTWLGVLY 

WIAQIQDVPVTVESTTGQRAAR 

ISPREADRTLVKGQVQGIRQTVI 

MSVPGRKEGDKLKEVSDGREA 

ANQAGMKWGKECKSSSGTEN 

AMSGKEVGILQEEKGDWSHGV 

VRGWQEKWMTYNFWACGRG 

KNATCRLEMTRTSENDLKHNQ 

EGLWHGRERAMLGDTHTLAW 

REEEMEQKQALRIHSLYGKTSG 

QRALGSWWVERJ-'MGMRSGSSS 

DCNGLVTEG*TLQSAC1PEPTCS 

H*GSPAP*LHP*GAEKQSSTTEH 

SPCPGLPRQAERGAQPRVPPCP 

QDPADPCKFQWS 


26416 


56784 


A 


26563 




387 


MESTEIGPHIYEQFTLTICMTRKF 
NKEQLVLISLALLDSGHTSNSL 
AWPSCLIVSGVGSCRWVCGLT 
D/CQE* SLRPSQSAGVCRRSTPD 
PVCLGVTRGGCRTEKIAACSFL 
WKLRPRGAPARCQPELSCM 


26417 


56785 


A 


26564 


47 


472 


LLRLHFWQEERLKPSRKKITKK 
HTKKRTASLILHAMICCRSLNSS 
KTKNTKCLNSINQRLKILSLQK 
GDPLESTCRH*CCHVHRRTKAP 
GQRRVGRQHVVSAGNHRHPHK 
GDPLESTCRHATVTGQGLLEFA 
GGPLQTLFA 














XVTCfnTPQrMPI POAT FATTTvTT 
1 IVltilvJ 1 KollNCL-Kl^V^Lr A 1 1 IN 1 

FFFPSIFGESNTTSTSLTLKNSAI 
WCPTGTKLPEGRTGSNLCCSAA 
SAGDTQANRVWSGPSAN/C*QT 
CRRRSC 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=pos$ible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


26419 


56787 


A 


26566 


525 


716 


PTCLLTPPSKGRQTPYATGELR 
LASDGCPSGTKLPEEGAGSNTQ 
ANRVWSGPSANSSRPAEEGPDC 
CRTTCCRTTCWKPTTVTTCSST 
PCCQPACCVSSCCQPCCRPTCC 
VTSCCQPSCCSTPCCQPTCCGSS 
CCGQTSCGSSCGQSSSCAPVYC 
VSSCCQPSCC* SGPSSAGLLEFA 
EGPLQTLFAWVLLPAPSSGSFV 
PDGHPSDASRSSPVA 


26420 


56788 


A 


26567 


3 


390 


EGPCCKGWCC/RSPDTML/CPT 

ypITCRPGDSLRCLHHQGPRFQ 

AQN\CQPFGQTSS*LQEFFP1PQ 

WCLECRRALAGIWQVPLWDEA 

SLPEEGAGSNLCCSAASTGDTQ 

AN RV WNGPPAN SSRPAGEEAD 


26421 


56789 


A 


26568 


658 


1005 


NSKYWTPSGPPPRLASGAIYGN 
SLSV*AAGAPYRNAGPLQPGCF 
PPS*SLPNGG]HPGPGPGSGPHL 
GPDG*MVGSQVOHDNELYFC/ 
APAGSYPLWVKALPQPPSQPFL 
KPVASM 


26422 


56790 


A 


26569 


1149 


1715 


VLQLNLPG PV ASWCSRDVGPPL 
ARPIPPPAPHTPLSSAGPSAAAP 
GPARQLPHPRGDSRTARLLPGQ 
GSS*SWR*GAWQSGCQSYRKP 
GLSV*AAGAPYRNAGPLQPGCF 
PPS*SLPNGGIHPGPGPGSGPHL 
GPDG*MVGVGPSGAGAAPEPA 
PGLWDPPGHCSQASTPPGACKE 
RETLPTALPRLS 


26423 


56791 


A 


26570 


32 


335 


LWSLFDHHVQRAVCDSRAKYR 
EGRRPRAVKVYTINLESQYLLI 
QGVPAVGVMKELVERFALYGA 
IEQYNALDEYPARRLY*SLSY*I 
YELTKCKDSQEKNG 


26424 


56792 


A 


26571 


407 


842 


TEPLITINRLQRRRRSAPVAAAG 
PAGTLARRAPAVTAERAAGPG 
PASVHRRPGWRRAQSGPAAAQ 
ALRPPPPR*PRDSASPLSRKELL 
KLLGTKHYGRLTATEAQAPQG 
QHKLLCRETGELVPHWAGSHY 

KO 1 o IN r J IN IN I L/rl 1 L, 


26425 


56793 


A 


26572 


409 


614 


GLPPPAVGDRQRCLPVRH*RPS 
QTIRAEQEPRSAAPRKRRPKEG 
CRRSRGSSPLADNLGDLGSGGQ 
GG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26426 


56794 


A 


26573 




266 


GNHCRRQYRDAQ*WP*EAGRY 

SSCAGSARLGKAKG\RGPQGV 

MGNE/MRSRRAQEFKKYLHSK 

TSR*KSHTGPEAELTSPGAKKE 

GCSQ 


26427 


56795 


A 


26574 


36 


384 


GWYCSSRSDVCSGGNSSAHSQ 
LPHQPLPRLRPGGSCHPRESSSP 
SKQRGGPVGDRQRCLPVRH*RP 
SQTIRAEQEPRSAAPRKRRAKE 
GTRRSRGSSPHPEKLGDLGSGG 


26428 


56796 


A 


26575 


101 


334 


CSTSKEKWQCGLRAECSPVFPA 
TEVPEYSC*GRKPSHLSCHRAP 
TLEEAANRKWPCTQYDAIQNA 
CYYNDSLVLRLS 


26429 


56797 


A 


26576 


435 


761 


QGTNTWVPHWVLRLGLLHTSP 
PEGIAELPRSLPSLTEHQACQLD 
CVLVAIGTAILVAQTATTSPPIC 
GEADAHPASTPLPPSWPPQGRQ 
LSC*NPPLGPWPSGRVQTP 


26430 


56798 


A 


26577 


38 


236 


RLLPLENCCLSSASGICAHQAP 
LLLCSCPNC*SCCCCHHCCCPC 
GCCCWHCHRPSTKGNSATFTA 


26431 


56799 


A 


26578 


1316 


1548 


FFSITGLSSVAGGQFVNLYLKR 
LNSNFIYLSGYVIVYINIYVFIYC 
I*KFVLHVTLRTDCCKTIVKKH 
VFRLFLKAM 


26432 


56800 


A 


26579 


1 


272 


RPVNSRLDDFVAACAAMAKIK 
A RDLRGKKKEELLKQLDDLKV 

ELSQLRVAKVTGGAASKLSKM 
*VRRPDHSPRGWGARVHRDRR 
RISKLA 


26433 


56801 


A 


26580 


1 


363 




26434 


56802 


A 


26581 


286 


867 


lYALSLGAGGAAASAGLCSNEP 
RFKARDLRGK\KKEELL\KQLD\ 
DLKGGSCPQLTRSPKVTERCGP 
PKLSKIRWVRKSIC/RVFSPVIYP 
DFRK ENLQGN S YKG\KK.YKPLG 
PCGP*GRTRAMRPPGSNKARRE 
NLEGPKEAGSGKGAAFTRCGK 

KKQQRKERLYPLRKYAVKA 


26435 


56803 


A 


26582 


164 


346 


LHPGRRPGLTHLGVPSPGPGPT 
EKLAPGKPSSAACAPSPPALD* 
HIAFGVDALCPTFGLN 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*^top codon, /=passible nucleotide 
deletion, \=possible nucleotide insertion) 


26436 


56804 


A 


26583 


316 


723 


LVGGWGGLWGGLHGPLYGQA 
QGASPLLPPPPPAHRPPPHRHST 
EHGVEHPLVT*TAPLSPCPLGFR 
LGQLALHRGASTKGLLTGGVW 
GLHSWPIGDGRATIHEAVVRAS 
PWPSRLGTIHGVRGGRDVQEG 
AELPAV 


26437 


56805 


A 


26584 


177 


418 


RNPVVAQGLLCACRMFKVGNR 
TPSSSAEWPSSFAPPKKGFLPKA 
TSEPLFPHPKRR/PLASVPSHREC 
RPPLGASKTAPRD 


26438 


56806 


C 


26585 


149 


277 




26439 


56807 


A 


26586 


1037 


1455 


EESYGLLSVPSVTGSLLLQDLH 
KLGCHQFGHSKICRRVSGIWMA 
VLPFPFRCQPHLLLLLENPRAN 
GPARQPTNHQPP*KAGTQLPNS 
VAP VQSQTGFPPTPA RKARAPT 
WPGAARPPGTASNKSPARSPCS 
SPSFSILP 


26440 


56808 


A 


26587 


175 


450 




26441 


56809 


A 


26588 


77 


337 


RDHEPTRRKKVRTHPNVRRNK 
LRTRRL*EL*HSLRGSAASFLKE 
GRPWRSGGGAQRR*KYWRKG 
KYSGKMQSWSRVYCSLAKVRA 


26442 


56810 


A 


26589 


1043 


1555 


ALRQGPEGARAPNMDSSVSRC 
QVPGPQVCRAVPTErLASPAVE 
RAPAAALSSTTIWMPMSLCPW 
RPVLAACTSMTVRGRSTMYLP 
TTTGNAGCTWPKASLATRWLS 
SPMGRQARSLMLGAQVTLSWD 
RSMPWRRRGRSSGRNLST1*WR 
LDWSLRRTWRSGRAWMSGIST 


26443 


56811 


A 


26591 


313 


462 


VCFTPEPARPRIRQTRPDRRNSE 

HIRT/RRRKKLRTHLNIRRNKL 

WTRHL 


26444 


56812 


A 


26592 


630 


111 


KERRGREKKKEEEKRRRGRRG 
GRRRKRRRRRGRGRGRGRGR* 
KERRGREKKKEEEKRRRGRRG 
GRRRKRRRRRGRGRGRGRGRR 
RGSRRFL 


26445 


56813 


A 


26593 


284 


461 


HSPGGSAASFLKSVRRRTHQFR 
TH*FHIHKNRTFTSR*SH*RiyiRQ 
WDQREVKVLFL 


26446 


56814 


A 


26594 


573 


968 


AQRFCHSQWRCSSSRAVLEENP 

LGL**PPSTRRSSHL*QPSSP*AS 
TFLQ VRMTAPSG L * PQRP A * KL 
RSSPLLLTKNPFPEAAAF*SRGP 
PVSLKDTASLQAAFLGWP 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26447 


56815 


A 


26595 


3 


699 


RGRSRANSPQLLLEGGADPTVG 
DIGHLSVGVGPVHNAVGACQP 
DQTTPKHLADNPGPWTLDALT 
YQPHAANSCHKRGIAAS*SLMII 
MVIIFLVLLFWENEVNDEAVMS 
TLEHLHVDYPQNDVPVPARYC 
NHMIIQRVIREPDHTCKKEHVFI 
HERPRKINGICISPKKVACQNLS 
AIFCFQSETKFKMTVCQLIEGTR 
YPACRYHYSPTEGFVLVTCDDL 
RPDSFLGYVK 


26448 


56816 


A 


26596 


2 


483 




26449 


56817 


A 


26597 


2 


1041 


WPQDGSCTWLAVAMGCWLAT 

QQGSLTRVPVATSGIQGCQAAP 

SPMWAAWTHGWASCYFRAAL 

QLPLPPG STGNG SMSTSTA YS A 

SSPGFM/YTKAQGERSDHKENV 

FYVQHQKYVGGATQAFAKEN 

NQKAYKETYGVSHITRHDMLQ 

IPKQQQNEKYQVPQFDQSTl KNI 

ESAKGLDVWDSWPLQNADGT 

VAEYNGYHVVFALAGSPKDAD 

DTSIYMFYQKVGDNSIDSWKN 

AGRVFKDSDKFDANDPILKDQT 

QEWSGSATFTSDGKIRLFYTDY 

YKRSFSIVVDAIIALPPLKRAAW 
PKSRHPPQVGLMEVQHLFPIPN 
NFEEHV 


26450 


56818 


A 


26598 


116 


338 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26451 


56819 


A 


26599 


971 


2485 


FISSCFVRACGTLNPGVTMFYVl 

LGKFCDFAEPWFPHVMQEQLR 

VVGKGLWGFVRVSLSGFRIHGP 

HQKTASLAQVHKAVLHDGRTV 

AVKVQHPKVRAQSSKDILLME 

VRALPFSFLCPQSTFMWLVDEA 

KKN LPLELDFLNEGRNAEKVSQ 

MLRHFDFLKVGGTMQCRVWW 

SGGLMEFVDGGQVNDRDYME 

RNKIDVNEVRSRAQGCCAGER 

GVNGFVHCDPHPGNVLVRKHP 

GTGKAEIVLLDHGLYQVEEAFV 

IQPWGLWGQSLIWTDMKRVK 

EYSQRLGAGDLYPLFACMLTA 

RSWDSVNRGISQAPVTATEVG 

GPSRPCLFLNAEISHLLNHVPRQ 

MLLILKTNDLLRGIEAALGTRA 

SASSFLNMSRCCIRALAE*VWA 

PPSPPLLAP*ISFSEAFNLWQ1NL 

HELILRVKGLKLADRVLALICW 

LFPAPLCTVHVTILLLLWNPLRT 

LWPLSQGPQAELWHSSLFFSKK 

TQQPTFPFL VC AIG LDVPTTS VK 


26452 


56820 


A 


26600 


831 


1205 


RKEGQGPSVHPLGSGCFPPGHA 
FWEALEANTWVPCVRL*RTPV 
SAELLGLAPGGRWRAVNRDRG 
RVAAASSLGEPCYSSPADASFP 
RSDSGGLDRQGGSCRYPKELFG 
SHPQRARCTEGSLQVL 


26453 


56821 


A 


26601 


377 


962 


LFSIFITQDPKLRELLDVGNIGR 

LEQRMITVVLKACV**LCSI*AN 

ASVIYIFQEWTNDHLLVL*SMC 

HLNLSPLLCSLHSIYRNREGGS 

WGRKKTIC*LRCFISQNDSIPQE 

DFTPEMQILE*NLV*KILIAWFFI 

VFSGAKSKPYLTVDQMMDFIN 

LKQRDPRLNEILYPPLKQEQVQ 

VLIEKYEPNNSLARK 


26454 


56822 


A 


26602 


1 


810 


MDAKKRKLYKYASTDSPAFAI 
TFIIMPYMENQAAICLAFERLSL 
NELVFSSEALTHSETFLPQPDNR 
HQNMSSTIHTAPIDTALGGNPA 
FLYLFLQDFQPTQDNSLASVTP 
SAGVSARLAPPPTPGPFTDVVV 

LJJ V LUt V iJ^s^UOr* V H&A Arc,3A 

GIGEEGGGGDACHGATSRAP*Q 
ASPPPPSSPIPADSGAADSTSPP 
WPTSSSTSRTTTSVNGPGVGGG 
ARRAETPAEGVTDASELSCVG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26455 


56823 


A 


26603 


28 


457 


GGIPDSTARLSILTPRHHLQRSC 
SCNGTATRFSGQSYVRYRAPAA 
RNWHIHFYLKTLQPQAILLFTN 
ETASVSLKGFEGCLDAVVVNEE 
ALDLLAPGANDGGRLAGDTSPH 
PVLPPQ*LLQPEHMPQWWEVL 
MDPRGRLCLQMS 


26456 


56824 


B 


26604 


205 


1722 




26457 


56825 


A 


26605 




374 


VSPSRSG1PGSTHASGQL*TGDR 
S/GPMGPPITA1AQ*DGDSDAYH 
GLATLHALLPALPGAAGF/PSGT 
SEPCPSSPC\GQHHHAGQLGHD 
LPVHCSEDPRPQPPPLGGPLEDL 
PSLLWHSDFFl 


26458 


56826 


A 


26606 


69 


551 


QSGRSPQHVFPSVRGSGARSRG 
WILVHPSQYHHNPQRIYSACGR 
SGEHISPGYPCS\DGHDAYDQQ 
ADCTHHDAC1FH\PRGSPRSP\G 
QCCLLTGGSRSGTASGASATPG 
GRRGG\PAQGGE\PASRNSSVEE 
LTARVLAPAPAPALASAQPTLP 
GFSISPSTK 


26459 


56827 


A 


26607 


476 


1016 


CLWLLSCLYCSLGDCCLWWAV 
SVLCQVSAPRQALCFAPGENGD 
GGQQGLRGAPPGPGPRGPAPQP 
GPGYPGARQRGSPQQP*LSSEP 
G P YLRLSRSGGR*GPGRCCSRSP 
PGR*PVQAGDEDGQDAGSHI*T 
QPRVSEEGGTDEDQWSLPQEVP 
SASVPYQPLSHCQTVPASLQPH 
CLFS 


26460 


56828 


A 


26609 


247 


342 


RSIMPWLPKGSG WEVSSIPP* RC 
LHQLWSTSRNMAL/HVRVLQT 
EQAVKEYNALVAQGVRVGGV 
FHSTC*WSLKRRI>JH 


26461 


56829 


A 


26610 


129 


272 


NDTVSGLGRLESPTLMRQRNV 
CSHCYPGSAK*GYMiyKDALPR 
RTSL 


26462 


56830 


A 


2661 1 


133 


453 


QVDPNTVLRNAVHTNTYLQGL 
THPSANHKSLYTLLNNFLHICR 
LHTRRMHGKTGRVYGITQRAV 
GIVVNK*VTGQILAKRIVPIEHI 
KHTKSQ*SFL*ELRPSPVAS 


26463 


56831 


A 


26612 


352 


543 


VPSINCGVPQGNMALMCRVLQ 
TEQAVKEYNALVAQGVRVGG 
VFHST\SDGSLKRRINH*VPKKK 



3573 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26464 


56832 


A 


26613 


576 


927 


FAERTRTHH*PKPRWKGALGC 

RARTAVTSRGCLAPSRRRRRI.P 

GRRAASQPGPNADPKACRPWN 

PRGSQVHAKRNALCFSRASDAP 

PRPDASPGQIFPGRRRKECQTC 

KTRVRLGCL 


26465 


56833 


A 


26614 


67 


415 


ALARKLPTNFQWVKKIDASPGS 
P1PLNAP*PSPSVQTTPTTGHPG 
RALSTVSEVPGAGARLTYRVPF 
TRCKRSLILPSPVWVSRIPSTAK 
SPILISSPGGAHAASVSALTLVS 
GYE 


26466 


56834 


A 


26615 


87 


347 


GIRY*LCHGFYHAYLGFRRRTS 
SPLQVSRPPPPRGTOSEP*AQSP 
RSPELELGLHTASHSRAANAAS 
SFHLRFGFPGFHPRPSPLF 


26467 


56835 


A 


26616 




175 


GFVTSSFFLGCLSFPDAYDLVFL 
LARE*HWKH*TQSILTLIAQCVF 
PEQPKRLCWVS 


26468 


56836 


A 


26617 


539 


788 


EKEVPTLLDCCAALGQ* KCKMl 
QLLWKMV*SFSTKLNILLPNNP 
AVVLLGIHLKELKTYVLTETCT 
LMFIAGSQRNLRDYFRP 


26469 


56837 


A 


26618 


843 


1 136 


VKEQ V YRR 1 A ASRS VRRCS YQS 
RPGLLPTAGHHPQFHLYSDCHG 
NDIYSVYYQCEHGHAASSSETG 
VPRFPCPAVWSETAQ*TGCASHP 
GPSAQRSAL 


26470 


56838 


A 


26619 


2073 


2329 


LVQTSRPPDPSWA*SATVTRPE 

QASWARNLSRFPLLGMATVSG 
RGLPSGPGPRAMSPAGEPAPGA 
A F P A PPGSA AIPHRRPLLGQ 




56839 


A 


26620 


723 


1023 


ITLLGLSLIPLISRLPWTQSWGPL 
SFLSTPTSLLISSTPLILNTINSLM 
TLRFLPPGGAFP*TPEPCIPPTQH 
PHLDVSLTGISNLPRPQSCFHCL 

HLS 


26472 


56840 


A 


26621 


99 


288 


CLCQNKLGEGRDDNFTSWQSS 
AC*TFCFLLAVDSAETTAAES*C 
CCCCCCCSAAGGWRRLVH 


26473 


56841 


A 


26622 


130 


450 


RQLKLTAGCAKSPWLFWLKSY 
HSLYLAAACLLGLTYTRLGRSQ 
SSPPIHSHEFPPATSL*QQLHGQ 
PA*WLYDGPATP/SIAPPAHLLP 
PPWRGGTPSPWLPPSPLQE 
















26475 


56843 


A 


26624 


408 


581 


LIKDESAPRTPQTVLASAQFCLL 
CR*ARCCRGGSCCCCCCCCCCC 
WWWCCCCYFGND 


26476 


56844 


C 


26625 


66 


264 





3574 



wo 01/075067 
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SEQID 
NO: 


SEQID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
cndon for peptirie 
sequence 


Nucleotide location of last 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26477 


56845 


A 


26626 


70 


551 


AAEDVWVYPSELYWPGPHGHC 
ETPRAGVFVVTSHEEGPGAGTA 
SSSSKGPSWARWGLEVSPLRWP 
SGQVGGAGSAESGQPLGSGFTF 
KAMGNLGESRARQAQLIHDRN 
TASHTAAAARTQAPPTPDKVQ 
MTWTREKLIAEKYRSRDTSLSG 
FKDLFSMKP*VSPLRWPSGQVG 
GAGSAESGQPLGSGFTFKAMG 
NLGESRARQAQLIHDRNTASHT 
AA A ARTQAPPTPDK VQMTWTR 
EKLIAEKYRSRDTSLSGFKDLFS 
MKP 


26478 


56846 


A 


26627 


479 


961 


PQSSLQGNLQMPWGSCLDSST 
HYRPSLVGVDFQLPSFWLVICG 
TCKHCHRMLHSVALFWVPLHC 
GWSIPRPRCPHPHHPPPLRGPSC 
HPPSPPWACPPRTGVQSATCPF 
A*RPTWSFTCDPTTKRSMRGLT 
HILRSGEKRPLPALCARSTSGSA 
TTSPGT 


26479 


56847 


A 


26628 


1 


223 


MGAVQKAYNLQKKRRRRRGR 

RGRIRGRRG RGRRRRGRRRRK 

KKKXEEEEEEEEEEEEEEEEEEE 

EEEEEEEEE*EVEEEEEEEEEEE 

EEERRRRRKKKKKKKKKKKKK 

KKRKKKKKRKICICKKKJE 


26480 


56848 


A 


26629 




341 




26481 


56849 


A 


26630 


78 


354 


ENDSFYNDL*ATQRRRRRRRKK 
KKKGEERRRKEKKGEERRRRR 
RRRRRRRRRRRRRRRRRRGRG 
RGRGRGRGRRRRRRRRRRRRR 

RRRRRRRRRRR 


26482 


56850 


A 


26631 


-^ 


327 




26483 


56851 


A 


26632 


41 






26484 


56852 


A 


26633 




170 


RKRRKRKKRKKKKKKKKKKE 
KEKEKEK\RRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRNTNNETGE 


26485 


56853 


^ 


26634 




282 


MUl batKJitbfctbiin.tc.tbtn.tt 
EEEERRRGRGRRRRKKKRKKK 

KKEEEEEERRRKKKRKKKEEEE 
EEEEERR/MRKKKKKKKRKKK 
KKKKRQSL 


26486 


56854 


A 


26635 


1 


396 
















AAl \\A POP AT riTP A APTI APCP 

RRRRQLYNCCLYLRRRKKEEE 
KEKEEEKGKEKEKEKKEEVKRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRN 
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PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of nrst 
codon for peptide 


cudon for last amino acid 
of peptide sequence 


Amino acid sequence { X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, Impossible nucleotide insertion) 


26488 


56856 


A 


26637 


1 


290 


MKKKKEGRRRKKEEEGEEEGE 
E/DRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRTTT 
TTTTTTT 


26489 


56857 


A 


26638 


2 


423 




26490 


56858 


A 


26639 


3 


167 


QQKEDEEKEKEEEKEEEDEEEE 
/ERRRRRERRRRRRRRRRRRRR 
RRRRRETQEAETI 


26491 


56859 


A 


26640 


1 


325 


MEK.NEKEQEEEEKKEKNSKKK 
EEEEEEEGGGEE/ERRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRGRRRRKKKKKK 


26492 


56860 


A 


26641 


1 


618 




26493 


56861 


A 


26642 


1 


291 




26494 


56862 


A 


26643 


3 


155 


YRHLPKKKEEKEEEEKEEEEEE 
EEEEEEEE/ERRRRRRRRRRRRR 
KYEKKCL 


26495 


56863 


A 


26644 


1 


1410 




26496 


56864 


A 


26645 


578 


842 


TQEAELAVSRDHATALQPGQQ 
SKTPSEEEERRKKEKEEERRRR 
KKKKEEEEG/MKKEEEGRRRRR 
RRRRRRRRRRRRRRRRRRRRR 
KKKEEEEE 


26497 


56865 


A 


26646 


215 


471 




26498 


56866 


A 


26647 


432 


761 




26499 


56867 


A 


26648 


1 


357 




26500 


56868 


A 


26649 


2 


281 




26501 


56869 


A 


26650 


533 


758 


EQKKKKKEKKKKEKEKEKEEE 
EEEEE\ERRRRRKRRTRRRRRRR 
RRSRRRRRRRRRRRRRRRRRRR 
RRRRRNTEK 


26502 


56870 


A 


26651 


264 


429 


HRAAPATSDTQE*HRSNAFGEE 
EEEEEEEEEEEEEEETLFSNM 


26503 


56871 


A 


26652 


1 


279 




26504 


56872 


A 


26653 


1 


795 




26505 


56873 


A 


26654 


1 


642 


MKKCKTSVIGIATFYLSIPHIYT 
PPNQTSSFMACAIAIEVQLTSAE 
PASIGFPVQK.SPCGHLQLNGYK 
SSSKQGFPTPLLKQESWNSSVKI 
TTCNVGDKKNINDRRSANMMH 

\/XTXTPDl7DT?UC\A/Tr'T r^D\/r^CT^XT 

VrNiNrrrKJvnD WI^^IjUKVVsi;^!^ i 

PQEKKEEEEERRRRRRKKKEEE 
ERRRRRKKKKKEEEEEEEEEEE/ 
RRGRREIRRRRRRRRRRRRRRR 
RRRRRRRRRRRKKERISSL 



3576 
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PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop cudon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26506 


56874 


A 


26655 


1 


1167 


MAPRPQAARLPSCGTRSQGAA 

RPPPLGTAAAYRPLSSRLLTGPP 

PASSSWLAIHFRIRVGSSGQGN 

QRIKYLGIQLTRDVKDLFKENY 

KRLLNEIKEDTNKWKNIPCSWV 

GRISI VKM AILPKVQAILML VLF 

LHLFCKYNIVGMENAGNGHD 

WSLDRHLMQASANQQATQLAl 

SRPSNQSKAQDFLRLLRKEKQT 

ALDTFAPLKEQAQKWNEDGIR 

SSVIPGIQHQSLLLAVLTFNSSK 

TSLGDRARPVSKKKKEESRKK 

KKKKKK.KKKKKKKKKKK.KKK 

RKRNKN K.K.KNKKNKKKN KEN 

KKKNKKKKEKKKKERKKKKR 

KR/MEEEEEEDEEBEAEAEEKE 

RKERKRXKEKGRREGRKEGKR 

EGKG RRGRGRRKN KEERRRSR 


26507 


56875 


A 


26656 


342 


616 


RILHKSFRKLLCKGSFCSTRSPT 
REIRSKKKEEEEEEEEEEEE/ERR 
RRRRRRRRRRRRRRRKKRKRK 
RKRKKKTKTKTKKKKKKKKK 
KKKK 


26508 


56876 


A 


26657 


1 


705 





3577 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
localioii of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26509 


56877 


A 


26658 


1 


2267 


MKVELMGFAEGLAVRVREQEE 

VRLNWKVELLWTDLRDVPKG 

ANSFRVSG SSG V E V FM V YNRT 

RVKEPIGKARWPLDTDADIVIVV 

SVGTASKELKDFKVRVSYFGEQ 

EDQALGRSVLYLTGVDISLEVD 

TGRTGKVKRSQGDKKTWRWG 

PEGYGAILLVNCDRDNHRSAEP 

DLTHSWLMSLADLQDMSPMLL 

SCNGPDKLFDSHKLVLNVPFSD 

SKRVRVFCARGPEDVCEAYRH 

VLGQNKVSYEVPRJLHGDEERFF 

VEGLSFPDAGFTGLISFHVTLLD 

DSNEDFSASPIFTDTVVFRVAP 

WIMTPSTLPPLEVYVCRVRNNT 

CFVDAVAELARKAGCKLTICPQ 

AENRNDRWIQDEMELGYVQAP 

HKTLPVVFDSPRNGELQDFPYK 

RILGPDFGYVTREPRDRSVSGL 

DSFGNLEVSPPVVANGKEYPLG 

RILIGGNLPGSSGRRVTQVVRD 

FLH AQKVQPPV ELF VDWLA VG 

HVDEFLSFVPAPDGKGFRMLLA 

SPGACFKLFQEKQKCGHGRAL 

LFQGVVDDEQVKTISINQVLSN 

KDLINYNKFVQSCIDWNREVLK 

RELGLAECDIIDIPQLFKTERKK 

ATAFFPDLVNMLVLGKHLGIPK 

r r (j r 11 iNOUl^ULbiils. V KoL.LcrL. 

GLI ICTFIDDFTPYHMLHGEAYS 

LECRQHWGKNLYFRVGLKKK 

KKKKKKEKEEGQEEEEEEEEEE 


26510 


56878 


A 


26659 


I 


990 




26511 


56879 


A 


26660 


1 


235. 


MTAKCVCGWGVGEREREKER 
EEEEEEEEEEEEE/ERRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRKI 


26512 


56880 


A 


26661 


1 


1101 




26513 


56881 


A 


26662 


348 


806 




26514 


56882 


A 


26663 


39 


684 


LRCENPISSHVGHVGVSLAHTR 

GLFSRLILADREDISENWCSLVC 

CVCVCVCVCVWWLCISLFPGD 

MMTLLMKKDTLTEEE-nQFYIS 

ETVLAIDSIHQLGFIHRDIKPDN 

LLLDSKGHVKLSDFGLCTGLKK 

AHRTEFYRNLNHSLPSDFTFQN 

MNSKRKAETWKRNRRQLAFST 

VGTPDYIAPEVFMQTGYNKLC 

DWWSLGVIMYEMLIGKLHG 



3578 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26515 


56883 


A 


26664 




276 


IKS I DDTSN FDEFPESDILKPT VL 
SSAP*AVHWRQGSESTLTSISFP 
VATSNHPETDYKNKDWVFITMY 
TYKRFEGLTARGAIPSYMKAA 
K 


26516 


56884 


A 


26665 


95 


405 




26517 


56885 


A 


26666 




349 


GPGGWLSLSPLVL*ALES*KEEE 
EEEEEEEEEEEEEEEEEEEEEEE/ 
ERRRRRRRRRRRRRRRRRRRRK 
KREKKKSWVDCTEEVAKYVGL 
ASLRISRVPPTDSTKEKTIEKVN 
RRK 


26518 


56886 


A 


26667 


1 


370 


MHVAWSCPTAQSSQATVDSGK 
TLAETESPIGLSSKVGGKNIRAG 
EWDELKYDRFPGQKPKKKKRK 
RKEEEEEEEEEEEEEE\KKKKKK 
KXKKKKKKRRRRRRGRRRMQ 
QSHPNPTSAILAPWA 


26519 


56887 


A . 


26668 


■ 


430 


MTFFPFDKRETDILLILNFSMEH 
CTRGQDPLGYQTTK.KGFKDTE 
TPEKESLESKAECLGRRRKKKN 
KEEKEEKEKKEKEKKEKEKEK 
KRKKKRKKKKKKKICKKKKKK 
KKKKKK.KKEEEEEEE\GMRKR 
RRRRRRRRRRRRRRR*RRRRRR 
RRRRRRRRRRRRGRRRGRRRR 
RRFLRRRRRRRRRRRRRRRRRRR 
RRRRMRKRRRRRRRRRRRRRR 


26520 


56888 


A 


26669 


] 


708 




26521 


56889 


A 


26670 


1 


1233 




26522 


56890 


A 


26671 


1 


366 


MSYVAAVMFFCSVLGKFQMNL 
EEE VEKRRRK K KDKKKEKEE E 
EEK/DERRRRRRRRRRRRRRRR 
RRRRRRRRRRRRREEEEEEGEE 
EEEEEEEICKKKRRRTLYCM*IA 
CKLKYLWTVSGHILCPNTN 


26523 


56891 


A 


26672 


• 


667 


MSKEGNNRHWDRLEGGGWRR 
VRVEKRLFRDYPSSHPRGAEAF 
TSPDSIGRCTLRFPGLQMGLHQ 
PALIAILRSGADLSHLEGPMLEA 
GASACAPAVSPGDQALQQHPG 
EGRK.VPGKRRRRKEEEEEEEEE 
KRKK KKKKEEEEE EEEEEEEE\ 
KKKRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRNKQTKGP 
PCKNLMLVFCPQNKAPSPCLQI 
AAEFSWAWAR 


26524 


56892 


A 


26673 


365 


670 




26525 


56893 


A 


26674 


29 


370 





3579 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26526 


56894 


A 


26675 


1 


1364 


MEMIWPSKGMPFTSTSYSNKES 

SLLSVVQTSSYSHTHTRGSSEE 

VESLNRPITGSEIVAIINSLPTKK 

SPGPDGFTAEFYQRYKEELRIK 

YLGIQLTRDVKDLFKENYKPPL 

NEIKEDTKKWKNIPCSWVGRIN 

IVKMAILPKIIVEDALQIYYDMV 

LVCVGVGVSCRIVISSLEVLESR 

RGQRIFFLVQAEQVLWAFKEVS 

SNCNDKSTLRGSVVKLQCTSGT 

SAFDIFQVGSRVLGEHRLPSVH 

SATYMSLTYFELAGLLEKSSQL 

VGSTGVEDIVAIMIPEPKGKEIV 

SLLERNITVTMYITIGTRNLQKY 

ERWKKKRTKGLEYQEFGFDDV 

KFRSLLDIEAEMPDLHRLPRNM 

HASSPSKRTARGRNKNKSSRLT 

MFGVEIQEEEEEEEEEEEKKKR 

RKEEEEEEEEEE/ERRRRRRRRR 

RRRJUIRRRRRRRRRRRRRRRRR 

RRRRRRRRRRRRGGRRRRRKH 


26527 


56895 


B 


26676 


1 


499 




26528 


56896 


A 


26677 


1 


1684 




26529 


56897 


A 


26678 


2 


297 




26530 


56898 


A 


26679 


68 


319 


IQH1TS*TKKKRKRKKEEEEEEE 
EEEERRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRSHTSIPKESTLLQSQSVGLG 


26531 


56899 


A 


26680 




1617 




26532 


56900 


A 


26681 


92 


338 


LEKEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEN*NVERY 
KKEGQW*KQRRQEKGLILPDG 


26533 


56901 


A 


26682 


1 


548 


MVDQRHLVLTSSTKKNQNNNF 
QVFVIENVGREPQTDKIASPGA 
GQSCTASVTADLLSRDLHFTKV 
PSWSSDGPPYYPPACHLMSEPY 
FWGSCCYDTPIKTKTTNEEEEG 
EGEEEEEEEEEEEDEEEEEEKEE 
EEEEEEEGEGEE/ERRRRRRRRR 
RRRRRRRRRRRRRRGRRGRRR 
RKPRGGR 


26534 


56902 


A 


26683 


1 


1215 




26535 


56903 


A 


26684 


1 


571 




26536 


56904 


A 


26685 


1022 


1365 


TSLLPPSSSIPSRLPSVVLSVRILS 

LWILACLAPWRWDLLRKASCL 

PAFSLLLSGANGSFSLGFQALL 

GRKEEEKEEEE*EKEKE1CEKKK 

KKKKKKKKKKKKKKJCKKKKK 

KKKKKKKNF 


26537 


56905 


A 


26686 


24 


355 





3580 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26538 


56906 


A 


26687 


120 


594 




26539 


56907 


A 


26688 


117 


487 




26540 


56908 


A 


26689 


2 


2482 




26541 


56909 


A 


26690 


2 


654 


KGDVGEWLSAGKGESSAMFAS 
EQEISKDEQGTPVLGSFYWEVD 
SPRKESSQAWAPGQEWIKLERD 
TTEEKMFEQLKPIEPVQKTLPW 
VG E V AATLQE AMKRDC WRE A 
RVKKKPVTFEDVAVNFTQEEW 
DCLDASQRVLYQDVMSETFKN 
LTSVAWVRKKEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEE\KRKRKRKRERK 
KKKKKKKERTTWLWGNPLT 


26542 


56910 


A 


26691 


789 


1072 




26543 


56911 


A 


26692 


1246 


2367 




26544 


56912 


A 


26693 


579 


1214 




26545 


56913 


A 


26694 


119 


1870 


SCSRN RLLPPVSESLTRPLPSLA 

RWLPPPGLRQPSSRDYWPKGRL 

RLSAVPSPASPWALVSCLLPPSS 

SQEKAGKILKKRVEKQQPEEKV 

GKGLEESLCPCSSMSNHTKERV 

TMTKVTLENFYSNLIAQHEERE 

M R+ RILFEKIEEEGLKDEEVIN IG 

NVFLRKETEFLRLKRTRLGLED 

FESLKVIGRGAFGEVKITATCQ 

VGHVYAMKILRKADMLEKEQ 

VKHSCSSAFILVEADSLWVVK 

MFYSFQDKLNLYLIMEFLPGGN 

YLTM KGHKDTLTEEETQFYI AE 

TVLAIDSIHQLGFIHRDIKPDNL 

LLDSKVLGGHWHELPFQEPRLR 

GFLSQCCDTPFRALRFLASPSFQ 

VPLHSPRPDLCTGLKKAHRTEF 

YRNLNHSLPSDFSKW*QLR*PK 

AETWKRNRRQLVSNICGF'KN 

AENVSLGQVRWLTPVIPYIAPE 

VFMQTGYNKLCDWWSLGVIM 

YEMLIGKLHGFRGLPQETYKK 

VMNWKETLTFPPEVPISEKAKD 

LILRY*RTSLHLQIKSIDDTSNFD 

EFPESDILKPTGNTTSIVSCDYK 

NKDWVFINYTYKRFEGLTARG 


26546 


56914 


A 


26695 


271 


446 


YLVHILDALPRDPTALRRRQRC 
TDISVTAVSAPAQK 


26547 


56915 


A 


26696 


1 


171 


WGVIWRENGRCFSGLLRAGLG 
AAWEPRVGEIKILVS*LGTC*IK 
LICQSWVGANPRA 



3581 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl;no\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26548 


56916 


A 


26697 


1 


179 


M WKGPKGLDMYGKSSVSPKTS 
DILGRD/NSPAGLEGANSGVAN 
CLWRGPCGRKLWEASRN 


26549 


56917 


A 


26698 


2 


140 


DN* KGVHKRILSKLAPELGSFK 
GFRSLAVNTHNSYGGKGNRPL 
KIR 


26550 


56918 


A 


26699 


3 


601 




26551 


56919 


A 


26700 


232 


1809 




26552 


56920 


A 


26701 


1 


851 


MQQEDPEESTKSPNPTTNKKQE 
KK.LSLFGGLFTWTRVKFGAVT 
QIGGPPLGDQSPVLLLLQRLFSK 
GYRVSPSKAQISSPSVTYLNSVS 
LIKTLLKTTLLPKEAGVIHCKG 
HQKASDPIALGNTSADKGLFRP 
PPFPSHQARGFAPAQDWQIDFT 
QH/RP/GVRKQKYLLV*VDTFT 
G * VKAFPTRSEKATA VISSLLSD 
IIPRFGLPTSIQSNSRLAFISQISQ 
AFFQALSIQ*NLY1PYSPQSSGK 
VEQTNGLLKTHLTKLSLQLKK 
DWTVLLPLALLRIRACP 


26553 


56921 


A 


26702 


434 


867 


RLILPNRLGSPLLVWVDTFTG* 

VEVFPTGSEKVTAVISSLLSDIIL 

RFGLPTSI*SDSRPATKSSFSLISP 

TLGSHDAPNPTRSSPEKHRPLSL 

HTIPQNFRCPDTLPLFRFIFFAFF 

SNTLHIMGKMAAEGPKSTLYC 

QFTEK 


26554 


56922 


A 


26703 


96 


415 




26555 


56923 


B 


26704 




933 




26556 


56924 


A 


26705 


1422 


1774 


DCPPSPIAFPQCTHQHHHHQYH 
YHHRHHHRHHHYQR*K*NPGL 
PLFVYCYFQNH*ACHCSWGNS 
EHMTIASESQAVPLQPPQDSQG 
FFEDLELHYFFGDPSETRPGKQP 
KVSVQQIL 


26557 


56925 


A 


26706 


355 


1014 


RHLRPQERAPAPSGSVPSRPGCS 
QAPGGLLRVGRGGMLLPGCAA 
VADLQEEVPGFSWDAWAVKG 
EQRQGGGGVVKH*DAIPGQRV 
SDPGPPEPLASAPGQLSPSTPEY 
RRPPGESRRHRRPDLAQDQRGA 
AVLLLAGARGLSPLPRIPALGA 
ASFPPTLQFFLQLPSSGASTTSA 
GFFLLVLHQPLWLLLLDFLFDN 
LLLLRHSLFIPHGFLKCVSIPAF 


26558 


56926 


A 


26708 


95 


298 


G STQVLWAA WGGAG WTPRWP 
VFATWPWVQDMAVPQQAWPLP 
QGVDIP*ACPPPPLRT*WL*ENR 
KAGS 


26559 


56927 


A 


26709 


110 


195 





3582 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
In USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=passible nucleotide insertion) 


26560 


56928 


A 


26710 


241 


957 


KSPQIGLQGSWGAVGVGMRDP 
KERATEASKPDLLAQRQGEGHl 
FILFFSDYIPIFSSYLSLQRSSRGP 
SFFGPFSSPHNIPCEGRQNSETPP 
WPSLGKRSKKSSLYPLPKAPQP 
KSRAPSPISNNLKNFPQPSEKKD 
G PQPL WPQKWPL APLFSRSPS * 
DDSGPCTEYCRRARRFKSFEDM 
AHIGPPKKVLYKIALGKFWELA 
DAKKKRKKGTSETETCLLSRAT 
ELLPKGKRHCRGIL 


26561 


56929 


A 


26711 


496 


708 


GMLFRGSGACRRGGRTGGSGH 
A*PEPPVLPPLLHAPEPLNSMPH 
GLPAPPASPCHFPNLDSCVHSHS 
DTPLSVLPLPHLKSPLSSSDFCS 
YEVKKDAILSPMLSWWAGHRS 
AAGED 


26562 


56930 


A 


26712 


302 


561 


TFLLQLAAVWSADRVREALRP 
AL WD WRS A VPHPSPQGPTG* R 
GVGVHPAAASRGGESSHPTAF 
DRSPPPPKPLRI*PEPSARSGLP 


26563 


56931 


A 


26713 


1 


411 


LLVFQVHQCLI-ICKLL*/PSYVPL 
GYTEAFLATQNIGRVSLWAKH 
G H PDPFPLARADFRAQESPSPN 
DPSWLL*YFER*WSQATTKG*N 
RCC*RCD*LQAPSRRPEAVHTN 
DPR* REVREEHM VLQ VLTR 


26564 


56932 


C 


26714 


361 


642 




26565 


56933 


A 


26715 


1805 


2260 




26566 


56934 


A 


26716 


472 


1667 


AIHLLSLQTEFLVAERSSAAGRT 

TPATRAAFLAASCGPLHSCPTL 

LCSQLCCFSRSRSRVSGPKASLG 

IKEIASVDRVNTRRPACSTSSWL 

HNSGFTLSLANRDGGKRIRSET 

AKKGMSGDRSMKSWEVRRGY 

RWSSRAVRRPRACSSDGGTHF 

ALPMAARGSSGPSPGSPANSVR 

QSLKSESSISAIWVAEQAAGNV 

PRTSAQFGTGSESANTAARLIE 

KLLRAELDKPEIRDERIVGWWT 

TFGRPQLGSRVGFCACSLAARM 

SSTSQNLEAAFGGKFCFLWALL 

LGLDDTFESRISDTGSAGLMLV 

EFFAPW*VHSESANTAARLIEK 

LLTAELDKPEIRDERIVGWWTT 

FGRPQLGSRVGFCACSLAARMS 

STSQNLEAAFGGKFCFLWALLL 

GL 



3583 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26567 


56935 


A 


26717 


2 


237 


SVRQTTATSPAHKNSKRLIRSC 
QGF/HPEPPPTGACYKCPQPRIP 
HEPCPI/S/SQDPTENWTVQLTW 
QPLPEPLELWPICAV 


26568 


56936 


A 


26718 




313 


MESAQKEAVEIFGQPHAASSSG 
DVKPLLFIDFYKCSGEKVVCME 
HALRACYMCRKSGHWAKECP 
QPGIPPKLCPIQGDPTGNQTVQ 
LTWQPLPEPLELWPKAL 


26569 


56937 


A 


26719 


377 


583 




26570 


56938 


A 


26720 


1221 


1394 


VASFYSLLQPPYPSTSFSFQSWR 
HTSISPFS*FQFLSFSGIFWQPLP 
EPLELWPKAL 


26571 


56939 


A 


26721 


160 


234 




26572 


56940 


A 


26722 


163 


414 




26573 


56941 


A 


26723 


212 


399 


YSLKDCWPLSLSLNHFLLSILAS 
PFNLSLLL1SVPFLFW*RTETRF1 
WQPLSEPLELWPKAL 


26574 


56942 


A 


26724 


809 


874 




26575 


56943 


A 


26725 


49 


220 




26576 


56944 


A 


26726 


71 


375 


LRSGDLPWEI/NPLSSCSLLREK 
DPPTTSGPQT\TSPRNISPILNPEL 
ATSARNLATRPRNACSPGFLLS 
R V PS VRDPTGNRTFQLT\ WQPL 
PEPLELWPKAL 


26577 


56945 


A 


26727 


1 


1011 


CSEYEDSSPAPVPATDLSSTLSS 
SVPQPQDTGTSQQLHPLDPWHE 
LLRAQELQGATNHKGYSHAEH 
EHAGLGVQGGNGALAFSNSGH 
RHAVPTISSGTGRRRTPSSSAFG 
LLNLHQWFVSGFQAFSDRLKA 
ALSASLLLRFGDSDWLPSSSAC 
KCLMLGLHFVIVGNICATLKEK 
YSSMLHLDVTMKKNGEKRTRL 
QKRKKGMPPHPAYEDLNIAAIT 
LPANVVLHQPSGFRTSGQLDPV 
WWSLDTDAHEIWCQDPGLGSG 
DFPWEITPLSSYSLLHEKDPPTT 
SG PQTATSPRNTSPISNPRQRRQV 
LSMDPKLRHRSRTGKAAFPWC 
LIIAGTPL 


26578 


56946 


A 


26728 


150 


211 




26579 


56947 


A 


26729 


445 


549 




26580 


56948 


A 


26730 


193 


249 




26581 


56949 


A 


26731 


372 


564 


LRSADLPWEINPLSSCSLLHEKD 

rr I ooUr(^ I \ i ot^KiNIorlijlN/t^cr*. 

KETRFIRGPKTPAPVMD 


26582 


56950 


C 


26732 


185 


640 




26583 


56951 


A 


26733 


1662 


1774 




26584 


56952 


A 


26734 


233 


527 





3584 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
'=Stop codon, /^possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


26585 


56953 


A 


26735 


380 


731 


LGSGDLPWEINPLSSCSLLCEICH 
PPTTSGPQTATSPRNISPILNQEL 
ATSTRNLATRPRNACSPGFLLS 
CVPSVRDPTGNQTVQLTWQPL 
PEPLELWPKALCLTDSFPDLLG 
LTAED 


26586 


56954 


A 


26736 


2 


182 




26587 


56955 


A 


26737 


2 


89 




26588 


56956 


A 


26738 


2 


89 




26589 


56957 


A 


26739 


161 


460 


KMKEFMKKSSRTKDTRQQEQV 
LEPLFTI AKTWNQPKCPSTl D* I 
KKMWYIYTMEYYAAIKRNKIV 
FFAGTWMQLEAIILSKLIQEQKT 
KHHMFSLIRGR 


26590 


56958 


A 


26740 


2 


418 


WYQHLLLMRASGSFQSWWKV 
KGEPAYHMANRP**SLISLRTK 
AKTGA*LFDYFVPHFIRKN*SLF 
TIAKAWNHPKCTSVTDWIKKM 
WYIYTMEYYAVTRRNKIVSFA 
ET*1VIELEVIIVSKLTQEQKTKHC 
MFSLTSGS 


26591 


56959 


A 


26741 


902 


1065 




26592 


56960 


A 


26742 


326 


484 


WYSWDCQLVTPWRPRIIPGPLG 
TWMELEAIILSKLTQEQKTKHH 
MFSL*SGS 


26593 


56961 


A 


26743 


527 


825 


QPLWGQLH*EVPSCWRFSA*IC 
YSSGLTVMLSSWLDLIRPPWTL 
R*PREWRQCMGENHIGRGLGF* 
RPWTWMELEAIILSKPTREQKT 
KHYMFSLISGS 


26594 


56962 


A 


26744 


398 


557 


HYWLGTVVHTCNPSTLGS*GR 
QIT*AQELETSLGNKNVGCSELI 
LLSTLGNRV 


26595 


56963 


A 


26745 


3 


359 


HRPGIPGTTISSWMDAWGRLEA 
RYMSYLHSRRGDHA*DKLQRD 
NRFASQTHSHWAKSSCHCRFES 
RPFFLPSPSWSYNRSWGGESAE 
RTWMKQRGTCLSHSPLDLLHP 
GLCQHKVGAR 


26596 


56964 


C 


26746 


127 


216 




26597 


56965 


A 


26747 


135 


197 




26598 


56966 


A 


26748 


84 


202 


VLrHIRRDlMIPETVD*WEY**P* 
RLVPGQVQWVKPAIP 


26599 


56967 


A 


26749 


483 


669 




26600 


56968 


A 


26750 


1 


274 


EIRNKIHVSENSQIKTVKEKPSIS 
SSVSRLKGVNKVRASFPEDRKD 
YTGSKAPKGS*GYTIN*LK*NN 
KRKKKQNKKLMPKTEQGQKN 
SIR 



3585 



wo 01/075067 



PCT/USOl/08631 



SEQIO 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \'=pos$ible nucleotide insertion) 


26601 


56969 


A 


26751 


63 


398 


TPLRQPCSIRNVQQEPVGRFSGT 
GLPLSVARSSPWEAWPQCKWR 
FQNAGD*DIRQPDRGQGPRPAE 
PEKREPYLRSQQGAFLGSHSSGI 
QSQLLGLGESCSYGATGK.PVHP 


26602 


56970 


A 


26752 


3 


231 


S VHEEEKMALPLGQSHCG LL Y 
LYY**RCFKCYSFYCILFIKNAFI 
Y*NI*IYINTHTHTIITI-ITHIYIYI 

YNCLYI 


26603 


56971 


A 


26753 


4266 


4944 


TDEIGASRLSRVESLAPEVKQN 
TTASGCELMHTEMQALRADW 
KQWEDS VFQTQSCL ENL V SQM 
ALSEQEFSGQVAQLEQALEQFS 
ALLKTWAQQLTLLEGKNTDEEI 
VECWHKGQVSWLPV*KAEPRT 
EDLKSQLNELCRFSRDLSTYSG 
KVSGLIKEYNW*A*TLLKGCQN 
KEQILQQRFRKAFRDFQQWLV 
NAKITTAKCFDIPQNISEVSTSL 
QKIQVRVLSI 


26604 


56972 


A 


26754 


3 


556 




26605 


56973 


A 


26755 


143 


724 


GWIPSDNSICVQEDCRIPQIEDA 
EIHNKTYRHGEKLIITCHEGFKI 
RYPDLHNMVSLCRDDGTWNN 
LPICQGCLRPLASSNGYVNIYEL 
QTSFPVGTVISYRCFPGFKLDGS 
AYLECLQNLIW\RPAHPGALLW 
KEEDLNIFSLSFISHTSGWQLLC 
FIFALC*SPLPPQHLPVPQLAPPH 
LCSKCCSPAIKDV 


26606 


56974 


A 


26756 


3 


1393 


CLRPLASSNGYVNISELQTSFPV 

GTVTSYRCFPGFKLDGSAYLEC 

LQNLIWSSSPPRCLALEVKIPVS 

GAVRVTITLPVTLGHPNVVTQR 

WKAGASDKGELVVLKLLFSPT 

AQVCPLPPMVSHGDFVCHPRPC 

ERYNHGTVVEFYCDPGYSLTSD 

YKYITCQYGEWFPSYQVYCIKS 

EQTWPSTHETLLTTWKIVAFTA 

TS VLL VLLL V 1 LARMFQTKFKA 

HFPPRGPPRSSSSDPDFVVVDG 

VPVMLPSYDEAVSGGLSALGP 

GYMASVGQGCPLPVDDHSPPA 

YPGSGDTDTGPGES*TCDSVSG 

SSELLQRLYSPPRCQESTHPASD 

NPDIIASTAEEVASTNPGIDIAD 

VDSSNIKLPDWQTKYRVASPAR 

STCEDRSGAPVGTHESLFFSIPS 

SARQDWAPLDSQLESPQCRLPT 

LQRDFLVDPQAERPVPLDPELT 

EIWCPNKNRIERHMEHSGIEA 



3586 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO; 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las] 
codon for last amino acid 
of peptide sequence 


''=Stop codon, /=possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


26607 


56975 


A 


26758 


1 


500 




26608 


56976 


B 


26759 


19 


148 




26609 


56977 


A 


26760 


184 


539 


LPAKEEEGHSKKSGPLLGPRRA 
LPGTALGARGAEQGDPEADH* 
GADTTKRCPGLGPAPVPRKGIP 
AEGPRRGSRAGLGMWGPGLGA 
HRTAAPSPAEAPSPCQHPSSHSC 
PVACFEPVF 


26610 


56978 


A 


26761 


1 


441 


DEN RELLG\ELDGIDVLLQQLS V 
FKRHNPSTAEEQEMMENLFDSL 
CSCLMLSSNRERFLKGEGLQLM 
N LMLREK K ISRS S AL\KVL\DH A 
MIGPEGTDNCH * VCLTFLALR\T 
IFPLFMKSPRKIKKVGTTEKEHE 
EQCCSILASLLRN 


26611 


56979 


A 


26762 


1 


2403 




26612 


56980 


A 


26763 


17 


751 


AKMPFDANKLYCSEVLAILFFS 
PLENRELLGELDGIDVLVFA*Q 
VFKRHNPSTAEEQEMMENLFD 
SLCSCLMLSSNRERF'LKGEGLQ 
LTLL*LSHSSDSCEMPTWRGGS 
MEQGGRMGLGLVSVGLEHALL 
LTYGLYQRLPPQPQNAQPSFVH 
REKKISRSSALKVLDHAMIGPE 
GTDNCHKFVDILGLRTIFPLFM 
KSPRKIKKVGTTLPPLPAAATPT 
NRPSAMNGRVRMEAEQSSAHC 



3587 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26613 


56981 


A 


26764 




1914 


MAEGERGADVPH/GPRGLAGR 

RGVGGAARGRAGAPGGT/EGGG 

GPESLSGGSGVGDSGGGCAPGP 

SAPPARRRVPLAMGPRNLLIDW 

IWIMDTTLGLGTEGGGHSPPVL 

PLCASVSLLGGLTFGYELAVISG 

ALLPLQLDFGLSCLEQEFLVGS 

LLLGALLASLVGGFLIDCYGRK 

QAILGSNLVLLAGSLTLGLAGS 

LAWLVLGRAVVGFAISLSSMA 

CCIYVSELVGPRQRGVLVSLYE 

AGITVGILLSYALNYALAGTPW 

GWRHMFGWATAPAVLQSLSLL 

FLPAGTDETATHKDLIPLQGGE 

APKLGPGRPRYSFLDLFRARDN 

MRGRTTVGLGLVLFQQLTGQP 

NVLCYASTIFSSVGFHGGSSAV 

LASVGLGAVKVAATLTAMGLV 

DRAGRRALLLAGCALMALSVS 

GIGLVSFAVPMDSGPSCLAVPN 

ATGQTGLPGDSGLLQDSSLPPIP 

RTNEDQREPILSTAK.KTKPHPRS 

GDPSAPPRLALSSALPGPPLPAR 

GHALLRWTALLCLMVFVSAFS 

FGFGPVTWLVLSEIYPVEIRGRA 

FAFCNSFNWAANLFISLSFLDLI 

GTIG LS WTFLLYGLTA VLGLG PI 

YLFVPETKGQSLAEIDQQFQKR 

RFTLSFGHRQNSTGIPYSRIEISA 


26614 


56982 


A 


26765 


201 


632 


NLLLCPLSAESRPEEGVRLFCSQ 
FRSRQRPQAHKSAWGTTALSES 
MNCFASFGASISSSADQEQLHL 
PGAVGSGRPGECLGPSGRCSK* 
GATFPGQKGRWKEARPSPVPAP 
AAGLQSRAGHPRGGIRPGRPHG 
ERDSAACWGR 


26615 


56983 


A 


26766 


197 


777 


LPSRGAGLRTCSPPCLSLPPTPW 
TPVRPEPPQRAPPPTPRRPVPST 
TQGLRNASARRGTGR/PAPPA/S 
PGAGSTRVEASWAPESAARAGL 
WGPSNSVQRAAESASRPHGFG 
QPPKAPARPGWLTGKFPASVPS 
ASRRAPPAAVTSARHYYLRQPP 
PRPSSCPECNKIRLWPAFQLTPL 
CQGPAASERDRRKPQKRR 



3588 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


26616 


56984 


A 


26767 


178 


697 


ATLF1QKHQSGVKSTNP*IGRRS 
LTPEITAELGLERLNPRRCSSCL 
LGLKFEYHNSNLPLQLHGQAC 
GDPTNSVQRAAESASRPHGFGQ 
PPKA PA RPG WLTGKFPA S VPS A 
SRRAPPAAVTSARHYYLRQPPP 
RPSSCPECNTIRLWPAFQLTPLC 
QG P A ASERDRRKPQKRR 


26617 


56985 


A 


26768 




858 




26618 


56986 


A 


26769 


10 


1332 




26619 


56987 


A 


26770 




1086 




26620 


56988 


A 


26771 




1392 




26621 


56989 


A 


26772 




987 




26622 


56990 


A 


26773 




336 




26623 


56991 


A 


26774 


46 


302 


APGAVKKTWFGKKGREREKQE 
RR*RQLGKENEN1VALQLIRTD 
QEYWRHHSWHFFLSAAACQPE 
LFLLKHTAKNNRRIRVSQKWK 


26624 


56992 


A 


26775 


1 


1839 




26625 


56993 


A 


26776 


284 


816 


APGAVKKTWFGKKGRERGETR 
EKNNQPTVRTNSQTRDTFFKT* 
DLF*RMPSWELPSPASS*ASKTI 
KYLGIQLTRDVKDLFKEKYKTL 
LNKIKEDTNKWKNIPCSRIGIINI 
MKMAILPKSGPSAARLLEFAGG 
PLQTLFAWVSPEEAAEQQILPN 
SQSCYLILPLEASSQRGSWLY 



3589 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/54U,217 


Nucleotide 
location of first 
codon for peptide 


INucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26626 


56994 


A 


26777 


1 


2547 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSKEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKI REELKEIETQKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDTIKNDKGDITTDPTEIQT 

TIREYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPl 

TGSEIVAIINSLPTKKSPGPDGLT 

AEFYQRYKEELVPFLLKLFQSIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKENFRPISLMNIDTKILNKIL 

ANRIQQHIKKLIHHDQVGFIPG 

MQG WFNIRKSIN VIQHINRAKD 

KNHMIISIDAEKAFDNIQQPFML 

KTLNKLGIDGTYFKIIRAIYDKP 

TANIILNGQKLEAFPLKTGTRQ 

GCPLSPLLFNIVLEVLARAIRQE 

KEIKGIQLGKEEVKLSLFADDM 

IVYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMSELP\FTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRINIMK 


26627 


56995 


A 


26778 


1 


489 


SISWKLWFTEFTLFRFFQPSVSA 

VPVSTLAVVLGLKTLSLLFSHSF 

PGRHSWALRAISLLPSFLYTSSL 

MNSFSYTVHLYLGGLLRLCGSR 

DPHACGFPEGSPLPSGSAA*PFI 

WGMRKPSCVLAPSCSRRDSFG 

CLSFSGHQCLHKSHVGSPSGPQ 

ERLYNG 


26628 


56996 


A 


26779 


354 


685 


YRGYLRGECFP*KALCCEPAAY 
LQTCPNPFSGPACSGHALHSLN 
VGDCVYLICPRYPPLRRAGKPR 
DTGIEGRTLSSGGPSVHSSFHSA 
VLFPYTSKLLWIERRRPAGQS 


26629 














26630 


56998 


A 


26781 


139 


513 




26631 


56999 


C 


26782 


1 


948 




26632 


57000 


A 


26783 


630 


734 


TAARSGYPGRAGTLTGLHPMQ 
VCRCRR*PYSRGT 
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SEQ ID NO: 




SKQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*^top codon, /=posslble nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






26633 


57001 


A 


26784 


1 


224 


SRAGYDHVVEPVERGTSGVRW 














YACCGLMVCPANPQHFAHGY/ 














VGKIPGYPARAGTLTGLHPMQ 














VCRCRRCPVYEI 


26634 


57002 


A 


26785 


1 12 


254 




26635 


57003 


C 


26786 


1 


567 




26636 


57004 


C 


26787 


1 


543 




26637 


57005 


A 


26788 


165 


633 


RI PG LLLCPA YPQHFAHG Y VDK 














IPGYPGR\GTLTGLHPMQVCRC 














RRQAPCMKSNNALIVILGTVTL 














DAVGIGLVMPVLPGLLRDIVHS 














DSIASHYGVLLALYALMQFLCA 














PVLGALSDRFGRRPVLLASLLG 














ATIDYAIMATTPVLWIYPLVNS 


26638 


57006 


A 


26789 


264 


800 


ISNFELCSRSIHLLCSSTGYPGR 














AGTLTGLHPMQVCRCRR*PAV 


26639 


57007 


A 


26790 


1 


738 




26640 


57008 


A 


26791 


84 


162 


AVLDLGPPTGRDPPQGSPDPYS 














GAFLLASCGAPLGQRSQRKEQ 














AAIFAVLQLLLVIPPGVGGTQT 














NRVWSGFPANHGNPGYPGRAG 














TLTGLHPMQVCRCRR*PPYRV1 














PQCG TPLG QG QPE VF VKQF W I L 














GLRLGETPHRGHQILIQGHSC 


26641 


57009 


C 


26792 


1 


531 




26642 


57010 


A 


26793 


216 


519 


QRESTIPSRPVERSNLGVRLYAC 














CGLLLCPAYRQHFARGYVDKIP 














GYPGRAGTLTGLHPMQVCRCR 














R*PDRRGTERVSARKHVCFVVV 














SLFVAACRPPLRA 


26643 


5701 1 


C 


26794 


1 


606 




26644 


57012 


C 


26795 


1 


1059 




26645 


57013 


A 


26796 


1 


3285 




26646 


57014 


C 


26797 


1 


1390 




26647 


57015 


A 


26798 


211 


679 


RIFKCKADLLLYDMLVYVTLWI 














HRAVTYTHRVPNHSYRRSNIKS 














ETTVPTRIVGPVERSNLGVRLY 














ACCGLLLCPAYPQHFAHGYVD 














K I PG YPGRAGTLTGLHPMQ VCR 














CRR*PKPAPLPGSPQHLCSHQPH 














LAQRKTGQCFLQGHCFPEKNW 














GTV 


26648 


57016 


C 


26799 


1 


774 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
''^Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26649 


57017 


A 


26800 


542 


1269 


FIRDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQRKYP 
GCRLYASCELLLCPVNPQHFAH 
GYVDK1\PGY\PAGAGTLTGLHP 
MQVCRCRRQAPCMKSNNALIV 
ILGTVTLDAVGIGLVMPVLPGL 
LRDIVHSDSIASHYGVLLALYA 
LMQFLCAPVLGALSDRFGRRPV 
LLASLLGATIDYAIMATTPVLW 


26650 


57018 


B 


26801 




1531 




26651 


57019 


A 


26802 


1889 


2154 




26652 


57020 


A 


26803 


147 


162 


APSLHLKDTVDRSNLGVRLYA 
CCGLLLCPAYPQHFAHGYVDKI 
PGYPGRAGTLTGLHPMQVCRC 
RR*PGAHTVVD1RPREDHLGSA 
GQPNCPENGCLQGFHTGLAYPE 
HHPCI 


26653 


57021 


A 


26804 


2381 


3641 




26654 


57022 


A 


26805 




2367 




26655 


57023 


A 


26806 


1 


488 


MDLLYMAAAVMMGLAAIGAA 
IGIGILGGKFLEGA ARQPDL 1 PLL 
RTQFFI VMGL VDAIPMI A A I A F V 
LFVLFCMKYVWPPLMAAIEKR 
QK.EIADGLSSAERAHKDLVLAK 
ASATDQLKKAKAEAQVIIEQAN 
KRRSQILDEAKA*GRQEPLVQV 
FLESARKR 
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SEQID 
NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. Impossible nucleotide insertion) 


26656 


57024 


A 


26807 


2125 


2435 


VSPRQKSARPDLT*1RTLLCKVL 
GVLFSVAGGKKGPTCILQILKG 
QRRQEA*CISVMAERVWASGQ 
A*WEVWLHWAKSIDWFLFWK 
QHVHALRVRLDTCLFSLEEGSS 
FWNQGLTWKVVRRTFSESINH 
TPRJTLGVPYSVHGIQLPGLLNF 
GEFKVCFVLSPRIFNLTHENFLS 
SEGPERRGLLGATFNCLNKRLA 
KYRMRNVHPKPKLVRYLHSRL 
PPEPAAAP*AWCGPRHLSRRQM 
SSSSQIGNDSFQLQVTPVHLLPL 
SHTTRKNPEMYDLPLLIFNPQES 
AILQLFHQDGECLHCSPIVGDW 
CHLGHSQACPSFHVPSGLFVPS 
LLCGAAFGRLVANVLKRYSVC 
VRVCAHVHVCARVRVYACVC 
VRMTISLTVILIESTNEITYGLPI 
MVTLMVSTLPPGPCQAQGHVR 
PTGPIFRSLLE WETE VEMDK* G 
HDFAHVL VSECISSEA * GM LLL 
GGGPDRSLFSTFRAVWSLSRLL 
DSVIAAGKQ*A*RT*SVGYSLL 
CPDLKGDPSAVFILRTTVHHAF 
PVVTENRGNEKEFMKGNQIJSN 
NIKFKVKKTA^EERQVRDKRSR 
LTRLSALPIRNMCDEHIASEEPA 

JHsjiUJjL.1^V^ML,cKK. truO Ar 1 A 
KKA 1 V^i\.Vv vJlirljAl^ML Lr 1 r HO 

VQ ATM TT T XTPD \>f IWR P A A PAr" 
KJvAJJij 1 1_,l_»rNriNjVll V V KIvAAr Al^ 


26657 


57025 


A 


26808 


24 


369 




26658 


57026 


A 


26809 


4 


371 




26659 


57027 


A 


26810 


82 


703 




26660 


57028 


A 


26812 


1 


1692 




26661 


57029 


A 


26813 


293 


563 


NVWPSSSVRGRNE*GREGGRR 
RTQQAAGLGPAPSDLWWLWLS 
WCLQKNMSQGGENLPAGPGSC 
CGREAQEGAGTSLEDAPFFEAQ 
LLQLH 


26662 


57030 


A 


26814 


1 


488 


VARLYWKRPSLHACHFRDPRA 
GLSENPRLLQCSPSSSSGNVWG 
PHLYAVPCL*NGRIIPSPWNYRS 
LNSTTSSTCSSFAVVSSPSCPWV 
QLPGSCLLSRSLLQRVAWSQAP 
VPMRSEQDQLQKPPPPSAGLPA 
SVHANL*PGDRKGSVWTPAGV 
AQIPSPWP 


26663 


57031 


B 


26815 


51 


90 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26664 


57032 


A 


26816 


299 


707 


RPPCRISCHPHTRCEGGRLRSRS 
PLLS*MPLSHPQGPSQPPAGSMS 
SSPPATTSTCSCSPPAAGCTRGR 
TTGRPFWTASGPAELDWASGSS 
VGL* SQGSQLG ACGASYAGLG 
VPPRLLGPMTSCCMSLPFPSPAR 
P 


26665 


57033 


A 


26817 


146 


330 


TVARRMELTPALLRALLNGILPI 
SEPPSNRIFAC WG KPA WTACCN 
SLRARR*RAISCCPSH 


26666 


57034 


A 


26818 


1326 


1694 


IFGWFGACCSLGSCCVVFTAST 
CTT VCG G C AlKVG SCLSL ATMG 
CCVCCTSGLGCACSCWRGVSF* 
CLMESWGICGSLCWSWSACRW 
MVCFCLVWKHCRVFTCS*VCS 
SGGWLSFCCLADCD 


26667 


57035 


A 


26819 


1 


1407 




26668 


57036 


A 


26820 


75 


1397 


SRGSGREKFPAQLSYQTLLGKG 

PIEGTSLSNLAQQRCKEHHCHF 

LREQGPNCLIIERFMDRYTGKYI 

HMASHTTRCRPHVSRRPKARLL 

APATRSRSARARLRETRVRRGS 

PSCLWLNRRSRLPAEHSVRSPP 

RDMVFESLGLPSTKSSEFRSAA 

PEAAERAQPGDPCGLQTPAPLR 

PGFRRNQDPASAAAAAEEVRS 

GGGRGRILATTLWGCNTLCITQ 

YTRIRKLTLVYCGVESKQEWG 

EVHEGVQAGLTRPGRSPKLISK 

FLEKELTDRNWDQEDEAEEVK 

SSFPKND*VLKNRAIKKAKRRN 

VGFEVSAPLQLLLFKGLVVPSG 

GGRFSGFGSGAGGKPLEGLSNG 

NNITSAPPFASAKAAADPKVAF 

GK* LPSPSRLL VDK VSNPKTNG 

DSQQPSSSGLASSKACVGNAYH 

KQLAALNCSVRDWIVKHVNTN 


26669 


57037 


A 


26821 


3 


89 


AASGRSFRGYSRRHCYHRR*QL 
HACHCP 


26670 


57038 


A 


26822 


150 


383 


LCLGEVWKGSFFLTGTKRPGVF 
LSLHKKACYHHNHHRYHHHH 

HHQTKP*QQELNSLLLHFPPHQI 
QGDQFHHHLYYL 














LOL-Ot. V W ts.OorrL< i O 1 KKrO V r 
LSLHKKACYHHNHHRYHHHH 
HHQTKP*QQELNCENMPQYNF 
QNGSQSYQTLLL/SLSTKFM*YS 
KFFVVrSVMFIASSPETDF 
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SEQ lU 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


III 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26672 


57040 


A 


26824 


89 


554 


AMNSCVTGDRYSPCGGFGFAF 
LYSSVSVSSSSEYQLSPLPPAKR 
PLAAQQSCSIPIASVFQQTIHSLF 
AKDKICEFSSNLLDSKVNMCHE 
AHQL1SHS*ANFRSICHIPQRW* 
NL[FEKFSDVSMGSGTFG**AEN 
WS*TLS1AASLVYSLLHK1Q 


26673 


57041 


A 


26825 


84 


239 


ACTKKACYHHNHHRYHHHHH 
HQTKP*QQELNSFRFSLSQPSLL 
AVFLFLRP 


26674 


57042 


A 


26826 


2 


245 




26675 


57043 


A 


26827 


154 


546 


LIVTVHVNHLGVLINHRFRISGC 
G VCGTDCl SHKFPG A ADATGPS 
WTTHCAVITFSLTTGSATKKTE 
DNNTFVFNVDVKAN*HQ1TRA 
VKKLCDIDVPEVNTLPNVSISFR 
FLLCSTVFCTLTVFFLRENG 


26676 


57044 


A 


26828 


331 


612 


NHRGLPFPDYIPGTYFLFFFFLF 
FSFSSFSSSSFSFPASGNFrNSTLY 
F YGINFFSFH IG M RMGGIFLCLT 
CFT*HDVLQAHPHREGRQDLLF 
HD 


26677 


57045 


B 


26829 


928 


1617 




26678 


57046 


A 


26830 


95 


929 




26679 


57047 


A 


26831 


3 


1128 


LYNRRRRRRCSHCRHRCRRLSS 
GLRKEEVISLGASLGRVFVPCSP 
PTVSAARGPTGAPGGPNSKPLS 
GCCDDGFNLGRQQWGNPLPFC 
SKTISSSLHWTWSQVNLVEILP 
AIFSSFLNLQHVNLWFLAAAM 
KAVTEQGHELSNEERNLLSVA 
YKNVVGARRSSWRVISSIEQKT 
ERNEKKQQMGKEVREKIEAEL 
QDICNDVLVRGQCFCFEQWFL 
NSINLMYKCRLSNYFRYLSEVA 
SGDNKQSK*YL*KEIRPVMEPV 
FFHRDFLTILI RLGLALNFSVFY 
YEILNSPEKACSLAKTVRKTLC 
DI*P*QNSACVrNFILFLNILRDN 
LTVSTTSTGFIVSFLFTYLIIHCY 
LQEVCSVSLCTLNIYPLCDKKK 


26680 


57048 


A 


26832 


139 


601 


EGRGHLAQELLSERVFVPCSPP 
TGMTMDKSELVQKAKLAEQAE 
RYDDMACSSERHVTEQGHE\LS 
NEEKKSCSLVAYKECW*APRR\ 
SSW\RV1SS1EQ\KTERNVEGSSR 
WGKEYREKI\EAELQDIC\NDVL 
ELLDKYLIPNATQPESKVFYLK 
MK 


26681 


57049 


A 


26833 


70 


122 
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SEQID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 

*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26682 


57050 


A 


26834 


179 


876 


CIVILFFFSQFNFVGRILGPRGLT 
ANVNRYLELHTLYGYMNLFIV 
S1MKDVLSL*RE*F*SCTL*IF*E 
EQNRGKPNWEHLNEDLHVLIT 
VEGV*1*LLYLWTVSNAFISCVF 
HV*AEGEDRYCCLYTSF*ISLLT 
VAALAFSLAATAQAAPRllTGP 
APVLPPAALRTPTPAGPTIMPLI 
RQIQTAVMPNGTPHPTAAIVPP 
GPEAGLIYTPYIYIISKYLWLLSS 
CSPEP 


26683 


57051 


A 


26835 


3 


915 


AEAHPRLPDAADERQEAHDSLP 
NFCGIFNHLERLLDEEISRVRKD 
MYNDTLNGSTEKRSAELPDAV 
GPIVQLQEKLYVPVKEYPDFNF 
VGRILGPRGLTAKQLEAETGCK 
IMVRGKGSMRDKKKEEQNRG\ 
KPNW\EHL\1MEDLHVL1TV/EKV 
LQEQGQEIKLKRAVEEVKKLLV 
PAAEGEDSLKKMHLMELAILN 
GTYRDANIKSPSLAFFLAGTAQ 
AAPRIITGPAPGLPPAALGTPTP 
AGPTIMALIRQIQTGGMPNGTP 
HPTAAIVPAGPEAGLRYTPYEY 
PYTL\APATSILEYPI\EPSGCI 


26684 


57052 


A 


26836 


1182 


1360 


KLSICVYIYICMFIYTHVSV*FYI 
YIYTHRHTENHYFCNSVQFVLY 
LFTFFCYYFIWPA 


26685 


57053 


A 


26837 


3 


348 


RNSK.HVCRAEP*GHFCYK*HF 

WNHTEHTAVLEI/EQINARDET 

DF\YLGNRCTYVCKEQHSGPGS 

KSNTTIVIWGKVTCAQGKNSV 

VCAKFQSHPPAKATGHRIHVML 

YHWRIQIH 


26686 


57054 


A 


26838 


264 


527 


NSKHVCRAVP*GHFC*K*HFW 
NQREHTTVLEIEGVYARDETEF 
YLGNRCTYVCKEQHSGPGSKS 
NKTRVIWGKERGSGWCRLSGR 


26687 


57055 


B 


26839 


26 


515 




26688 


57056 


A 


26840 


92 


341 




26689 


57057 


A 


26841 


224 


1111 




26690 


57058 


A 


26842 


2 


592 


HSLTGRCIFFLITGTSPGSPEMST 
TLKIMSSKEPSISPEIRSTVRNSP 
WKTPETTVPMETTVEPVTFSPQ 
LVFARLMTGVGLGAALPNLIAL 
TSEAAGPRFRGTAVSLMYCGV 
PIGAALAATLGFAGANLAWQT 
VFWVGGVVPLILVPLLMRWLP 
ESAVFAWRSISNKRA*FRDCRC 
CSAA11W*RRFPFKSKPVM 


26691 


57059 


A 


26843 


2 


141 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possibie nucleotide 
deletion, \=possiblc nucleotide insertion) 


26692 


57060 


A 


26844 


1 


978 




26693 


57061 


A 


26845 


144 


647 




26694 


57062 


A 


26846 


1642 


2652 


FGlLVLLALIVlWYTvJNFFGAETE 
AILPYDQYMHRFAAYFQQGNM 
ESNGKYVDRNGNVVDYQTGPII 
WGEPGTNGQHAFYQLIHQGTK 
MVPCDFIAPAITHNPLSDHHQK 
LLSNFFAQTEALAFGKSREVVE 
QEYRDQGKDPATLDYVVPFKV 
FEGNRPTK*ILLRE1TPFSKLNEV 
KAISDTICVIRDGQHIGTRDGIE 
HLTAWHPVNRHIKRVNDVSFS 
LKRGEILGIAGLVGAGRTETIQC 
LFGVWPGQWEGKIYIDGKQVD 
IRNCQQAIAQGIAMVPEDRKRD 
GIVPVMAVGKNITLAALNKFTG 
GISQLDDAAEQKCILSHPRCSW 
QGRHLLH 


26695 


57063 


A 


26847 


52 


137 




26696 


57064 


A 


26848 


I 


1858 


MGLK.VDDKVPLFAVVSRLTSQ 
KGLDLVLEALPGLLEQGGQLA 
LLGAGDPVLQEGFLAAAAEYP 
GQVGVQIGYHEAFSHRIMGGA 
DVILVPSRFEPCGLTQLYGLKY 
GTLPLVRRTGGLADTVSDCSLE 
NLADGVASGFVFEDSNAWSLL 
RAIRRAFVLCQGQFHHRITDVE 
YKGDPKAVKIEESEINYLLNVY 
NTHFKKQLSRDDIVWTYSGVR 
PLCDDESDSPQAITRDYTLDIHD 
ENGKAPLLSVFGGKLTTYRKLA 
EHALEKLTPYYQGIGPAWTKES 
VLPGGAIEGDRDDYAARLRRR 
YPFLTESLARHYARTYGSNQRA 
ACSAMREREARTLPQKLAGTL 
GMLSKVMRIPRQQEVTALRTY 
LQIRIGLHAAFNACEEMCQRVA 
LERQLDSEERALLIERSQTVIRQ 
GRDLLHAWDATWNSAQALDN 
ALQPDRAGQFADALEKYAADE 
SFFAQLDKYD1PVVV1GK.VEGQ 
YAHVYSVDTDNFGDSIALTDAL 
lESGHQNIACLHAPLDVHVSVD 
RVNGYKQSLAAHNIAVRDEWI 
VDGGYTHETALKAARQLLSQS 
PLPEAVFATDSLKLMSIYRAAA 
EKNI\AIPQQLAVRILFGLHL*IV 
LSTRAGFGNLAHY 
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SEQ 10 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26697 


57065 


A 


26849 


136 


3261 


PMSPTIYDIARVAGVSKSTVSR 

VLNKQTNISPEAREKVLRAIEEL 

QYQPNKLARALTSSGFDAIMVl 

STRSTKTTAGNPFLLEVAQAFP 

AKAE*KGFQVLVRTSH»PAEDL 

QKCESKIKQKMIKGIIMLSSPAD 

ESFFAQLDKYDIPVVVIGKVEG 

QYAHVYSVDTDNFGDSIALTD 

ALIESGHQNIACLHAPLDVHVS 

V DRVNG YKQSLG AHNI A VRDE 

WIVDGGYTHETALKAARQLLS 

QSVSLSVAVSWSAC 


26698 


57066 


A 


26850 


73 


174 




26699 


57067 


A 


26851 


252 


575 


PGFPRGPPPPPGFAPFHVSIWDT 
DLSDPAARAGLGVRWTPDPPR 
RAARSPVLPRGLSAGQRPAARL 
LGGMEEGRFRQVAVFSES*SAV 
CPPPSPPPLSPLAPWTETA 


26700 


57068 


A 


26852 


1 


462 


AQSVNSQTFSELRATQTFYKTT 
SHNSPGVFHTSTKR\F1DGNPPG1 
FSAITA*RLMMP*RSS1FSASAS1 
LSVSFSGSTCNNDQRPARFGVL 
*DTRGETGCA*TGRPRRAR*LR 
RVEVRAV*LLRVRARNGAQMA 
LVKTPCQTSAHNAPCRGRE 


26701 


57069 


A 


26853 


692 


918 




26702 


57070 


A 


26854 


1 


2427 




26703 


57071 


A 


26855 


1347 


1978 


LPHCVANHGCALR*QKWVHD 
KEQTTQTLKMVAENGRWVIDD 
IVSNHGSVLQAVNSENEKTLAA 
LASLQKEQPEAFVAELFEHIAD 
YSWPWTWVVSDSYRQAVNAF 
YKTTFKTANNPDEDMQIERQFI 
YDNPICFGEESLFSRVDEIRVLE 
KTADSARIHVRFTLTNGNNEEQ 
ELVLQRREGKWEIADFIRPNSG 
SLLKQIEAKTAARLKQ 


26704 


57072 


A 


26856 


1 


733 


LSEVDVDVRQSIHSAHAKTLDT 
QGLRNEFLVEKVFVADEYTMV 
YSHIDRIIVGGIMPITKTVSVGG 
EVGKQLGVSYFLTSNRRTINKY 

LVPDVLETCQSSMGLTELAPGN 
♦WNTMPCHTHERRMEVYFYFN 
MDDDACVFHMMGQPQETRHI 
VMHMEQAVISPSWSIHSGVGTK 
AYTFIWGMVGENQVFDDMDH 
VAVKDLRANHHQRFIISQRSDI 
HLTTQWIKRAAQTIHPPVSIIQQ 
IVAFFE 


26705 


57073 


A 


26857 


2 


255 




26706 


57074 


A 


26858 


1 


597 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /==possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26707 


57075 


A 


26859 


2 


640 


EARGRQPQLHHLPHPPRASSPP 

LALQPLGRSRRCPPPPGAAAPD 

PRPDMGDLPGLVRLSIALRIQPN 

DGPVFYKVDGQRFGQNRTIKLL 

TGSSYKVEVKIKPSTLQVENISI 

GGVLGPLELKSKEPDGDRAVY 

TGTYDTEGV\TPTKSGER\QPIQI 

TMPFTDIGTFETVWQVKFYNY 

HKRDHCQWGSPFSVIEYECKPN 

ETRSLMWVNKESFL 


26708 


57076 


A 


26860 


218 


426 


TQPRVWSQAQ/RALQPDTELPQ 
PPQTPKSDTDQMLSVKKKKKR 
KKKKKKKKKKKKK.KKKKKKK 
KKKKKKKKKKKLYFQT 


26709 


57077 


A 


26861 


1 


423 




26710 


57078 


B 


26862 


1 


252 




26711 


57079 


A 


26863 


1 


171 




26712 


57080 


A 


26864 


5 


254 




26713 


57081 


A 


26865 


16 


220 


ILDTSPMRWTQKNFSMILAQPE 
QQCKTLSQNKNKDRRIKKKEE 
ICKKKKKKKKKKKKKKKKKKK 
KKKKK*EKEKEKEKEKKKEKE 
EEKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKK 


26714 


57082 


A 


26866 


32 


286 




26715 


57083 


A 


26867 


1 


847 


EVKDLYDK.TFKSLKKE1KEDLR 
RWKDLPCSWIGRINIVKMAILP 
KAIYRFNAIPIKIPTQFFNELEGA 
ICKFIWNNKKPRIAKTLLKDKR 
TSGGITMPDLKLYYRAIVIKTA 
WYWYRDRQVDQWNRIEDPEM 
NPHTYGHLIFDKGAKTIQWKK 
DSIFNNWCWHNWLLSCRRMRI 
DPYLSPCTKVKSKWIKELHIKP 
ETLKLIEEKVGKSLEDMGTGER 
FLNRTAMACSKKKEKKEEEED 
EEEKEKEKEKEEKEKEEEENKK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKK 


26716 


57084 


A 


26868 


1 


376 


MLMKDPQWNSSIFISTHLALQQ 
KRRQAEYGAQEPSRRIVGGKGS 
GAQVDEEEEEEEEEEEKEE\KK 
KKKEKKRKKKKKKKKKKKK K 

lVlS.l^tVl\JM\JVlVlvl\J\JSJVlVNJS^ 

LSLPMIRPRLPHPRWASSPSSMV 
AKP 


26717 


57085 


A 


26869 


1 


2031 




26718 


57086 


A 


26870 


1 


957 





3599 
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PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino Rcid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possibic nucleotide insertion) 


26719 


57087 


A 


26871 


171 


495 


SQLLDMRKPFQKPGLRQLKTLP 
QYLNTR/CILDYLDNISPQQIRK 
LFYVLSTLAFSKQNEASSHIQD 
DMHLVIRKQLSSTVFKYKLIGII 
GAVTMAGIMAADRSESPSL 


26720 


57088 


A 


26872 


1 


3114 




26721 


57089 


A 


26873 


173 


397 




26722 


57090 


A 


26875 


823 


1194 




26723 


57091 


A 


26876 


1 


1263 


MESNAVQLTRMEYAMKSLSLL 
YPKSLSRHVSVRTSVVTQQLLS 
EPSPKAPRARPCRVSTADRSVR 
KGIMAYSLEDLLLKVRDTLML 
ADKPFFLVLEEDGTTVETEEYF 
QALAGDTVFMVLQKGQKWQP 
PSEQGT*WRRTQRKDSPVSRPC 
STHGLQEIQL 


26724 


57092 


A 


26877 


128 


317 




26725 


57093 


A 


26878 


431 


574 




26726 


57094 


A 


26879 


112 


482 


EGPEAKPKRSNCAPEKRSSPIPD 
WEPAFSEDGRARTVARLQHPPL 
GGPTHRYHHFLRRHDPPLRVHP 
AAERQEAHPGTSI*QSSPNSKQS 
PQGKWKITFPNSLSLTRKYYFQ 
QPRGWDFFKKT 


26727 


57095 


A 


26880 




179 




26728 


57096 


A 


26881 


977 


1127 




26729 


57097 


A 


26882 


121 


708 




26730 


57098 


A 


26883 


38 


828 


GSRLRRLQAAAARPALPLPLPP 
WEWKHLPHVPEAKWWLTTAR 
HSAAYRADPLRVSSRDKLTEM 
AASSQGNFEGNFESLDLAEFAK 
KQPWWRKLFGQESGPSAEKYS 
VATQLFIGGVTGWCTGFIFQKV 
GKLAATACGEVDF/LLLQLANH 
TWVHQSLTGNEWEKDIEESPKS 
SLKJRKSQSDYLLRSGAKAAGR 
WCHFVKKNVLVTWGIFPEAFC 
LAWHPKEDDLHVPLFPGFFPSQ 
QPFTLHHRDIESLLLFFPWPSFP 
GHWEN 


26731 


57099 


A 


26884 


1 


642 




26732 


57100 


A 


26885 


1183 


1349 





3600 



wo 01/075067 
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SEQ ID 


SEO ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleoiidc 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl4nown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26733 


57101 


A 


26886 




1371 


MSFLIDSSIMITSQILFFGFGWLF 

FMRQLFKDYEIRQYVVQVIFSV 

TFAFSCTMFELIIFEILGVLNSSS 

RYFHWKMNLCVILLIL/VFPMV 

PFLQLAYFIVSNIRLLVHKQRLLF 

SCLLWLTFMYFFWKLGDPFPIL 

SPKHGILSIEQLISRVGVIGVTL 

MALLSGFGAVNCPYTYMSYFL 

RNVTDTDILALERRLLQTMDMI 

ISKKKRMAMARRTMFQKGEVH 

NKPSGFWGM1K.SVTTSASGSEN 

LTLIQQEVDALEELSRQLFLETA 

DLYATKERIEYSKTFKGKYFNF 

LGYFFSIYCVWKIFMATINIVFD 

RVGKTDPVTRG lElTVN YLGIQF 

DVKFWSQHISFlLVGlllVTSIRG 

LLITLTKFFYAISSSKSSNVIVLL 

LAQiMGMYFVSSVLLlRMSMPL 

EYRTIITEVLGELQFTsfFYHRWF 

DVIFLVSALSSILFLYLAHKQAP 


26734 


57102 


A 


26887 


1738 


2140 




26735 


57103 


A 


26888 


81 


733 




26736 


57104 


A 


26889 


1061 


1154 




26737 


57105 


A 


26890 


1 


3207 




26738 


57106 


A 


26891 


113 


367 




26739 


57107 


A 


26892 


2 


1391 




26740 


57108 


A 


26893 


154 


647 




2674 1 


57109 


A 


26894 


40 


747 




26742 


571 10 


A 


26895 


1 


3186 




26743 


57111 


A 


26896 


271 


491 




26744 


57112 


A 


26897 


304 


1836 




26745 


57113 


A 


26898 


1 


2343 




26746 


57114 


A 


26899 


1 


765 




26747 


57115 


A 


26900 


318 


473 




26748 


57116 


A 


26901 


2 


426 




26749 


57117 


A 


26902 


1 


433 




26750 


57118 


A 


26903 


2 


1004 




26751 


57119 


A 


26904 


125 


199 




26752 


57120 


A 


26905 


3 


156 




26753 


57121 


A 


26906 


2 


397 


VDGMGWSQDLFRALGRSLSRE 
GKEH VGTDQFGNK YY\* SRSTK 
TGEVRWRRGQRLRGQ*LRGQT 
IREKRIVEAANKKEVDYEAGDI 
PTEWEAWIKRTRKTPPFMEEIL 
KNEKHREEIKJKSQDFYEKEKL 


26754 


57122 


A 


26907 


1 


1350 




26755 


57123 


A 


26908 


1 


582 





3601 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26756 


57124 


A 


26909 


2 


687 


GARQVLPGESPCFSSS\AK1VKP 
NGEKP\DEFESG/LSPQALLEL\E 
M>JSD\LKA\QLREPELLRPA*GK 
LKVGGCSENLSI/1LLFPVPSN*K 
SFPENPQVRA*YRELEKK\FQW 
GSHVGLYRPQRRILP*AQLRKK 
PVQKNKQKASPRARTLTAVHD 
AMLEDLGLPQAKIVGARESRVK 
L\DGSRL\IKVHLDK\AQQNNVE 
HKV\ETFSGVYK\KLTGKDVNF 
EFPRSFNCKQK 


26757 


57125 


C 


26910 


164 


208 




26758 


57126 


A 


26911 


2288 


2625 


GSEGHLPITKRWSSLWEWRKG 
LSEVGSCKRNLVRCLRTAI/LM 
GG E AG VI HCKGHQKASDPIALG 
NAYADKVARQAASSPTSVPHG 
QFFSFTLVTPTYSPAETSTYQSL 
PTQGK 


26759 


57127 


A 


26912 


1 


400 




26760 


57128 


A 


26913 




277 




26761 


57129 


A 


26914 




630 


CEIKNRKAAEKVNKTKGKFFEl 

NT YPGPI KTGEPSGQTQKWLDI 

VRNTLVEEDTSSWSWRAHQPK 

STLTGTGRPSTNGTMSSLARTV 

REEPGNQPNYRGKPSPFWFPHL 

VRAASTQPVITRLLQHGRLKPI 

NSPYNFPILPVLKPDKPVKLVQ 

DLHLINQIVLPIHPVVPNPYTLL 

SSIPASTTHYSVLDLKHAFFTIPL 

HP* FQPLFTF 


26762 


571jO 


^ 




i^^tI — 







yIj^ 












TTT3 




GRDPVSAFYIWLASFPNTIY*IG 

NPFPIACFSQVCQRSDSCRYAA 

LFLRAI.FCSIDLYLCFGTSTMLF 


26764 


57132 


A 


26917 




2144 




26765 


57133 


A 


26918 


99 


470 




26766 


57134 


A 


26919 


636 


1220 


GPGFQAQNCAAIWADTKLAAG 
IFSHTPVAPGTPVRQNHLLPWD 
APAWSGEECLPLLRLVYVVFPS 
QCKQSCQEV*TGQSPPQLGKAF 
VARLPL*IPSLWAGHLFLEHPV 
YCCGCVTAGRQGSWKGQRRH 
GHPFPLPLLLLQMVCCSISYQY 
DYPESSFLLLFLSSLCSAGKSTG 
SHAILLGSAFVLPHLVALRS 


26767 


57135 


^ 


26920 


10 


161 


RLRM VRDIK VL LNTRSLRNCLG 
DLTNKGRSnGPPL*ELSK_ASVM 
VPVGF 


26768 


57136 


A 


26921 


1 


855 




26769 


57137 


A 


26922 


5 


1442 




26770 


57138 


A 


26923 


1061 


2332 





3602 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


26771 


57139 


A 


26924 


804 


1 100 


SPKGGPPDPSHGTKFHSRPCEET 
TKQAFCEQHGCLFHLGTLGALL 
G*QRWLHQLSRPSLGCNESKSL 
FQ*PPLP*E*KEIQCK.VPPNLGL 
GVRSGKGF 


26772 


57140 


A 


26925 


3 


1 186 




26773 


57141 


A 


26926 


126 


363 


SRSKDQGLDPSGTWCKRAFSPG 
PWPIIPVAAGGGGIISGGGKSET 
PAHLQKGLHKVKNC*PSTYSVC 
QTPD AEHPVSN K 


26774 


57142 


A 


26927 




1125 




26775 


57143 


A 


26928 


401 


446 




26776 


57144 


A 


26929 


332 


499 




26777 


57145 


A 


26930 


74 


200 




26778 


57146 


A 


26931 


300 


416 




26779 


57147 


A 


26932 


324 


430 




26780 


57148 


A 


26933 


60 


381 




26781 


57149 


A 


26934 


2344 


2453 




26782 


57150 


A 


26935 


131 


274 




26783 


57151 


A 


26936 


144 


444 


GGGENFSYPWYLLVGCGWFSS 
SPIVPDVPPFSLLLPAQKKKPAP 
PK\PEPKPKKAPAKKG EKVPKG 
KKGKADAGKEGKNPAENCDA 
KTAQAQKAEGAGDAK 


26784 


57152 


A 


26937 


540 


811 




26785 


57153 


A 


26938 


69 


375 


QH LRPAA V A AATMPKRKAEGD 

AKGDKAKVKDEPQRRSARLSVA 

KPAPPKPEPKPKKAPAKKGEKV 

PKGKKGKADAGKEGNNPAEN 

GDAKTDQAQKAEGAGDAK 


26786 


57154 


A 


26939 


9294 


9486 


SLL YQPRCMAFRI KASS*RG MP 
GGSASAARKPTG/SPGREGAGR 
RGQWGPRNCCAGRLPGGESTV 


26787 


57155 


A 


26940 


248 


613 




26788 


57156 


C 


26941 


94 


234 




26789 


57157 


A 


26942 


2157 


2408 




26790 


57158 


A 


26943 


547 


815 




26791 


57159 


A 


26944 


254 


467 


VFLISVYNGLAISLYLGIHIRQK 
PVMPRNPLNCFGVLG*G*AGIG 
*IRSSLRTLVPLDNFSPKYLTFC 
EQS 


26792 


57160 


A 


26945 


238 


391 




26793 


57161 


A 


26946 


232 


1659 


















26795 


57163 


A 


26948 


1 


2046 




26796 


57164 


A 


26949 


3 


97 


SVR/SKFYVREPPNAKPDWLKV 
GFTLSVEL*M 


26797 


57165 


A 


26950 


1 


828 





3603 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26798 


57166 


A 


26951 


224 


475 


AGPRKMAPSALLRPLSRLLAPA 
R\LPSGPSVR/STKFYVREPPNAK 
P\DWLKVGFT\LGTT\VFLWIY\L 
IKQHXNEDILEYKRRNGLE 


26799 


57167 


A 


26952 


' 


411 




26800 


57168 


A 


26953 


442 


2490 




26801 


57169 


A 


26954 


3 


1592 




26802 


57170 


A 


26955 


9 


308 




26803 


57171 


A 


26956 


153 


227 




26804 


57172 


A 


26957 


1 


41 1 




26805 


57173 


A 


26958 


517 


825 




26806 


57174 


A 


26959 


6 


646 




26807 


57175 


A 


26960 


1 


275 




26808 


57176 


A 


26961 




272 




26809 


57177 


A 


26962 


1 


1002 




26810 


57178 


A 


26963 


1 


1791 




26811 


57179 


A 


26964 


2 


160 


HMTTSLLAQSGFQKTSALNKIT 
TKGSH*VQFTSLLPPPERVLVS 
MAERPWGG 


26812 


57180 


A 


26965 


1 


892 




26813 


57181 


A 


26966 




549 




26814 


57182 


A 


26967 


234 


387 


SCLEVCDEQGPEK\TRQRALRG 
VSSVTEDTLNICRLCWQPLPEPL 
ELWPKAL 


26815 


57183 


A 


26968 


269 


501 


RARSEGAGLWSVVAPSAVSVFF 
VSDPRCAPFHRSPSCCSP/RRPC 
LSLSA*SRPRASGVGACLLWQP 
LPEPLELWPKAV 


26816 


57184 


A 


26969 


210 


296 




26817 


57185 


A 


26970 


71 


283 


LRLGDLPSEINPLSSCSLLREKD 
PPTTSGPQT\TSPRNISPISNPDST 
GNRTVQLTWQPLPEPLELWPK 
AL 


26818 


57186 


A 


26971 


1 1 12 


11 80 




26819 


57187 


A 


26972 


71 


284 


LILGDLPSEIKPLPSCSLLREKEP 
PTTSGPQT\TSPRNISPISNPDSTG 
NRTVQLTWQPLPEPLELWPKA 


26820 


57188 


B 


26973 




663 




26821 


57189 


A 


26974 




502 


MLLTQSLFGGLFTRTHMKFGA 
VTQIRGPPLGDKSPVLLLFALER 
QRRHVLSMDPKLRCWSRTGKA 
AFP WCLI 1 AEMPDYSPTFQRCQ 
TTQGRLPWSFTLSSKSRFSGEG 
A RAG YKCQKSDHQ AKECPQPG 
IPPKPCPIC AGP\TGN RTVQLT W 
QPLPEPLELWPKAL 


26822 


57190 


A 


26975 


233 


496 




26823 


57191 


A 


26976 


226 


543 




26824 


57192 


A 


26977 


1478 


1744 
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SEQID 
NO: 


SEQIDNO: 
of peptide 

sequence 


Met 

hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


26825 


57193 


A 


26978 




450 


VRPRRDACLGPSPLAASPAFLG 
KGQVPQPLISLCPDPLFPHPNLIS 
LRPNPLCPHPDLVSLCPDPFPAF 
LEAHKNFQTTEPQQPGVPPEPP 
PTGACYTCRKSGHWAKECPQP 
GIPPNNHVPSVWDPTENLTVQLT 
WQPLPEPLELWPKAL 


26826 


57194 




26979 


615 


724 




26827 


57195 




26980 








26828 


57196 




26981 


227 


556 




26829 


57197 












26830 


57198 


A 


26983 


1 


1968 




26831 


57199 


A 


26984 


65 


741 




26832 


57200 


A 


26985 


1 


658 




26833 


57201 


A 


26986 


1 


666 




26834 


57202 


A 


26987 


67 


608 


NPGKGGCFVLA^LDGLLRDRKA 
V\IREETFDGWHPQDRPLPAHA\ 
LVAG\IDRPTPPQK*TA\AMGKK 
KDRPICRSKlKSFCGKCY>iY\NH\ 
LMPHKGTLWDIPLGQNLFVQL 
RD VF\RD PG SLN RKAVRREG P RF 
K.FE/E RE Y ETGQETK. WV LP R KL 
AGFKNAFGFDSLKIIKKKKKKK. 
KKTTKKGRP 


26835 


57203 


A 


26988 




352 




26836 


57204 


A 


26989 




1419 




26837 


57205 


A 


26990 


2 


878 




26838 


57206 


B 


26991 


75 


2931 




26839 


57207 


A 


26992 


229 


724 


IIFIVYSSQLTYVKISDSFQTFKF 
CLDFCLFFSEMSXFLSLNISSCS* 
YSAKVNSCGKFGLTKGSFSAPL 
TPLFFLCFGSELVEGV*ELLAVG 

GLHLARIFLCLS1SSLC*FTHSCC 
FTRVTPINLASNNSCLLGFRLQS 
SSIAPSLGLLDGGVCFIRDLAAA 


26840 


57208 


^ 


26993 


737 


1048 


KKYNIQLEKPYFKHLYKNKLL 
KLSN*NMTSVQQFTIELEGNLS 
LSCIELVC/ILVTHCHLF/CMNK 
A W* QKKNT/WLSILTC * KH WQ 
YYNLVNSTDFNTSSSFLSKV 


26841 


57209 


A 


26994 


1 


1209 




26842 


57210 


A 


26995 


2 


1683 




26843 


57211 


A 


26996 


1 


1386 




26844 


57212 


A 


26997 


1 


471 
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SEQ ID 

NO; 


SEQ ID NO; 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
localion of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, V=possibie nucleotide insertion) 


26845 


57213 


A 


26998 


2 


514 


VTARRRGTRWLRFRRASRVQK 
WLWLADFYLRYYVGHKGKFG 
HEFLEFEFRPDGKLRYANNHXN 
YKND VM I RKE AY V H KS VMEEL 
KR1IDDSEITK\EDDALWPPPDR 
VGRQELEIVIGDEHISFTTASKIG 
SLIDVNQSKDPEGLRVFYYLVQ 
DLKCLVFSLIGLHFKIKPI 


26846 


57214 


A 


26999 


1 


570 




26847 


57215 


A 


27000 


1 


980 




26848 


57216 


A 


27001 


270 


356 




26849 


57217 


A 


27002 


1 


1032 




26850 


57218 


A 


27003 


1 


1017 




26851 


57219 


A 


27004 


1 


450 




26852 


57220 


A 


27005 


1 


637 


APIECGGIPSLPVLCQSRANDQE 

GVRLLEPSEAMPKSKELVSSSSS 

GSDSDSEVDKKLKRKK\QV\AS 

ENPVKK\QKTGETS\RALSS\SKQ 

SQPAARDDN\MFQ1GKM\RYVS 

V\RDFKRQKCLI\DIREYWMDPE 

GEMKPGRKG1SLNP\QQWEPSL 

KEQISGPLIDASKXTCKISEPILI 

KPCTVPVVLIWLFSIGFCFLNVL 

RSYCMFOLQKNL 


26853 


57221 


A 


27006 


20 


412 


RFSPLSFLLAGDSCTCAGSCKC 

KECKCTSCKKSKWDPLFPLPLP 

CPPACPLSTILRGIKAVWGCPIA 

RKLLPPQ*SLSGRAGILIPGVAS 

THLCRLLSAPR\CCSCCPVGCAK 

CAQGCICKGASDKCSCCA 


26854 


57222 


C 


27007 


32 


505 




26855 


57223 


A 


27008 


854 


1021 


ALGGVAEYDLKEGLLLKH*AL 
VQSLVATEVRLVLCITSHTDML 
QICFFVYATVTQ 


26856 


57224 


A 


27009 


1 


726 




26857 


57225 


A 


27010 


99 


537 




26858 


57226 


A 


27011 


1 


963 




26859 


57227 


A 


27012 


146 


609 


VYLRCTGGEVGATSALAPKIGP 
LGLSPKKVGDDIAKATGDWKG 
LRJTVKLTIQNRQAQIEVVPSAS 
A LIIKA L K\EPPRD RKKQKN IKH 
SGN ITFDEI VNl ARQMRHRSLAR 
ELSGTIKEILGTAQSVGCNVDG 
RHPHDIIDDINSGAVECPAS 


26860 


57228 


A 


27013 


3 


501 




26861 


57229 


A 


27014 


1 


1623 





3606 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26862 


57230 


A 


27015 


53 


1227 


QPPVHTTPASSPCDD\DIAAL\V 

VDN\GSGMCK\AGFAGDDAPRA 

VFPSIVGRPRHQGVMVGMGQK 

DSYVGDEAQSKRGILTLKYPIE 

HGIVTNWDDMEKIWHHTFYNE 

LRVAPEEHPVLLTEAPLDP\RAT 

REKMTQIMFETFNTPAMYVAIQ 

\AVLSL\YASG/RVTTGIVMDSG 

DGVTHTWPIYEGWALPHAILR 

LDLAGRDLTDYLMKILTERGYS 

FTTTAEREIVRDIKEKLCYVAL 

DFEQEMATAASSSSLEKSYQLP 

DGQVITIGNERFRCPHALFQPSF 

LGMESCGIHETTFNSIMKCDVD 

IRKDLYANTVLSGGT\NMYPGI 

ADRMQKEITALAPSTMKIKIIAP 

PERKYSVWIGGSILASLSTFQQ 

M WI SKQE YDESG PSI VHRKCF 


26863 


57231 


A 


27016 


2 


438 


ADLLQVSNCVVSSCQPPAFLVL 
FSSSRLPAGEGRGRPGQTQRPSS 
LEGAWHSVTLERRCLVSHLINL 
REAGMYPSRPCHHLFPDQLV*T 
EGGF*RPRLGWQRCHGTPQQA 
PSQPAFRSKHPRKGMPALQQQP 
GSGLCRPLPCRCR 


26864 


57232 


A 


27017 


112 


493 


AHSRTPARPENRAAASAPRKPR 
RAMSSPPEGKLETKAGHPPAVK 
AGGMtUVQKHPHTGDTKEEKD 
KDDQEWESPSPPKPTVFISGXAI 

ARGDKDFRPADAQVAHQKPHA 

S\MDKHPSPRTQHIQOPRK 


26865 


57233 


A 


27018 




1 176 




26866 


57234 


A 


27019 




307 




26867 


57235 


A 


27020 


86 


179 


S VKRRC* SLLTWIGMRLQRQHR 

ECLAEQVGS 


26868 


57236 


A 


27021 


1 


948 




26869 


57237 


A 


27022 


3 


534 


EGAHFRAAHHPRSTGSRCPGSL 
QPSRPLVANWLQSLPEMPVDFT 
GYWKMLVNENFEEYLRALDV 
NVALRKI/APTLLKPDKEIVQDG 
DHMIIRTLSTFRKLTSWNF\QVG 
KEFEEDLT\GIDDRKVHDKQ*A 
WDGDKL\QCVQKGEKEGRGW 
TQ\WIEGDELHLEMRVEGL\VC 
KQVFKKVQ 
















26871 


57239 


A 


27027 


294 


425 




26872 


57240 


A 


27028 


1 


797 




26873 


57241 


A 


27029 


1 


173 




26874 


57242 


A 


27030 


1 


1047 





3607 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in CSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26875 


57243 


A 


27031 


2 


1019 


PTSAPHSLSPRAVIERRSRALDW 
NASPSLSDPQGLDASLPFPSHKR 
SRTASPEPAEHPVMDKNE\LVH\ 
KAKLAE\QAERYDDMAACMKS 
VT\EQGAELSNEERNL\LSVAYK 
N\VVG\ARRSSW\RVVS\SIEQK'n 
EGA\EKKQQMAR\EYREEIETEL 
R\DI\CNDVLSLVGKSSLIPNAFT 
SRRSKVF/YILENGKGDYLPFTL 
GWRVAAGWMDQERGLFDPVH 
NKAYPRKAFWKSAKKGNGNPT 
HPMRLGLVALNFSVFYYEILNSP 
EKACSLAKTAFDEAIAELDTLS 
EESYKDSTLIMQLLRDNFDIVG 
HRDTQGRRKLEGREEGRGENL 
TGPFPTFCSWPHS 


26876 


57244 


A 


27032 


177 


477 




26877 














26878 


57246 


B 


27034 


49 


1112 




26879 


57247 


A 


27035 


98 


245 




26880 


57248 


A 


27036 


1 


351 




26881 


57249 


A 


27037 


3 


471 




26882 


57250 


A 


27038 


1 


440 


MKMRVGCMLTAESLSDGGNS 

HQRTLSLFEESKESQCEARGEV 

SKAGVWLVPLEPSSDALPKITS 

LVRPAVPWRPSSEAGLCEVRGG 

VLGKASKAPIKEPQLDRGMGL 

GAQRRGSSGTEVQSGETLGASG 

SPRGLLEPRPDWVSNNGAGSLG 

FQQLPIVDKIRTIAQAVCGAKDI 

ELCPEAQVKIDRYTQQYYSC*N 

PKLPAPLFETQSGLGSKSPLGLP 

LAPRVSPDCTSVP/GAP/SAAGP 

RAPCPDPAVAPLWGLCWPFPEL 


26883 


57251 


A 


27039 


1 


1113 


MHQEDLRAWYLDLGLPSHQN 

AQPTAWKCQRAPSPYTHQDMA 

LIPSPTARWLSPEKEPKQGEVG 

EKSLLPDPTLPLTDPRLTGSTEQ 

AHAEGLAALMSALRVSHLQGR 

GGVVTLVDSQLGVIAVSSTQFN 

KGPSYRLLADVQNRLLPKYDS 

QKEAELRSWIKGFTGLSIRPDFQ 

KGLKDGIILCTLVNKLQPGSVP 

KIN\ASV*NWH*LENLSNFLKA 

MVSYGM/NPVDLFEANNLFESG 

NNMQVRVSLLALAGKAKTKGL 

R SG VDIRX)K Y SEKQNFDDTTM 

KASQCVIRLQITNKCASQSGMT 

AYGTRRHLYDPKNRILPPMDNS 

TISLQMGTNKCASQVGMTAPG 

TQRHIYDTKLGIDKCENSSMSL 



3608 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26884 


57252 


A 


27040 


347 


1061 




26885 


57253 


A 


27041 


212 


386 


LQGSWVTSGLERICGSILGTIPL 
AHEVTDTQHGRMVYQVATAG 
F*SSLGAASIGTQGL 


26886 


57254 


A 


27042 


1 


1017 


MHSRRERARGLRGAHHPLVDN 

GPPQSLRAPPLLSPLKTAGAKSI 

WEPLASARRPETPERTPLQKTP 

EQVPTNFMGALHMKTSAPLSS 

RNGEGRRGGTSVASCPWVVGA 

VCSAERQPCTQRVREALMGGW 

RAGAQNNRAEDQVDEFTEVGF 

RRWVIKNYDELKEHVLTQCKE 

VKNLDKSIHPEISRLHEFITTTHT 

LPVIGGKVSLLSKCQDNAEQKQ 

SQGCSQEGHEVYDPRLNSSSSS 

SSSGGGQSPGLRRCSTSAAAAA 

ALEGAALKPMPVHAGLVGSGE 

GGGAGAVAGPCSRWGATTAA 

ASSAQPAQPVRGGSSGAQGHR 

GGRRRQAGK.GGPAG*TAAAAA 

AP\GRGAEPGAAALLMLGGGSG 

GAG\SAALKPMPVHAGLVGSG 

EGGGAGAVAGPCSRWGATTA 

AASSAQPAQPVRGGSSGAQGH 

RGGRRRQAGKGGPAGSS 


26887 


57255 


A 


27043 


644 


949 




26888 


57256 


A 


27044 


811 


1886 




26889 


57257 


A 


27045 


1 


410 


H AHSLNSIiLPTPLElHKV* IQI Y 
A*GCKR]SNNCWHCHQHLLSIS 
PDLRINEGKECGPSPWIGVEARy 
MGGELSSAVGLTSLLLYQQVPF 
HPHFQSPTFIPRESILLQHASCW 
RQHHLHTGIYSSYLPGWKQEFS 


26890 


57258 


A 


27047 


I 


2445 




26891 


57259 


A 


27048 


1 


457 




26892 


57260 


A 


27049 


1 


873 




26893 


57261 


A 


27050 


2549 


2728 


ATSRSSALITSSKYPGKF*LILI* 
RSTLETANSISARLNNPFLRKYP 
SYFSLFMGTTRI 


26894 


57262 


A 


27051 


277 


394 




26895 


57263 


A 


27052 


2 


1394 




26896 


57264 


A 


27053 


1 


1091 


















26898 


57266 


A 


27055 


2457 


2674 


ANHCYLLSELQHWSDCPVVLQ 
SAG*RH*DRN*DGNQY*SR/SLS 
* SR* STTK*RNTPCSQVSSLSRLS 
TRSAP 



3609 
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SEQ ID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26899 


57267 


A 


27056 


716 


1455 


LFPRLLSCLTTPPHCSFSICFVIC 

SRTLILKGNYTSGDNHTLR/DPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELNNDYTLKK.VMKPL1TSN 

TVTDEIERANVFKMNGKWYLF 

TDSRG SKMTIDG INSNDl YMLG 

YVSNSLTGPYKPLNKTGLVLQ 

MVLIPNDVTFTYSVHFAVPQAK 

GNNVGIHQATLTN\RGFFEIKiCA 

TFAPSFL 


26900 


57268 


A 


27057 


66 


197 




26901 


57269 


A 


27058 


379 


905 


AGNFVHITVRKMLWIRRDQQQ 
S/DKQDIQTAHRSYSVLKGYND 
MYYGWPCCKVNEISGQLASEP 
A*SLVLPAAG*QAPASGSPWLS 
GGPQQVEDAGAGYGFAPGQPP 
PPPRTQPRSACSRRAAGSQFHG 
RPLLPRQAAKARAPRSLGCGSL 
GRFSTGVRPDKCIFPPETENAA 


26902 


57270 


A 


27059 


1 


1608 




26903 


57271 


D 


27060 


1 


1974 




26904 


57272 


A 


2706 1 


2712 


3216 


KTGRGPTDKFG\ANDPILKDQT\ 
QEWS\GSAPFTS\DGKFRLFYTD 
YSGKHYGKQSLTTAQNVQQFI 
DEGNYTSGDNHTLRDPHYVED 
KGHKYLVFEANTGTENGYQGE 
ESLFNKAYYGGGTPFFRKESQK 
LQQSAKKRDAELANGALGIIEL 
NNDYTLKKVMKPLITSNT 


26905 


57273 


A 


27062 




3066 




26906 


57274 


A 


27063 


1 


972 




26907 


57275 


A 


27064 


14 


273 




26908 


57276 


A 


27065 


42 


302 




26909 


57277 


A 


27066 


1 


487 


MGLSLKGPESAPIPKTPQFNKIL 
FKPIAVYNRFTQFRLSETKEITN 
PYAMRLYESLCQYQRYQLPQS 
YQR\SLTSAAASCRSVLMRSTA 
ELQCASHTLRKRKAARRLISLS 
EMPRKQGDYRTRIWKFEDGLS 
NVLVIQLNKLIICVMCLVRDCD 
VLKTYFHR 


26910 


57278 


B 


27067 


1 


1035 




26911 


57279 


A 


27068 


132 


230 


CHYFACMWSGCEVYS*SAPG** 
C*EDLSGMVR 
















26913 


57281 


A 


27070 


855 


980 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKPIAE 


26914 


57282 


B 


27071 


85 


863 




26915 


57283 


A 


27072 


345 


500 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptidc 
sequence 


Met 
hod 


SEQ ID NO: 

in t'SSN 
09/540,217 


Nucleotide 
location of first 

ondon for peptide 
sequence 


Nucleotide location oflast 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26916 


57284 


B 


27073 


1 


1116 




26917 


57285 


A 


27074 


1 


1173 




26918 


57286 


A 


27075 


1 


999 




26919 


57287 


A 


27076 


771 


908 




26920 


57288 


A 


27077 


104 


547 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTLILKGSSLMYVFCLPNTAIV 
MALSPRGWRSKFGMPVDSKGP 
PWLFKFLKNGLNFLLHSVGTRD 
LSRLSTILSPLYNTVAPGAN*CR 
ELK L VLD ADD VLSTEVK R VITS 
SASNITPAFFCS 


26921 


57289 


A 


27078 


34 


1353 




26922 


57290 


A 


27079 


213 


338 


lscsgwrag**adgciiqig*rl 
spnkcl*twsalck:piae 


26923 


57291 


A 


27080 


1 


1246 


mvkvgtsyvpinvsfspkvgpg 

lpginrdtriylfcevifrhrkd 

resadlgsdgqngprpwigea 

vaaaaadgvtfsvpvtphtfr 

hsyamhmlyagiplkvlqslm 

ghksisstevytkvfaldvaar 

hrnrftqfrlsetkeitnpyam 

rlyeslcqyrkpdgscivslkid 

wiieryqlpqsyqlyyfelaipv 

gyfypgsfstasrilllhprglr 

aitiavfgkqntyirlepfkrnv 

leqitkhieklqcggvvkqlsr 

rgnnqhisstydinradypg*a 

rdphlmlrlaietvahdydviv 

idsapnlgigtinvvcaadvliv 

ptpaelfdytsalqffdmlrdl 

lknvdlkgfepdvrilltkysn 

sngsqspwmeeqnsgcrgkts 

RVEVPHRDSQFKVIKLVTLRQL 

V 1 L I iJr V UrlyJrviJUA 


26924 


57292 


B 


27081 


1 


1041 




26925 


57293 


A 


27082 




1011 




26926 


57294 


A 


27083 


2 


1007 




26927 


57295 


A 


27084 




738 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


26928 


57296 


A 


27085 


1 


1439 


MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLKIDWIIERYQLPQSYQRV 

WTPGINCPEPCPQ V WTPGINCP 

GAWGIHGPHGSAENTGPLHPG 

QTSAQLETSLLPSLRSARELELA 

QLSPRRKQNRSLQNIGVTPSLR 

VPWPKASNVQQFIDEGNYTSG 

DNHTLRDPHYVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGllELNNDYTLK 

KVMKPLITSNTVTDEIERANVF 

KMNGKWYLFTDSRGSKMTIDV 

PQAKSNNVGITSYMTNRSFFED/ 

KKATFAPGFLWNIKAIKTS 


26929 


57297 


A 


27086 


345 


563 




26930 


57298 


A 


27087 




1 188 




26931 


57299 


B 


27088 




1186 




26932 


57300 


B 


27089 




1090 




26933 


57301 


A 


27090 


183 


410 




26934 


57302 


A 


27091 




1557 




26935 


57303 


A 


27092 


888 


1 165 


CTRERRI KARGPPAGKRWLLLS 
GSSGRKHHL*QDPRPGSQTAGD 
LPEPAR\PIIVIGEGSQMGLDECQ 
FQFRNGRWNCSALGERTVFGK 
ELKV 


26936 


57304 


B 


27093 




1027 




26937 


57305 


B 


27094 




1117 




26938 


57306 


B 


27095 




1377 




26939 


57307 


B 


27096 




1014 




26940 


57308 


A 


27097 


1040 


1285 




26941 


57309 












26942 


57310 


A 


27099 




1122 




26943 


57311 


A 


27100 




1137 




26944 


57312 


A 


27101 




1881 




26945 


57313 


B 


27102 




121 1 




26946 


57314 


A 


27103 


294 


506 


NRRPGSAATVWAAAAEPSERG 
NNPALENR*SSGFSWGFFSGYQ 
RCRESRATTAPGYGNSRTG*AT 
CWLYN 


26947 


57315 


B 


27104 


1 


1073 




26948 


57316 


A 


27105 


1 


1809 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26949 


57317 


A 


27106 


1688 


2187 


SYFIMVKVGTSYVPINVSFSPKV 

GPGLPGINRDTRJYLFCEVIFRH 

RYLFAISSWSGVTVA\RKDRES 

ADLGSDGQNGQDLDWGGG\AA 

AAADGVTFSVPVTPHTFRHSYA 

MHMLYAGIPLKVLQSLMGHKS 

INSTEVYTKVFALDVAARHRV 

QFAMPESDAVAMLSF 


26950 


57318 


A 


27107 


782 


1402 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTLl LKG SSLI K.LLF YKIPSMLV 
SSVLLLEVKSHIVGPGLPGINRD 
TRIYLFCEVIFRHRYLFAISSWS 
GVTVA\RJ<.DRESADLGSDGQN 
GQDLDWGGGVAAAAADGVTFS 
VPVTPHTFRHSYAMHMLYAGI 
PLKVLQSLMGHKSISSTEVYTK 
VFALDVAARHRVQFAMPESDA 
VAMLK.QLS 


26951 


57319 


A 


27108 


197 


421 


LAMPGAGFSSSLRMASIFSIHSV 
GTRDLSRVSTILSPLYNTVAPG 
AN*CRELKLVLDADDVLSTEVI 
RVITSSA 


26952 


57320 


B 


27109 


1 


934 





3613 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


26953 


57321 


A 


27110 




2047 


MKLMETLNQCINAGHEMTKAl 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVl 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SM YHG WVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLA LHRIETELMGKFDEG KL 

PTDPHLM LRL A 1 ET VAHD YD VI 

VIDSAPNLGIGTINVVCAADVLI 

V PTPAELFD YTS ALQFFDML RD 

LLKTVDLKG FEPD VRl LLTK YS 

NSNGSQSPWMEEQIRDAWGSM 

VLKNVVRETDEVGKGQIRMRT 

VFEQAIDQRSSTDTSLSTPA A P 

MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPAFGRRVSG V 1 El 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAENISRKIITRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGVIFEAEEVITLLTSVLKTSS 

ASRTSLSSRHQFAPGATVLYKG 

DKMALNLDRSRVPAYIIRSYIR 

AASEQIVLRVHHMRCEIPHRCV 


26954 


57322 


A 


27111 


1175 


1298 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKPIAE 


26955 


57323 


B 


27112 




1056 




26956 


57324 


A 


271 13 


1979 


2217 


WLSVRVDGGANSGCLGKHGSK 
KCCT*NG*SW*RSDPDENCF*T 
EQ* STLFN\GA WRNALSIWEPV 
CN/GNFRSSD* riLGD 


26957 


57325 


B 


27114 


320 


1633 




26958 


57326 


A 


27 11 5 


606 


705 




26959 


57327 


B 


271 16 


1 


4118 




26960 


57328 


A 


27117 


TT^T 



















ADGC1IQIG*RLSPNKCL*TWSA 
LCKPIAE 


26962 


57330 


B 


27119 


1 


2436 




26963 


57331 


A 


27120 


1 


2449 




26964 


57332 


B 


27121 


173 


4112 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26965 


57333 


A 


27122 


916 


1568 


HHSHEQQFQWPVGASGVDRW 
AGYLHQFRSLTQFQYGAEPDR 
KjE*CQ1F1FMQKTLSCLSILGKR 
TMSLMQ 


26966 


57334 


A 


27123 


1268 


1773 


SYFIMVKVGTSYVPINVSFSPKV 

GPGLPGINRDTRIYLFCEVIFRH 

RYLFAISSWSGVTVA\RKDRES 

ADLGSDGQNGQDLDWGGGVAA 

AAADGVTFSVPVTPHTFRHSYA 

MHMLYAGIPLKVLQSLMGHKS 

I SSTE V YTKVFALDVA ARHR VQ 

FAMPESDAVAMLKQLS 


26967 


57335 


A 


27124 


606 


852 


HQILFDRTPVSVDQSVEKKG*D 
HSVRPQ*AAPGHVHYLTIPEKS 
SQHYHPRTTSE*TSGRYESSGG 
LSFSQCMRGALEFCC 


26968 


57336 


A 


27125 


1 


2680 


MKLMETLNQClNAGHEMTKAl 

AIAQFNDDSPEARKITRRWRJG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGY riEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDAETSQGAL 

GTLANVVTSLANLSESLNNGDT 

SEIQPEDQSASEITRAFDTLAKA 

LNTTDSSSSPSLADGIDTSGGGS 

IHVISRDQSTPIffiVEGPLLSDTH 

VTFKSIREDRNGRSQKTVHTEG 

DMNMNIKKIVKQATVLTFTTA 

LLAGGATQAFAKENNQKAYKE 

TYGVSHITRHDMLQIPKQQQNE 

KYQVPQFDQSTIKNlESAKGLD 

VWDSWPLQNADGTVAEYNGY 

HVVFALAGSPKDADDTSIYMF 

YQKVGDNSIDSWKNAGRVFKD 

SDKFDANDPILKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYLVFEANTGTENGYQGEE 


26969 


57337 


A 


27126 


2014 


2138 


lscsgwrag**adgcnqig*rl 
spnk:cl*twsalcnptae 


26970 


57338 


B 


27127 


1 


7616 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
lucution ornrsi 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26971 


57339 


A 


27128 


240 


719 


HSKKLVTLSHGSVMAETAVIN 

HKKRKNSPRIVQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRKSDGT 

LPEHDGFCYIHVAQSAEITGLTS 

\GNPVRIYGRH*RVSRGRKVVL 

YRPEEDAGDEKGYESFPWVIKR 

AHRPSRGLFSGHIPPISHSLLYR 


26972 


57340 


A 


27129 


1505 


3812 




26973 


57341 


A 


27130 


471 


566 




26974 


57342 


A 


27131 


1 


229 




26975 


57343 


A 


27132 


121 


303 




26976 


57344 


A 


27133 


183 


524 


MSTPRPPFVPAFVGRRPSLLFVP 
AARLTDVRGRKVRACGLLSPR 
LRSPSSSSATRVARHSIGRPRVA 
RLSTVFVAVCVESPSRQRRWCL 
FALAATPRAPGTLA*SCLTDSFS 
A 


26977 


57345 


A 


27134 




1025 


MIFVLQIRVRGHDDSFLKNHLV 

FLVIYGTNGTFNQTLVTDNNGL 

APFTLETSGWNGTDVSLEGKFQ 

MEDLVYNPEQVPRYYQNAYLH 

LRPFYSTTRSFLGIHRLNGPLKC 

GQPQEVLVDYYIDPADASPDQE 

ISFSYYLIGKGSLVMEGQKHLN 

SKKKGLKASFSLSLTFTSRLAPD 

PSLVIYAIFPSGGVVADKIQFSV 

EMCFDNQGTDLTSTVRVTRSSA 

SVMVYGASEAIGQRQSSAAKP 

RRSQSDSLGPEFQGLWERLPGL 

RJNGELITAYPQVVVVRVPTPW 

VQSDSDITVLRHLEKMGCRLM 

NRPQAILNCVNKFWTFQELAG 

HGVPLPDTFSYGGHENFAKMID 

EAEVLEFPMVVKNTRGHRGMY 

ELLVSTMGCSNSGMVTTPIKWL 

SMISVQCLANGTFLSPSLTKCPK 

GIRASVPLSGGPRSLKARTFSAF 

SGPVRSDEQAEALPEAYEPIEV 

NEFGEIDLLAMVEDEIILALPVV 

PVHDSEHCEVSEADMVFGELPE 

EAQKPNPFAVLASLKRVRSMA 

VQQNKPTRSKRGMRRSHDALT 

A VTSLS VDKTSGEKHLRHH* SA 

DLAAAPRAPGTLAQGCLTDSFS 


26978 


57346 


A 


27135 


79 


306 


SGDLPWEINPLSSCSLLREKDPP 
MTSGPQTNQPKKHLINFKSGPH 
WKSDCSTHLAATPKAP\GTLAQ 
GSLTDSFSA 


26979 


57347 


A 


27136 


159 


254 




26980 


57348 


C 


27137 


63 


370 




26981 


57349 


c 


27138 


107 


408 
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SEQ II) 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in LISSN 
09/540,217 


Nucleotide 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIc nucleotide 
deletion, \=possihle nucleotide insertion) 


26982 


57350 


A 


27139 


210 






26983 


57351 


A 


27140 


395 


680 




26984 


57352 


A 


27141 


157 


485 




26985 


57353 


A 


27142 




507 




26986 


57354 


A 


27143 


1 


1041 




26987 


57355 


A 


27144 




671 


GASGAAAYGADMAKSKNHTT 
HNQSRKWHRNGIKKLPRSQRYE 
SLKGVDPKFLRNMRFAKKHNK 
KGLKKMQANNAKAMSARAEA 
IKALVKPKEVKPKIPKGVSRKL\ 
DRLAYIAHPKLGKRARARJAKG 
LRLCRPKAKAKDQTICAQAAAP 
PSVPAQAPKDKDTSNIFISNRKR 
GCDFTKKETNIPKVLTISMAPSL 
MSLYSVTRNQTTKPPSRHKNLT 
KGQLEPLY 


26988 


57356 


A 


27145 


6 


448 




26989 


57357 


^ 


27146 


9j0 


1307 




26990 


57358 


A 


27147 


1 


675 




26991 


57359 


A 


27148 


142 


456 




26992 


57360 


A 


27149 


3 


175 




26993 


57361 


C 


27150 


378 


434 




26994 


57362 


A 


27151 


1 


792 




26995 


57363 


A 


27152 


1 


578 


MVRCVRLVEAGSVVRYLSTSIC 
RPVVDAGSRALCLQEWADSQQ 
VKEKQYSSRDVQRAAALNIYRI 
PPSSRICPALCPTPRDRLEYDEDR 
LEH I A Y VRARELHTLE VTG LET 
VAQSKAHVASLEGLIPEDKVVL 
LAGSPLQNEATLGQCGVEALTT 
LEVVGRRLGASL/HTSASKHTM 
VRALTYCSSREETFTAI 


26996 


57364 


A 


27153 


1239 


1905 


SAAAAPATGVPACRAGAWVSA 
APPAEGRPARARRHPGRCLEAA 
GPRGQRGAAHGH*ARAGSPQP 
GAPPCHPLGIPARQPLGLPRRTR 
CFGGIAQRGRAARHCLLSRPSA 
KAKRNSSYREPGMGGWRSPQA 
LGEYGKGSQAGSARLSGAASQ 
GRRA RHLRGKAPA WNPAPPPSP 
PPPALGLPLRTQREATRKPRRE 
EARRPRPRPLRPGGANGSPGPP 
RAARA 


26997 


57365 


A 


27154 


1 


1275 




26998 


57366 


A 


27155 


3 


92 


EAVDPHSECYSS*RWCVRSFFIL 
VGLWSH 
















27000 


57368 


A 


27157 


98 


293 


GQTFATASISLLRYATGCGVFP 
RV*IRSPRAIPALSGDWPAPFSV 
LSEPPRFVCLRAMTKAAAFL 


27001 


57369 


A 


27158 


3 


211 
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SEQ ID 


SEQ il> NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 




NO: 


of peptide 


hoc! 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27002 


57370 


A 


27159 




519 


GQLI/LKDTFITQSAADIRRKFQ 














KQALGPEHNLEALLNLAILVFY 














NRDQEEQAQKEKRDQRKAAPL 














IMALRQTLVVQRGQKMEQANH 














LIPGYSEIARPLYTLIKEIQRANT 














HQVEWEPEAETAFK.PLKQALV 














QAPALSLPTGQNFSLYITERAGl 














ALGVLTQTHGTTPQLVAYL 


27003 


57371 


A 


27160 


72 


381 


DSHTRSGTTRWGIRCRSGSSPSR 














RARWGRWGGLAAVALRRPAP 














AAGGTAPRGCLPAA*GSPPAPP 














SGS*SGSSDRPARMPLVVGLSH 














EFE*GLAGVDGEVLPPSRCVAL 














LLLRVERLHVAVYLPREALHQL 














H PLALDLDLLl ARL VCH WLWG 














CPTSLSKDSKSYSCSLCDV 


27004 


57372 


A 


27161 


515 


747 


SHGNSGNFQGTRDT1SLS*AQLT 














TSTKDPWTDPPALWPRVFPSGG 














HYNCRAPSSP/TIQQEVARAVIT 














QFPTAAGVSCL 


27005 


57373 


A 


27162 




663 




27006 


57374 


A 


27163 




1980 




27007 


57375 


A 


27164 




672 




27008 


57376 


A 


27165 




691 




27009 


57377 


C 


27166 




1491 




27010 


57378 


A 


27167 


830 


2592 




27011 


57379 


A 


27168 




3744 




27012 


57380 


A 


27175 


2 


365 


QWDWAPWSRGWCSSGRLGPH 














RSPRSGGGSG\RRAAGPKPCPSP 














RSDAPAQPRGRSRRVLPLPQVQ 














AEPPEPWPVLPAAPKPLARPEA 














(jMAOruOKJv.1 I oLrKKKtiCuC 














CCPASSCFSSLSC 


27013 


57381 


B 


27176 




1392 




27014 


57382 


A 


27177 


79 


1241 




27015 


57383 


A 


27178 


3 


299 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

codon for peptide 


Nucleotide location of last 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27016 


57384 


A 


27179 


1 


812 


MPTVLACPAFDSRGSPICRFDPP 
ELTSGVRALEESPNAITLPVCGR 
DVKFTLEVLRGDSVEKTSRVW 
SGNERDQELLTEDALDDLIPSFL 
LTGQQTPAFGRRV SG V 1 El A DG 
SRRRKAAALTESDYRVLVGEL 
DDEQMAALSRLGNDYRPTSAY 
ERGQRYASRLQNEFAGNISALA 
DAENISRKIITRCINTAKLPKSV 
VALFSHPGELSARSGDALQKA F 
TDKEELLKQQASNLH EQKKAG 
KRSRRLHHTLLRVVAEIDKPDP 
RDEL AGLLQFAGGPLQTLFA W 
VSPVEAAEQQRLLLAPSSGSFIP 
EG*DHPVRPQ*AAPGHVHYLTI 
PERSSQHYHPGALQE 


27017 


57385 


A 


27180 


306 


701 




27018 


57386 


A 


27181 




396 




27019 


57387 


A 


27182 




1263 




27020 


57388 


A 


27183 




873 




27021 


57389 


A 


27184 


149 


421 




27022 


57390 


B 


27185 


23 


268 




27023 


57391 


A 


27186 


1 


363 




27024 


57392 


A 


27187 


2 


398 


TKFAARRPALAACAAISKIKAR 
DLRGKKKEEL\LKQ\LDDLKVE 
LSQLRVAKV/TQGGAASKLSKI 
RVVRKSIARVLTVINQTSGKKT 
FREILTRGKKYKPLGPCGP*GRT 
RA M RRRFKPSTEG EP* RTQG S R 


27025 


57393 


A 


27188 


224 


547 




27026 


57394 


A 


27189 


1 


888 




27027 


57395 


A 


27190 


280 


1 170 




27028 


57396 




27191 




191 




27029 


57397 


A 


27192 


438 


1240 




27030 


57398 


A 


27193 


168 


378 




27031 


57399 


A 


27194 


1 


1362 




27032 


57400 


A 


27195 


2 


918 




27033 


57401 


A 


27196 


38 


397 


RRCRPTMPRP\WCTCRGYQGPR 
KAQGG*AQDPKGCQPQARSTC 
LHCPPQAWE/RVLVPVLPRGSG 
CAGQ/MAKAKAKAKDQTKAQ 
AAAPASVPAQAPKRTQAPTKA 
SE*ISLPT*GQKDWCDP 


27034 


57402 


A 


27197 


1 


1206 




27035 


57403 


A 


27198 


734 


913 




27036 


57404 


A 


27199 


3 


778 


















27038 


57406 


A 


27201 


1 


2700 




27039 


57407 


A 


27202 


1 


747 




27040 


57408 


A 


27203 


164 


409 




27041 


57409 


A 


27204 


152 


380 
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SF.Q ID 
NO: 


SEQIDNO: 
of peptide 

sequence 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540.2)7 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnknG>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27042 


57410 


A 


27205 


230 


2579 




27043 


57411 


A 


27206 


1 


2433 




27044 


57412 


A 


27207 


1 


528 


NHQIRNDFTISPGVKADSRTSPI 
PQQPASSFDITEAAVSFAKDSLA 
GGVAAAISKMAVAPIERVK/RV 
PKEHGVLSWCGNLASVIRYFP\ 
TQALNFTFKDKYKQIFLDGVDK 
RSQFWRYFAGNLASGGATGAT 
SLCFVYPLDFAHTRVAADVGK 
AGAERELRGFGDCLVKIYKSDG 
IK 


27045 


57413 


A 


27208 


1 


292 


MTSKDKTSRGTI RQQHSRFKKl 
RCSAATTAGTQANRVWSGPLA 
NSNRPAAEAGVSTAAAPDGPPP 
PSVPTVDSDSLESAQFK.CDNLK 
TCHTSHGSVMAETAVINHKKR 
KNSPRIVQSNDLTEAAYSLSRD 
QKRMLYLFVDQIRKSDGTLQE 
HDGICEIHVAKYAEIFGLTSAEA 
SKDIRQALKSFAGKEVVFYRPE 
EDAGDEKGYESFPWFIKRAHSP 
SRGLYSVH1NPYL1PFF1GL*PDK 
EGNEIWVDMY I VKPSGWTVRT 
FDKPRKRFIAFFIAGILFRAIKNH 
FLPRETLQCLPYILTGFRRGQSE 
YFSIFSNMDLADTVMFL 


27046 


57414 


A 


27209 


I 


1452 




27047 


57415 


B 


27210 


53 


844 




27048 


57416 


A 


2721 1 


281 


624 


ACSDVWSKFRLRWSPNPRCQE 
RPSAEKMSPHPPSAARHQASWS 
ARRLTQWPRPCHTQ*GQSEEH 
GHRSGLMPAG\THQLPDEHA1T 

PHLQSTAPIIPEPKTLSHKDSSLQ 

GTGK 


27049 


I^iiZ — 1 




27212 




Hi 




27050 


57418 




27213 


265 


480 


T nXTI X A Cr»r;D PTVTDD+C*! T F c/ 
1 IL 1 AoUvJtvr 1 I Irr rLLLo/ 

CFC YG FFC YIFGC SCRAL A RAR 

A/^/^nn\/D A AUD A A f^DnCD A DC 

RIPPH 


27051" 


57419 


— 


272T4 


294 


620 




27052 


57420 


A 


27215 


1 


420 




27053 


57421 


A 


27216 


1 


342 




27054 


57422 


A 


27217 


175 


244 


DLLIEMGSFFVQCRTA1L*RKQN 


27055 


57423 


A 


27218 


11 


951 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27056 


57424 


A 


27219 


20 


1654 


ELRFPAACSQLQFSDGLHRVDQ 

PPSSMCVSAADLWLCVEAGKLL 

VVPMDGSHWFTMRSVVEKLIL 

RGHEVVVVMPEVSWQLGRSLN 

CTVKTYSTSYTLEDLDREFKAF 

AHAQWKAQVRSLFSLFLSSSNG 

FFNLFFSHCRSLFNDRKLVEYL 

KESSFDAVFLDPFDACALIVAK 

YFSLPSVVFARGIGCHYLEEGA 

QC P APLS Y VPRILLGFSDAMTF 

KERVRNHIMHLEEHLFCQYFSK 

NALEIASEILQTPVTAYDLYSHT 

SIWLLRTDFVLDYPKPVMPNMI 

FIGGINCHQGKPLPMEFEAYINA 

SGEHGIVVFSLGSMVSEIPEKKA 

MAIADALGKIPQTVLWRYTGT 

RPSNLANNTILVKWLPQNDLLG 

HPMTRAFITHAGSHGVYESICN 

GVPMVMMPLFGDQMDNAKR 

METKGAGVTLNVLEMTSEDLE 

NALKAVINDKSYKENIMRLSSL 

HKDRPVEPLDLAVFWVEFVMR 

HKGAPHLRPAAHDLTWYQYHS 

LDVIGFLLAVVLTVAFITFKCCA 

YGYRKCLGKKGRVKKAHKSK 


27057 


57425 


A 


27220 




2022 




27058 


57426 


A 


27221 


124 


205 




27059 


57427 


A 


27222 


248 


443 




27060 


57428 


A 


27223 


263 


415 




27061 


57429 


C 


27224 


1 


717 




27062 


57430 


A 


27225 


349 


1 125 




27063 


57431 


A 


27226 


629 


796 




27064 


57432 


B 


27227 




388 




27065 


57433 


A 


27228 


2 


346 




27066 


57434 


A 


27229 


448 


555 




27067 


57435 


A 


27230 


2 


423 


CEPIKVYVVGNXGAVGKTCLLM 
SYTTNAFPGEYIPTVFDNYSAN 
VMVDGKPVNLGLWDTAGQED 
YDRLRPLSYPQTDVFLICFSLVS 

r AorcIN V/I^l^N.LI/\. VIv I i^ilt^d/\i^ 

TQRGLKTVFDEAIRAVLCPPPV 
KKRKRKCLLL 


27068 


57436 


A 


27231 


1 


1503 




27069 


57437 


A 


27232 


1 


635 
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SEQ ID NO: 




SEQ ID NO: 


Nucleotide 






NO: 


of peptide 


hod 


ill USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 








09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possibie nucleotide insertion) 










sequence 






27070 


57438 


A 


27233 


3 


! 107 


AVFLSFGWWPLPGIGFQSAEGE 














AAWTAAPAPSAPPPSKPRARPP 














RPEPAASYLSALPPPPRPSERPS 














MQAl KCVV VGDGAVG\KT\CLL 














I\SYTTQCHFLGEYIPTVFDN\YS 














A\NViVlVDGKTGEIWGLWDTAG 














QEDYD\RLRPL\SYPANRMCS*I 














CFS\LVSPA\SFENV/LVQKWYPE 














VR\HH\CPNTPI\1PVGT\KLDLRD 














D K.RH DSRNLKEKK LTVPITYP A 














GS*AMAK/ERLGAVKYLG/CAP 














AAHTSEGLKTVFDEAIRAWLCP 














PPVKERGRENCLPVVNVSAPSF 














LGSCPLGTFCRLCSKKMKKKKQ 














KKKNNGGAFALNANFLLQINFS 














IKPFFEPISNFKVLFVLNVRVQT 














H ILLKFSPKMTSLLKALFFK 


27071 


57439 


A 


27234 


3 


203 




27072 


57440 


A 


27235 




112 


LGNTWG*QPCKRLKIWLSLEFT 














K 1 N V IRHM WKKFKRL 


27073 


57441 


A 


27236 


1 


513 


QHWGRYLKRAFEQWQVPRFG 














HMPDPGPVKPLQPVEVETRGN 














D YK FLLFHFWDE WL YKFS ADE 














FFIPGKLCAIVF*KRL*RPGAVA 














YACNPSTLGSRGRWIT*GQEFE 














TSLTNKEVKVLS IDQRNFKLRSI 














GWGEEFSLSKHPQGTEVKAITY 














SAMQVYNEENPEVFVllDI 


27074 


57442 


B 


27237 


125 


302 




27075 


57443 


A 


27238 


93 


432 






57444 


A 


27239 


3 


279 




27077 


57445 


A 


27240 


263 


446 




27078 


57446 


A 


27241 


237 


369 




27079 


57447 


A 


27242 


389 


836 




27080 


57448 


A 


27243 


1422 


1580 




27081 


57449 


A 


27244 


103 


444 


RSLTCPGDMFPVVLVINIQLLLT 














YANFCSWLESLPRKWDFLFYCI 














V RLQIFQTFM LCFLLNTLPLRNF 














FYQ1P*IISLKFKVPQISKAEAKC 














HQSLCIGRVTFIPVPNKFFISI 


27082 


57450 


A 


27245 


3 


242 


MHRNAQHHVKTAKPWGLHPL 














KPQPK* YSG PF* PPLEQLRCKAT 














GP*GCTQQGGPGPGPQNNFSLL 














GLQACDGRDCHEGL 


27083 


57451 


A 


27246 


506 


664 




27084 


57452 


A 


27247 


1 


1515 




27085 


57453 


A 


27248 


269 


541 


RFPNLNS*LLYTRGLTPHESCQ 














GLGLAPSEAMAQTIPWPLLATA 














RLAVTGNQILMQISAAGLNFSS 














ENGAFfSlALSGCKFFKLLCSAS 


27086 


57454 


A 


27249 


1 


564 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 




NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /"possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion. \=possible nucleotide insertion) 










sequence 






27087 


57455 


A 


27250 


2 


235 




27088 


57456 


A 


27251 


3 


1393 




27089 


57457 




27252 


28 


271 




27090 


57458 


A 


27253 


12 


485 


RMAFCRASQADQDRf ICIYPAY 














LNNICKTIAEGRRIPISKAVENPT 














ATEIQDVCSAVGL\NV1LRKIKM 














YF*EWNRDVQYR\GRVRVQLK 














QEDGSLCLVQFPS/RLYTKPNF 














WFLGKSVMLYAAEMIPKLKTR 














TQKTGGADQVFQQGEGS*KGK 














GKQKEVT 


27091 


57459 


A 


27254 


1689 


2176 


APPGMGAASLCAFGLLVTFAT 














ASPRYAMVQPSFRLGTKLGQA 














EADEPFVSSGSVPPSFLSPLLPA 














A PG ARRG * LQRGDLGRQAPPPA 














PGCAPGLA*GRPPAPHL*RLCSR 














PTFFPPPANSSRLALADSPPPRQ 














LQGARP*PVPGRLLTSTGTPRPL 














PRPLGP 


27092 


57460 


A 


27255 


263 


439 




27093 


57461 


A 


27256 


1 


499 


MSELPKIIATKRIKHLGIQLTRD 














VKDLFKKNYKPLFNEIKDDTNK 














W KN I PC L WIG RINILKMA I LPKV 














lYRFNAlPIKLLMTFFTEMENTT 














FKFMWNQKR/CPHCQDNPKPK 














EQSWRHH AT* LQTI LQG YSNQN 














SMG/TWMKLETIILSKLSQGQK 














TKHRMFSLIGGN 


27094 


57462 


A 


27257 


1940 


2062 




27095 


57463 


A 


27258 


1232 


1432 




27096 


57464 


A 


27259 


168 


1 189 




27097 


57465 


A 


27260 


1 


1760 




27098 


57466 


A 


27261 


453 


543 




27099 


57467 


A 


27262 


873 


962 




27100 


57468 


A 


27263 


8 


41 1 


FSRCRCSGRAXCMASCLXCFHH 














CWWMASHHWPI*RTQV*CAC 














WEG RHLG\C APKCLSLLGFTRL 














1 A/^\n \\n DTI r^c\/TDiiJTrv\/CT'r\7 
LACVL WLrlLv^o VlrlHiy Vol 1 V 














RVLFAAAHDEARASEATFQESG 














GPYPLLSTPLILLKAVVVLMLD 














AHAS 


27101 


57469 




27264 




552 




27102 


57470 




27265 


828 






27103 


57471 


A 


27266 


428 


655 


DQKVPPLEMYFGIEVKSLKQLR 














SISA*SLFSSRALKEDSGLLKLK 














QPRSSGVIPRRFIVSWPWKMVR 














QPVLFSVG 


27104 


57472 


A 


27267 


1 


855 




27105 


57473 


A 


27268 


1 


1261 




27106 


57474 


A 


27269 


164 


260 





3623 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pos$ibic nucleotide 
deletion, \=possible nucleotide insertion) 


27107 


57475 


A 


27270 


147 


224 


RLTLPDHLGSLLDHHRNALGNS 


27108 


57476 


A 


27271 




837 




27109 


57477 


B 


27272 


184 


288 




27110 


57478 


A 


27273 




286 




27111 


57479 


A 


27274 




699 




27112 


57480 


A 


27275 




3660 


MTGICYTEDERSYKKNAQPTA 
ASKKQKETQKFCLRVDGQQKV 
KLSVLQEKSAQLTVQLKSQKFL 
GHPTAGRGRSELCLDLPDPPED 
PVALETRSVGTWVRERDLGMP 
DGEAALAAKVAVLETQLKKAL 
QELOAAQARQADPQPQAWPPP 
DSPVRVDTVRVVEGPREVEVV 
ASTAAGAPAQRAQSLEPYGTG 
LRALAMPGRPESPPVFRSQEVV 
ETMCPVPAAATSNVHMVKKISI 
TERSCDGAAEMKWEDQNIGD 


27113 


57481 


A 


27276 


1059 


1229 




27114 


57482 


A 


27277 


2 


4735 




27115 


57483 


A 


27278 


415 


825 


SCADFQDYWDQREYTYNRPHT 
ASRRIVLDFLLFPEW/PTFVAFW 
APLFNPSKRASLYRFSLCISSLSF 
GSHWGSVPGNWVLTYSWG/SL 
VISRCMFL*PLSCCLEHSPPFICV 
KEEHEQLVAISPSGVMGLDNSL 
EQIN 


27116 


57484 


A 


27279 


1 


1326 




27117 


57485 


A 


27280 


2976 


3068 


VWTALTNRLGQQVSICG*PGTE 
DSKGDWLL 


27118 


57486 


A 


27281 


78 


220 


APTSLHS*SYFKNCGHGRLRWV 
ITHIRLVISWATYLVQNNIIQTR 
LF 


27119 


57487 


A 


27282 


1 


1077 




27120 


57488 


A 


27283 


307 


922 


QVVPSSLSAISQSPAPCG/CSP*G 
PSPGAT 


27121 


57489 


A 


27284 




4560 




27122 


57490 


A 


27285 


87 


237 


LLFFQLGGDAFSFKFSSGVNFVR 
NSLICQAWGKRVFSALLCIILSE 
YTSPL 


27123 


57491 


A 


27286 


1 


246 




27124 


57492 


A 


27287 


46 


396 




27125 


57493 


A 


27288 


1 


552 




27126 


57494 


A 


27289 




418 


AEKCPCLGAFGFGWDHPRRPG 

SWGAWSEGSGSPPARIVKMSLR 

KQTP\SDFLKQIIGRPVVVKLNS 

GVDY\RGVLACL\DGY]vrNlALE 

QTEEYVNGQL\KNKYGDAFI\R 

GNNVLYI\STQKRPDVRTPKRA 

TLFIYGYIFL 


27127 


57495 


A 


27290 


202 


450 





3624 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


27128 


57496 


A 


27291 


304 


642 




27129 


57497 


A 


27292 


75 


393 




27130 


57498 


A 


27293 


1 


678 


VFGLGSVAHMLLNKTFGSYLG 

VNLGFGFGVTMGVHMAGRTS 

GAHMNAAVSLTNCALGRVPW 

RKFPVYVLGQFLGSFLAAATIY 

SLFYTAILHFSGGQLMVTGPVA 

TAGIFATYLPDHMTLWRGFLNE 

AWl.TGMLQLCLFAITDQENNP 

ALPGTEALVIGILVVIIGVSLGM 

NTGYAINPSRDLPPVRIFTFIAGW 

GK.QVFRWHHLPGLHWLHHPT 

GAPEIGGFCGV 


27131 


57499 


A 


27294 


2 


1694 




27132 


57500 


A 


27295 


1 


356 


GIFVTYLPDHMTLWRGFLNEA 
WLTGMLQLCLFAITDQENNPA 
LPGTEALVIGILVVIIGVSLGMN 
TGYAINPSRDLPP\RIFTFIAGWG 
KQVFRYFPCPGPIPLSFSVGPLC 
VEGWGVM 


27133 


57501 


A 


27296 


1 


544 




27134 


57502 


A 


27297 


320 


610 


LREYTINIHTAHPMEWASKKRA 
PRALKEIRKFAMKEMGTPDVRI 
DTRLNKAVWAKGIRNVPYRIR 
VRLSRKNRNEDEDSPNKLYTLV 
TYVPVYHFQK 


27135 


57503 


A 


27298 


1 


303 




27136 


57504 


A 


27299 


1 


1311 




27137 


57505 


A 


27300 


1 


3126 




27138 


57506 


A 


27301 


2 


779 


NRVLLAMVNPTVFFDIAVDGEP 
LGRVSFEVRGLDTKK*LLI*SIK 
LC*QIG\LFADKGPRGTA*FSLL* 
ATGEKGFGL*GVPCFHRIIPGFM 
\CQG\GDFTRH\NGT\GGKSHLW 
GRNLKDEMF1\LKHTGPG1LSHG 
KMLDPNTNGSQFFICTA\KT\EW 
LDGK\HVVFGKVKERHEILWEA 
MGALLGPRNGKTQQEESPIVPG 
GQLRIKFDLVFYSLTTK.IIPFCSF 
KESTPPPHLLASILESLCSRLQFP 
FGFHVFLVPCHA 


27139 


57507 


A 


27302 


143 


390 




27140 


57508 


A 


27303 


249 


1516 





3625 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


27141 


57509 


A 


27304 


2 


645 


NRVLLAMVNPTVFFDIAVDGEP 
LGRVSFEVRGLDTKK*LLI*SIK 

LC*QIG\LFADKGPRGTA*FSCL* 

SIEEKGFGL*GVPCFHR]IPGFM\ 

CQG\GDFTRH\NGT\GGKSHPM 

GKKFE\DENFI\LKHTG\PG\ILSH 

GKCLDPNTNGSQFFICTA\KTEV 

VGMAKHVVFWQK*KKGMKYC 

GRPWERFG\SR\NGKTQQRK1TI 

C*LVGQLRNKVLTWWF 


27142 


57510 


A 


27305 


72 


387 


VCLQHGPWSSLKHVQGWRDD 
CHGLSLGPRTHVQAGTLPKPTL 
WAEPGSVITQGSAWTLWCQGI 
LQTQEYRLYREKKTAPWITRIP 
QEIVKJCGHDPIPSITWEHTG 


27143 


5751 1 


A 


27306 


1 


322 




27144 


57512 


A 


27307 


1 


1 125 




27145 


57513 


A 


27308 


1 


1419 




27146 


57514 


A 


27309 


198 


1634 




27147 


57515 


A 


27310 


78 


216 




27148 


57516 


A 


27311 


1 


489 




27149 


57517 


A 


27312 


18 


463 


AEGVEPGSPRVVLLESEQFLTE 
LTRLFQKCRTSGSVYITLKKYD 
GRTICP1PKKGTVEGFEPA\DNKC 
LLRATDGKKK.1STVVSSKEVN* 
VFRWLISNLPLGANMDGLKKR 
DKKNKTKKTKAAAAAAAAGP 
AAAATAATTAATTAATAAQ 


27150 


57518 


A 


27313 


1 


1242 




27151 


57519 


A 


27314 


147 


965 


DPPSPVPAPPSSPRDGHFLVPDA 

TMAEEQPQVELFVKAGSDGAK 

IGNCPFSQRLFMVLWLKGVTFN 

VTTVDTKRRTETVQKLCPGGEL 

PFLLYGTEVHTDTNKIEEFLEA 

VLCPPRYPKLAALNPESNTAGL 

D1FAKFSAYIKNSNP\ALN\DNLE 

EGTPGKP*RFLDNYLTSPLPEEV 

DETASAEDERCLSDGTFLDGNEL 

TLADCNLLPK\LHIVQVVCKKY 

RGFHHPPRPFRGVAFGYLVSNAN 

YARENFRFPPVPDDEEIELAYE 

QVAKALK 


27152 


57520 


A 


27315 


1 


933 





3626 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
lac»tion of Tirst 
codon for peptide 


Nucleotide location of last 
codOD for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possibie nucleotide 
deletion, V=possible nucleotide insertion) 


27153 


57521 


A 


27316 


63 


641 


FAKMTDHKGERQEATRYMFSR 
PFKKTMGVVPCGHNN*RFYK\K 
GDIVD\IKGMGYCVQNGMP\HK 
CY\HG\KTGRSLTIVTPACLLPLL 
*TNQF*GKVFS\KR]NVRTEH1KH 
VSKSRDSFLKRVKENDQKKKEA 
QEEGTVW VQLKRQPAPPREA HF 
V\RTNGKEPEL\LEPIPYEFHGIN 
RCPKKKIKDLWATKKKKK 


27154 


57522 


A 


27317 




390 




27155 


57523 


A 


27318 


75 


394 


IWGDVEKGKK\IFIMECSQCHT 
VEKGGKHKTGPNLHGLFGRKT 
GQAPWDTPYTAANKNKGllWG 
EDTLMEYLENPKK\YIP\GTKMI 
FVAGIKKKEERADLIAYLKKSY 


27156 


57524 


A 


27319 


2 


529 


F.RQTRFIAGGVRRGPRPKLQRD 

KAAAAAVLGAVRKRPSVVPM 

AGQDPALSTSHPFYDVARHGIL 

QVAGDDRFGRRVVTFSCCRMP 

PSHELDHQR\LLEYLKY I LDQY 

VENDYTIVYFHYGL\NSRNKPS 

LGWLQSAYKEFDRKYKKNLKA 

LYVVHPTSFIKVLWNILKPLISH 

KFGKK 


27157 


57525 


A 


27320 


287 


445 




27158 


57526 


A 


27321 


2 


362 




27159 


57527 


A 


27322 


30 


365 


EEAETVLVGQLKQLSSCLAVH 
KYRPETKQEKKQRLLARAEKK 
AAGKGDVPTKRPPVLRAGVNT 
VTTLVENKKAQLV\CRKMGVP 
YCIIKGKARLGRLVHRKTCTTV 
AFTQVN 


27160 


57528 


A 


27323 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGQNQRLLARAEKKAAG 
KGDVPTKRPPVLRAGVNTVTT 

VFLPALCRKMGVPYCTIKGKAR 
LGRLVHRKTCTTVAFT 


27161 


57529 


C 


27324 


62 


217 




27162 


57530 


A 


27325 


1 


1545 





3627 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEO "> NO: 
of peptide 
sequence 


Met 
hod 


SEO 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27163 


57531 


A 


27326 


2 


801 


PKGKKAKGKKVAPAPAVVKK 
QEAKKVVNPLFEKRPKNFGIGQ 
DIQPKRDLTRFVKWPRYIRLQR 
QRAILYKRLKVPPAINQFTQAL 
DRQTATQLLKLAHKYRPETKQ 
EKKQRLLARAEKKAAGKGDVP 
TKRPPVLRAGVNTVTTLVENK 
KAQLVVIAHDVDPIELVVFLPA 
LVCRKMG V PYCIIKGKARLGRL 
VH RKTCTTVAFTQVNSEDKGA 
LAKLVEAIRTNYNDRYDEIRRH 
WGGN VLGPKSVARIAKLEKAK 
AKELATKLG 


27164 


57532 


A 


27327 


550 


827 


DVSWAGRSEDHRWIFLKEQRT 
GGPPK/ERSRSESRHQISCMCAA 
STWMERTAYGGSHRELLLQQL 
PQEHTRKTLPLQQTSAWTYRLF 

HTSCEI 


27165 


57533 


A 


27328 


908 


1331 


GDMRGRREGGFGLGRRTAMRC 
GCSPGIVREADNLVKLSRPSTV 
RVTRSSASVMVLTMPLAPATFL 
RVNCWAG/RGR/C*SQNETVSR 
TRCEEGR**KDYRVEEQRLRKN 
WDLARPGEEQLAPSPEKRDLPL 
RVKDQGRHPCVV 


27166 


57534 


A 


27329 


1 


1134 




27167 


57535 


A 


27330 


62 


310 




27168 


57536 


A 


27331 


243 


578 




27169 


57537 


A 


27332 


324 


995 


NLVPRPGTWIRGLPLGDHSPVL 
LLFAP*ERSTYDLRSSDRPAQET 
SHQFQIRERQRRHVLSVDPKLR 
RRSRTGKAAFPWCLIIAGTPL*L 
YTHVSRVSDHAGMPALVLHP* 
R/LSPTFLGKGQHALKGLKPVIT 
RLLQHGLLKPINSPFPSPILPVLK 
PDKAYKLVQNLRLINQIVLPIHP 
VVPNPYTLLSSIPPSTTHYSVLD 
LKHAFFTIPLHPSSQPLFAFT 


27170 


57538 


A 


27333 


1 


1860 




27171 


57539 


A 


27334 




957 




27172 


57540 


A 


27335 


97 


826 




27173 


57541 


A 


27336 


245 


392 




27174 


57542 


A 


27337 


736 


1300 




27175 


57543 


A 


27338 


590 


891 




27176 


57544 


A 


27339 


1256 


1654 


VQPVRLVSGMQHPGSGWRRL 

WGQHSTSLTSKEHLHISKRGNI 

DNLVQRNMP\SNEKPKCPELPP 

FPSCLSTVHFIIFVVVQTVLFIGY 

IMYRSQQEAAAKKILLTTIFLCT 

SSICVQNDVVLREFKYLNCFIV 


27177 


57545 


A 


27340 


295 


852 





3628 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in (JSSN 
09/540,217 


location of first 
sequence 


Nucleotide location oflast 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possiblc nucleotide 


27178 


57546 


A 


27341 


3 


446 


ILAWFGSIAEAPSAAWLCGSSQ 
GRYCSSFNRVVRQNSSDAKVV 
NVPKTR1TFCKK\CGKHQPHKV 
TQYKKGKDSLYAQGRRRYDRK 
QSGYGGQTKPIFRKKAKTTKKI 
VLRLECVEPNCRSKRMLAIKRC 
KHFELGGDKKRKGQVIQF 


27179 


57547 


A 


27342 


1 


565 




27180 


57548 


A 


27343 


1 


1050 




27181 


57549 


B 


27344 


1 


2109 




27182 


57550 


A 


27345 


2916 


3229 




27183 


57551 


A 


27346 


3 


671 


agilaaireanmgaykyiqel 
w/rk:icpsdvhafflrv\rcgqt 
rsffvftgvprptrpdkarrlg 

YKAKQGYVIYRIRVRRGGRKRP 

vpkgatygkpvhhgv\npa*k:f 
askalqvplpegteagr\hcgg 
s*esensywvgeds\tykffevi 

L 1 dp A' SH KA 1 RRN PDTQ\ WIT\K 
PVHKHREMRGLTSAGRKSRGL 
GKGHKFHHTIGGSRRAAWRRR 
NTLQLHRYR 


27184 


57552 


A 


27347 


1 


1646 




27185 


57553 


A 


27348 


2 


2600 




27186 


57554 


A 


27349 




2403 




27187 


57555 












27188 


57556 


A 


27351 




570 




27189 


57557 


B 


27352 




837 




27190 


57558 


B 


27353 




1434 




27191 


57559 


A 


27354 




2379 




27192 


57560 


A 


27355 


3 


952 


IDWAPKSDRIVTCGADRNAYV 
WSQKDGVWKPTLVILRINRAA 

tfvkwsplenkfavgsgarlis 
vcyfesendwwvskhikkpirs 

TVLSLDWHPNNVLLAAGSCDF 
KCRVFSAYIKEVDEKPASTPWG 
SKMPFGQLMSEFGGSGTGGWV 
HGVSFSASGSRLAWVSHDSTVS 
VA\DASKS\VQVSTLKTEFLPLL 
SVSFVSENSWAAGHDCCPMLF 
NYDDRGCLTFVSKLDIPKQSIQ 
RNIVISA/LWERFR\NMDKRATTE 
drntaletlhqnsitqvsiyev 
D\KQDCRKFCTTGI\DGAMTIW 
dfktfnessiqglrim 


27193 


57561 


^ 


27356 




134 


















27195 


57563 


A 


27358 


1 


623 




27196 


57564 


A 


27359 


425 


667 




27197 


57565 


A 


27360 


121 


401 




27198 


57566 


A 


27361 


1 


1818 





3629 
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PCT/USOl/08631 



NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location ofllrst 
codon for peptide 
sequence 


Nucleotide location of las) 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LInlvnown, 
*=Stop codon, /=po$$ible nucleotide 
deletion, V=possible nucleotide insertion) 


27199 


57567 


A 


27362 


552 


2325 




27200 


57568 


A 


27363 


693 


1270 




27201 


57569 


A 


27364 


18 


146 




27202 


57570 


A 


27365 


270 


683 




27203 


57571 


A 


27366 


1 


1398 




27204 


57572 


B 


27367 


1 


1152 




27205 


57573 


A 


27368 


40 


538 


SPSPKDSPGVRVGISCYIGGPCQ 
QRLLSPVRASKMTKKRRNNGR 
A\KKGPRHVRGPSPLKFLPPSSC 
HLTVPRCRAQGTRPIKKFWISK 
P*VEAAAV\RD1SEASVFDAYL\ 
LPKLYVKLHYCVSCAIHKQK*S 
GN RS\REA\RKTRTPPPRFR\PGG 
♦LPHGPPTKSP 


27206 


57574 


A 


27369 


204 


401 




27207 


57575 


A 


27370 




980 




27208 


57576 


A 


27371 


2124 


2836 




27209 


57577 


A 


27372 


139 


8892 




27210 


57578 


A 


27373 




2592 


MAGLGASLHVWGWLMLGSCL 

LARAQVRASAPRHLFSRSLRRG 

LSFSDTEARCARELIHVHTSTN 

APARTEAYPAGSAEPPRRPRAG 

REHSFFSQRYVPLPPLGGALGS 

GPAKLPPPRAPCPVRFCADLET 

LCGALDCYKVRGGAAPARPAP 

RPAGGIQVSSLSGFGTESLPGGN 

PFPHRDHRESGTMDSPSLTVAT 

PLSLTPPIPRELACGDWRRVGG 

GAGGGGLRRRGLGGDKAGKR 

KSSDLPCGPGFLQSLLQKRRHW 

ESGLGLPGCGCESELVSGCGAP 

TLRQHIIPAEGRNGVKEKSADL 

GCGGSQGLRAKKGTNPGIENG 

KRKGKEGMLDAWICRRSAFGP 

GREKLGGEEVGCNDKGKIRFIE 

VKMSKKISGGSVVEMQGDEMT 

RIIWELIKEKLIFPYVELDLHSY 

DLGIENRD/ATNDQVTKDAA E A 

DKKHNV\GVKCATITPDEKRVE 

EFKLKQMWKSPNGTIRNILGGT 

VFREAIICKNIPRLVSGWVKPIII 

GRHAYGDQGFGSNMQNAIMK 

KLKWLHLARVGKFSDANAKFY 

CRLYYAGEFHKMREVILDSSEE 

DFIRSLSHSSPWQARGGKSGAA 

LDFAPHYFNYITNAVQQKRPTA 
LAKILGVYRIGYKNSQNNTEKK 
LDLLVMENLFYGRKMAQVFDL 
KGSLRNRNVKTDTGKESCDVV 


27211 


57579 


A 


27374 


2 


2138 





3630 
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PCT/USOl/08631 





SEQ ID NO: 


Met 


SEQ ID NO: 




Nucleotide location of last 




NO: 


of peptide 


hoJ 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


27212 


57580 


A 


27375 


1 


2355 




27213 


57581 


A 


27376 


249 


1544 


EIYSLSRFIEVKMSKKISGGSVV 














EMQGDEMTRIIWELIKEKLIFPY 














VELDLHSYDLGIENRDATNDQ 














VTKDAAEAIKKHNVGVKCATI 














TPDEKRVEEFKLKQMWKSPNG 














TIRNILGGTVFREAIICKNIPRLV 














SGWVKPIIIGRHAYGDQYRATD 














FVVPGPGKVEITYTPSDGTQKV 














TYLWHNFEEGGGVAMGMYNQ 














DKSIEDFAHSSFQMALSKGWPL 














YLSTKNTl LKKYDGRFKDIFQE 














MVYDKQYKSQFEAQKIWYEHR 














L\ID\DMVAQAMKSEGGFIWAC 














KNYDGDVQSDSVAQGYGSLG 














MMTSVLV\CPDGKTVEA\EAAH 














GTVTRHYRMYQ\KGQGDVHPIP 














LASIFAWGPEGLXAHRAKLDNTM 














KELAFFANALEESFYETHEVAGF 














MTKDLAACIKGLPNVQRSDYL 














NTFEFVMDKLGENLKIKLAQAK 


27214 


57582 


A 


27377 


1 


692 




27215 


57583 


A 


27378 


251 


2150 




27216 


57584 


C 


27379 


93 


293 




27217 


57585 


A 


27380 


308 


534 




27218 


57586 


A 


27381 


2 


856 




27219 


57587 


A 


27382 


3 


327 


AQELHTFEVTGQETVAQIKAHV 














ASLEGIAPEDQVVLLAGAPLED 














EATLGQCGVEALTTLEVAGRM 














LGGVAKQEKKKKKTGRAKRRM 














QYNRRFVNVVPTFGKKKGPNA 


27220 


57588 


A 


27383 


150 


456 




27221 


57589 


A 


27384 


651 


835 




27222 


57590 


B 


27385 


1 


2193 




27223 


57591 


B 


27386 


109 


714 




27224 


57592 


A 


27387 


150 


458 




27225 


57593 


A 


27388 


1 


2055 




27226 


57594 


A 


27389 




804 




27227 


57595 


A 


27390 


645 


1828 




27228 


57596 


A 


27391 


899 


1216 




27229 


57597 


A 


27392 


79 


156 




27230 


57598 


A 


27393 


1796 


2215 




27231 


57599 


A 


27394 


107 


724 




27232 


57600 


A 


27395 


854 


926 


PLEIPHEPPPGRG*HAPQLPRGQ 


27233 


57601 


A 


27396 


2 


413 




27234 


57602 


A 


27397 


54 


442 


FAKMTNTNLNRRGTRYMFSRP 














FRKHGVVPLATYMRIYKKGD] 














VHIKGMGTVQKGMPHKCYHG 














KTGRVYNVTQHAVGIVVNKQG 














KGKlLAKRlNVRiEHITHSKSRH 














SFLKRAKENDPEYE\EALENGT 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ JD NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
corion for peptide 
sequence 


Nucleotide location of last 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 

*=Stop codon, /=possible nucleotide 
deletion. \=possible nucleotide insertion) 


27235 


57603 


A 


27398 


1 


490 




27236 


57604 


A 


27399 


150 


536 


NCKISFLHFCYIFVKALKRISAL 
SRGKILAKRINVRIEHIKHSKSR 

DSFLKRVKENDQKKKEAKEKG 
TWVQLKR/QGKNLVYISLVLRA 
L*G*DLTHHIIILFPFFFL**PAPP 
REAHFVRTNGKEPELL 


27237 


57605 


A 


27400 


336 


928 




27238 


57606 


A 


27401 


13 


724 


INPPPPPFRPEPPSSSKFAKNDGP 

QRGKRRGTPIIMFS/RGPFKKTM 

GVVPLAHIFMRMYKQRCDFVDl 

QGEWGTLFQKGNCPHKVVTHG 

QNLEGVLPMVTPAMLVGHLL* 

NKQV*GQRFLPKRNLMWR]*A 

HLRHF*GARD/RASLKTCGREN 

GSRKKERKPKGGKVTWGFQLK 

RRHLGFPPQEEATFLLKEPIGGR 

EP*ACLEPYFPYWISWGINRVF 

KKKIKGPSGLQKKKKKKVD 


27239 


57607 


A 


27402 


1 


759 




27240 


57608 


B 


27403 


1 


372 




27241 


57609 


A 


27404 


1746 


2966 


DMKNGAKEGESYLLLQCLPPSP 

LPSPPPSPSPPPPPPPPPSPSSPSPP 

PSPPPPPSPSPPPSPSPSPPPPTSPP 

SPSSPSPSPPPSPPSPSPLSPTPPPP 

PSPSLPPLPSPSLPPPPSPSPSPPPP 

PSPPPSPPPSPSPPPSPSPSPPPPPS 

PPPSPPPSPSPSLPPSPSPPPSPSPP 

PSPSPLPSPSPSLSPSLPPSPSPSPP 

HHHHHHHHHHHHHHHHHHHH 

HHHHHHHHHHHHHHHHHHHH 

HHHHHHHHHHHHHHHYHHHC 

HHHHHHHHHCHHHHHHCHHH 

HHRHCHHHRHHHHRQHHHHH 

HHHHHHQHHHPQTLH*PSESQ 

HIVGAQ*MLHCHSLCVYIQGSH 

SVRKFLVLKQKLSMGMVLPPG 

GDLEHCGACLDCDQDWRCAM 

PSHKYPPKHAHCCEGCLC 














It— c.OivIv^lr'iin.r^L'lNt^aoL. 1 vivoiN 
GGNHSHSTTTFKYNG SN WIPR 
WQGPSGSTQPSKARRPVAFSQG 
NCAMEKGN*SDILGTTEHWL*A 
DIDSRGPKMSLQSSS 
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SEQ ID 
NO: 


SEQ ID NO. 
of peptide 
sequence 


Met 
huJ 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27243 


57611 


A 


27406 


142 


1285 


SRMSKAFGLLRQICQSILAESSQ 

SPADLEEKKEEDSN\MKR£QPR 

E RPRA WD\ YPHGL VG\LHNI WT 

DLACLNSLIQVFVMNVDFTRIL 

KR1TVPRGADEQRRSVPF\QML 

LLLEKMQDSRQKAVRPLELAY 

CLQKCNVPLFVQHDAAQLYLK 

LWNLIKDQITDVHLVERLQALY 

TIRVKDSLICVDCAMESSRNSS 

MLTLPLSLFDVDSKPLKTUEDG 

LHCFFQPRELSSKSKCFCENCG 

KKTRGKQVLKLTHLPQTLTIHL 

MRFSIRNSQTEKDLATPLYFPQS 

LDFKPRSFQLKRESC\DA\EEQS 

GGQYELFAVIAHVGMADSGHY 

\CVY1RNAVDGKW\FCFNDSNIC 

LVSWEDIQCTYGNPNYHWQET 

AYLLVYMKVMEC 


27244 


57612 


A 


27407 


1 


1077 




27245 


57613 


A 


27408 




242 




27246 


57614 


A 


27409 


213 


928 


EGPARQRLLSPVRASKMTKKR 

RNNGRAQKRAAAHVRGPSPLK/ 

CFPSGPLPPNCAR\CVPQGTRPI 

KKF\VIR\NIVGGRSRQGHISEAS 

RLRMPISLPKLWVKLHWCWSC 

A1HKQK*FR\NRS\RESPAKTRTP 

PPRF*DLAGGCPTVPPPKAHDL 

G PE YCRHQTCVN WVCCRQATI 

LGKELCGQIRKLPSQQMSPGWL 

PSGYSCWLYKYKTEATTALQS 

RGEVYHPLQALWSRPPGRDPL 


27247 


57615 


A 


27410 


I 


267 




27248 


57616 


A 


27411 


257 


322 




27249 


57617 


A 


27412 


2 


176 




27250 


57618 


A 


27413 


218 


923 




27251 


57619 


A 


27414 


2 


429 


TKFAARRPALAACAAISKIKAR 
DLRGKKKEELLKQ\LDDLK\VE 
LSQLRVA*VTGGAASKLSKIRV 
VRKSIARVLTDINQTSGKKTFR 
EILTRGKKYKPLGPCGP*GRTR 
AMRRRLNKHEENLKTKKQQRK 
ERLYPLRKYAVKA 




57620 


A 


27415 


1 


1146 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27253 


57621 


A 


27416 


2 


670 


lAGEITRRGSRARPRPGPQCPPG 

PPGTAMIKAILIFNNHGKPRLSK 

FYQPYSEDTQQQIIRETFHLVSK 

RDENVCNFLEGGLLIGGSDNKV 

LIYRHYATLYFVFCVDSSESEL 

GILDLIQVFVETLDKCFENVCEL 

DLIFHVDKVHNILAEMVMGGM 

VLETNMNEIVTQIDAQNKLEKS 

EAGLAGAPA\RAVSAVKNMNL 

P\E1PRN1N]G\D1S1K\VPNLPSFK 


27254 


57622 


A 


27417 


5 


379 




27255 


57623 


A 


27418 


536 


675 


LEWSSAKFPTAVGVSLLLSSVC 
RSQ*FLMDAMSRMDLVRYTSA 
RVS 


27256 


57624 


A 


27419 


2 


1220 




27257 


57625 


A 


27420 


435 


552 




27258 


57626 


A 


27421 


5 


379 




27259 


57627 


A 


27422 


1 


1062 




27260 


57628 


A 


27423 


17 


467 




27261 


57629 


A 


27424 


105 


355 




27262 


57630 


A 


27425 


283 


466 


APRSARPIVHGVKATRPKPRNL 
LDKDMFSKSDPLCVMYTQGME 
NKQWR\EFGRTEVIDNTLN 


27263 


57631 


C 


27426 


167 


379 




27264 


57632 


A 


27427 


164 


1185 




27265 


57633 


A 


27428 


1 


873 




27266 


57634 


B 


27429 


20 


523 




27267 


57635 


A 


27430 


3 


1225 




27268 


57636 


A 


27431 


1 


884 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D* KNSCLPLIVQQCLLFLRILPNL 
FADKVPKTAENFRALSTGEKGF 
GL*GVPCFHRIIPGFM\CQG\GDF 
TARH\NGTGGKSIYGEK\FEDENF 
I\LKHTGPGILS\MANAGP\NTNG 
SQFFICTAKT\EWLDGKP\VVFG 
KVKE\GMNIVEAMERF\GS\RNG 
KTVSKXITIADCGQLRIKFDLVF 
YSLTTKIIPSGSPRESTPPTHLLA 
SILESLCSRLQFPFGFHVFLVPS 


27269 


57637 


A 


27432 


27 


410 


LQDEATGCQKLIEVDDERKLRT 

r YiiiVKiYLA. Ill V AAlJALOcr/ Wiv 

GYVVRISGGNDKQGFPMKQGV 
LTHGRVRLLLSKGHSCYRPRRT 
GERKRKSV\RGCIVDANL\SVLN 
LVIVKKGEKDIPGLTDTTVPR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27270 


57638 


A 


27433 


93 


866 


TVSFPATGC\QKLIEV\DDERKL 

RTFYEKRMATEVA\ADA\LGEE 

WKGYVVRISGGNDKQGFPMK 

QGVLTHG\RVRLLL\SKGHSCY 

RPRRT\GERK\RKSSSVGC1\VDS 

KS WSVLQLGLLLKKKKK* RRIF 

PG\LTDTTVPRRLGPQK/RASR1R 

K.LFNLSK\EDDVRQYVVRKPLN 

KEGKKPRTKAPKIQRLVTPRVL 

QHKRRRIA LKKQRTKKNKEEA 

AEYAKLL\AKRMKEAKEKRQE 

QIAKRRRLSSD.RASTSKSESSQ 


27271 


57639 


A 


27434 


2 


401 




27272 


57640 


A 


27435 


1373 


1838 




27273 


57641 


A 


27436 


1 


257 


MNRQLSDSYTEDTKEPSDVTTS 
ERTRSPPG S AKTTM 1 DTLKKLQ 
DV\QKLRTPK1PQSQQQICWNN 
MSRLRDQS*RSSKKRQRLWK 


27274 


57642 


A 


27437 


247 


831 




27275 


57643 


A 


27438 


1 


993 




27276 


57644 


A 


27439 


267 


281 


CNCPNIFEARWVNLKSLSKIHE* 
RPFQP 


27277 


57645 


A 


27440 


274 


482 




27278 


57646 


A 


27441 


1 


219 




27279 


57647 


A 


27442 


I 


681 




27280 


57648 


A 


27443 


1 1 


1094 




27281 


57649 


A 


27444 


51 


65 


NNTFLKYC*IDFND*DCGGEDIS 
PN*LGLPIPLSMVLCEIIHF 


27282 


57650 


A 


27445 


1 


1563 




27283 


57651 


A 


27446 




318 




27284 


57652 


A 


27447 


1 


294 




27285 


57653 


A 


2744S 


7 


259 




27286 


57654 


A 


27449 


29 


191 




27287 


57655 


A 


27450 


2 


519 


KSQDYKSLNATCAGGTSFSGC 
ARRLLLSTCSSGWRSGGLSLRG 
GKMELEAVMSRYTQPSEPQLSS 
PHLT V VLL A IGMFFT\ A WFF VY 
EVTSTKY\TRDIYKEAPHPP*VA 
LTPSMGFGVLF\LLL\WVGIYRV 
SHPRVTTQNGFHWKPAFCK.INF 
FFYLFAWEVFPPAAHNKVQML 


27288 


57656 


A 


27451 


144 


386 


VCECKMPKVQPNFTHWSRS*N 
DDLNRSSLWQA*PQAASVEIIIL 
RS 


27289 


57657 


A 


27452 


462 


672 




27290 


57658 


A 


27453 


1 


475 


















27292 


57660 


A 


27455 


62 


390 




27293 


57661 


A 


27456 


549 


641 




27294 


57662 


A 


27457 


456 


774 




27295 


57663 


A 


27458 


2852 


2935 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27296 


57664 


A 


27459 


699 


761 




27297 


57665 


A 


27460 


399 


434 




27298 


57666 


A 


27461 


683 


1661 




27299 


57667 


A 


27462 




95 




27300 


57668 


A 


27463 




517 




27301 


57669 


A 


27464 


6 


401 


RGLTEVPETSGGRVSVGAMAK 
HHPDLIFCRKQAG V A 1 G RLCEK 
CEGKCVICDSYERPCTLVRICDE 
RNYGSYQGRCVICGGPGVSDA 
YYCKEVHHPGERTRDGC\SKIV 
NLGSSKTDLFL*TAKNTGFQER 


27302 


57670 


A 


27465 


1 


321 




27303 


57671 


A 


27466 


67 


348 




27304 


57672 


A 


27467 


1 


642 




27305 


57673 


B 


27468 


193 


445 




27306 


57674 


A 


27469 


32 


216 


AGPSQPTNQTTGKSPQLQQDYF 
PRRSYRCSHRLIICLNVIGDAV* 
STVQLKALMLRGRNYK 


27307 


57675 


A 


27470 


214 


440 


QDRWGL APH PPA PG LPLPGPTN 
QTTGKSPQLQQDYFPRRSYRCS 
HRLIICLN VIGNAL* STVQLKAL 
MLRGRNYK 


27308 


57676 


A 


27471 


35 


3801 




27309 


57677 


A 


27472 


1 


2901 




27310 


57678 


A 


27473 


1 


1317 




27311 


57679 


A 


27474 


1698 


3255 


RVACPCVVWLCWAHWELWRT 
EEVEGGIAGTDVAR/EASDFILT 
DAIFSSIVKAVMASLQRRGSRE 
L*LPAAGVWKLQTDF*AQSI/AE 
EGIECKSIKPVLAKYLVWTRLF 
VGLLAELRDESAPETTPAGRRR 
QPQVWSGARQTCGQRTERLAG 
GLGEMQACSGNLGAEKEKQSK 
KLAGGWPMSPTSLHALGPKLV 
PAKSQRHRAEHMSTWQVGVVS 
SSYFTGNLVGTLLTGYVIKRIGF 
NRSYYLASFIFAAGCAGLGLMI 
GFWSWLAWRFVAGVGCAMIW 
VVVESALMCSGTSRNRGRLLA 
AYMMVYYVGTFLGQLLVSKVS 
TELMSVLPWVTGLTLAGILPLL 
FTRVLNQQAENHDSTSITSMLK 
LRQARLGVNGCIISGIVLGSLYG 
LMPLYLNYKGGKSSPTPAVRPA 
RHNSLPGPEAKKYRPGFIIGLTS 
CIAFSVQAANVDEYITQLPAGA 
NLALMVQKVGASAPAIDYHSQ 
QMALPASTQKVITALAALIQLG 
PDFRFTTTLETKGNVENGVLKG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon lor peptide 
sequence 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=^top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27312 


57680 


A 


27475 


152 


468 


GLGIQ*LLCCSSFCFQLLPEKKE 
GRLAGDAG AA RPAKSG RFLG L 
TSGLPSEWSARTGPEPPKSLSG 
GGELNGSSLGFGTQDGRGTRE 
GRDRGLHPARPPQYQHSP 


27313 


57681 


A 


27476 


541 


4172 




27314 


57682 


A 


27477 


3 


1110 




27315 


57683 


A 


27478 


340 


1032 




27316 


57684 


A 


27479 


2 


779 




27317 


57685 


A 


27480 




281 




27318 


57686 


A 


27481 


519 


737 


VPDLLLQLPNAGLCGHFCDPGD 
SLQCLCHQGPGFQAQNWAAV 
WADTKPAAG AEAREPGDLA* L 
VPPTWSPTR 


27319 


57687 


B 


27482 


1 


915 




27320 


57688 


A 


27483 


68 


145 




27321 


57689 


A 


27484 


1281 


1433 




27322 


57690 


A 


27485 


171 


708 




27323 


57691 


A 


27486 


1 


270 




27324 


57692 


A 


27487 


278 


588 


VYIKRMPKKKV/SEGTIKEEPKR 
RLAQLSAKPAPAKVEAKLKKA 
A AKDKSSGKN VQTKGKRRA K 
GKQAKVANQETKEDLPAENGE 
MKTEESPASDEAGEKETKSD 


27325 


57693 


A 


27488 


304 


513 


PVRHGAFFQDKSSDKKWQTKG 
KRGAKGKQA\EVAhAQETKEDL 
PVD\SGETKT\EESPSLLIEAGEK 
EAKS 


27326 


57694 


A 


27489 


1 


435 




27327 


57695 


A 


27490 




273 




27328 


57696 


A 


27491 


9 


293 




27329 


57697 


A 


27492 




504 




27330 


57698 


A 


27493 


1 


529 


IPPPRLFLPVATEVARVRLLPPP 
PPQNAARDALTSPSYLAWASPR 
KQTPSPPAAKDIKNKILEQRGYP 
KADDDR\LNKVI\SEAEWKYTL 
KDVIAPGVLASLPSVPVAGGAV 
AVSACPQALAAPCCLGSAPA\A 
AEGEEKMKKKEEVLKES\DDD\ 
MGFGPFELKSLPPLQIKGLFYTS 
R 


27331 


57699 


A 


27494 


1 


396 




27332 


57700 


A 


27495 


2 


398 




27333 


57701 


A 


27496 


1 


702 




27334 


57702 


A 


27497 


1060 


1446 




27335 


57703 


A 


27498 


46 


216 


HPLQLSVIPFLPVK*HVDQMGF 
AD/CVLSN*VNCLASRFLAVSV 
ALRSSRFIFTMVP 


27336 


57704 


A 


27499 


1 


1152 




27337 


57705 


A 


27500 


126 


184 




27338 


57706 


A 


27501 


238 


498 
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SEQ ID 


SEQ m NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=posslble nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27339 


57707 


A 


27502 


1 


852 




27340 


57708 


A 


27503 


3 


171 




27341 


57709 


A 


27504 


1064 


1302 




27342 


57710 


A 


27505 


449 


668 


SPGDYFISLMAAMGRPQVGYW 














APELLQKMMRK.RMNR/VKKLI 














QNYKQLK/CSLTLNNHVK.LVRT 














NLRFHLAGLLG 


27343 


57711 


A 


27506 


1 


2454 




27344 


57712 


A 


27507 


2 


408 




27345 


57713 


A 


27508 


205 


715 




27346 


57714 


A 


27509 


1 


813 




27347 


57715 


A 


27510 


1 


864 




27348 


57716 


A 


275 11 


17 


396 




27349 


57717 


A 


27512 


3 


428 


LTNYAAAYCTGLLLARRLLNR 














LGMDKIYEGQVEVPGNEYNVE 














SIDGQPGAFTCYLVADLARTTT 














GNKVFGAPEGAVDGGLSNPHS 














SKRFLGLS1PHSTK*ILGYDSEN 














KEFNAEVRRKHIMGQKFADDL 














HCLIEEDENASKK 


27350 


57718 


A 


27513 


164 


431 


EFFFSTSN1GVYLQ1IHIVGKPI*H 














/YLV*1LSY*HLAART1SSK1KSN 














SLVPCASNRGDVGSTRRPRVTR 














RS VRYS APA APLRSPLF A R 


27351 


57719 


A 


27514 


1307 


1947 


TNEGSGNSAPLFSGARNQTRMI 














VRGTNR/DIICQIAYARTEGDMl 














VCTAYVHELPKYGVKVDLTNY 














AAAYCTGLLLDRRLLNRFDMD 














KIYEGQVEATGDDYNVVSIDG 














QPEVHRKHIMGHNVADYMCY 














LMEEDEDGYKKQFSQYMKNSV 














TPDMMEEMCKKAHAAIRESPV 














CEKKPKXEVKKKKWNRPKMS 














LAQKKDWVAQKKASFLRAQE 














RAAES 


27352 


57720 


A 


27515 


1 


987 




27353 


57721 


A 


27516 


1521 


1641 




27354 


57722 


A 


27517 


2 


614 


ILSRVVEFPLTAEVPPELLAAAG 














FFHTG HQDKVRCFFC YGG LQS 














WKRGDDPWTEHAKWFPSCQFL 














LRSKGRDFVHSVQETHSQLLGS 














WDPWEEPED\EPLWPPPSLPLG 














TLSCPHPGERSSLKVPRSQEGSV 




























QLRRLQEERTCKVCLDRAVSIV 














FVPCGHLVC\AECAPGLQLCPI 














WQKPPSRSR 


27355 


57723 


A 


27518 


3 


89 





3638 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of l»st 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibIe nucleotide insertion) 


27356 


57724 


A 


27519 


1 


1618 


ASSHVETRAHAEERLLKKLFSG 
YNKWSRPVANISDVVLVRFGLS 
lAQLIDVDEKNQMMTTNVWVK 
QEWHDYKLRWDPADYENVTSI 
RIPSELIWRPDIVLYNNADGDFA 
VTHLTKAHLFHDGRVQWTPPA 
lYKSSCSlDVTFFPFDQQNCTMK 
FGSWTYDKAKIDLVNMHSRVD 
QLDFWESGEWVIVDAVGTYNT 
RKYECCAEIYPDITYAFVIRRLP 
LFYTINLIIPCLLISCLTVLVFYLP 
SECGEKITLCISVLLSLTVFLLLI 
TEIIPSTSLVIPLIGEYLLFTM IF V 
TLSIVITVFVLNVHHRSPRTHTM 
PTWVRRVFLDIVPRLLLMKRPS 
VVKDNCRRLIESMHKMASAPR 
FWPEPEGEPPATSGTQSLHPPSP 
SFCVPLDVPAEPGPSCKSPSDQL 
PPQQPLEAEKASPHPSPGPCRPP 
HGTQAPGLAKARSLSVQHMSS 
PGEAVEGGVRCRSRSIQYCVPR 
DDAAPE\QMARLPAPWPLATPT 
RLSSHPQTSPLRANAHARRSPL 
RCPRVPRSRPAAPKHRPRTCPC 


27357 


57725 


A 


27520 


1 


3158 




27358 


57726 


A 


27521 


2 


237 




27359 


57727 


A 


27522 


76 


254 


PLHITFFSRACFPSLHNCCEY*Q 
PGF*TS\KTPQLWCQLRQYSFK 
HSFLVVPTCPVPLLG 


27360 


57728 


A 


27523 


86 


376 


SLEGRLSDYTPTFQGCQTTQGR 
LPWSFTLSGKSRFSGEGARACY 
KCQKSDHQ\ARNACSPGFLLSRJ 
PSVRDPTGNRTVQLTWQPLPEP 
LELWPKAL 


27361 


57729 


A 


27524 


1 


167 


MPEPQRPGVPPEPPPPGACYAC 
RKSGHWA\RNARSPGFLLSRVP 
SPPGPSRTPSFG 


27362 


57730 


C 


27525 


I 


381 




27363 


57731 


A 


27526 


243 


437 


VTSTVRQTPATSPAHKNFQMPE 
PQRPGVTPEPSPPGACYKCQKS 
DYQA\RNACSPGFLLSRVPSV 


27364 


57732 


B 


27527 


88 


1485 




27365 


57733 


A 


27528 


1 


3759 




27366 


57734 


A 


27529 


36 


438 


RNDRVRPHRDVYSLQGRLSDH 
SPTFQGCQTTQGRLPWSFTLSG 
KFRFSGEGATTSPAHKNFQTPE 
PQWPGIPPEPPPTGACYTCRKSG 
HWA\RNARRPGFLLSRIPSVWD 
PTENRTVQLTWQPLPEPLELWP 
KAL 



3639 



wo 01/075067 



PCT/USOl/08631 



SEQ 10 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27367 


57735 


A 


27530 


314 


691 


SLQGHLSDYTLTFQGCQTTQGH 
LPWSFTLSGKSRFSEEGTKGDV 
SGSQDNCGERVSRQTREQRSLH 
HRQGACYTCRKSGHWA\RNAR 
CPGFLLSCVPSVWDPTENRTVR 
LTWQPLPEPLELWPKAL 


27368 


57736 


A 


27531 


383 


2907 


RSPTSKTKDICHRSWRRGL/WV 
NKASEDGEDLDRDVSVASNIEP 
WTGWCRAAPLQADLGPNSSSA 
SAPPPYNPFITSPPHTWSGLQFR 
SVTSPPPPAQQFTLKKVAGAKG 
1VKJ4AL1CRL1CPVITRLLQHGLL 
KPINSPYNSPILPVLKPDKPYKL 
VQDLRLINQIVLPIHPVLGIIGLT 
SSVRRDAGQDLKRDRAEFLLG 
DEVHHPHRRRIAEARRLLLGQH 
FDPLHRLIGQVLELGEARYAPP 
VEQHHRLAPARRTGQRLHPLE 
QFGQAGRAQRRNRLGIEHRDR 
LDRPDDGAGNALAGDGDFRRG 
CLFAGIGIRPRYCRYRQSQDDR 
RPSHAAPRPRALPIPHRPATPIA 
DVMVMFSVAIMSQLRLVLRHI 
DGISRWPPAVVFITDVKIWLVY 
PSDDCRIRSNDRDDMQGEAPA 
MSMNAAARVGDPIGHSFSQGL 
FGEALDGLFFARRSEVDMRAG 
NLGRLIARGLSGGRWTPADGQ 
LTLGSRDVFINGPPATMTIRSTG 
QCRQHSGLRTVTRTETDSIGPIE 
VPADAYWGAQTERSLENFPFG 
AREQMPIGIVHALAIVKKAAAR 
INRGHGLAGEKADAIESAAHDV 
lEGRHDDQFPL VI WQTGSGTQS 
NMNANESSNDTFPTALHVAAA 
LAVTKQLFSALDRLHAALDAK 
AKEWDSIVKIGRTHLQDATPLT 
LGQEFSGYVQQLANARDRIEGT 


27369 


57737 


A 


27532 


929 


1227 


PENGTFEFSILQ VLDNSCH KMG 
KWS/RGA*RPGILLHIGPSLVSA 
PNVTHPKSFFFLSFLFLRSPPQV 
PSPLNPSFLWTHLTSPLLPRLLL 
ARLSQVPILT 


27370 


57738 


A 


27533 


98 


412 


LGSGDLPWEINPLSSCSLLCEKH 
PPTTSGPQTDQPKKH LTNFKSG 
ACYMCRK\SGHWA/RANARSPG 
FLLSRIPSVWDPT*KFGLVQLTL 
GKPLPEPLELRP\RLSD 


27371 


57739 


A 


27534 


14 


249 




27372 


57740 


A 


27535 


49 


341 




27373 


57741 


A 


27536 


392 


571 





3640 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27374 


57742 


A 


27537 


1 


1590 


MPNGTNESHRYNASERSQTQK 

DEQTGKTVGPPEWTPLVRRNG 

GDSGLDFHFFAEKLKLllVDSAG 

RAGTGHMRPPAVHFGHRGQA 

MITLSPLRAKQKAVLQKPPPLT 

STYSLMLPLFLPDKRPPTTEWF 

LPVMEDAHELTLAWLMLALYR 

KPNASVQGSAQEETLCVFRVKE 

PLEWQALFADVHSGVNDKGPN 

INCSLYEHIKNVSEIVLNLAQTQ 

KNPAHSDPSSTPAGCM\PGTTA 

GGSAVMSACCPSPAAPGPLPGP 

ATGSC/SPSAAPRPPDPPPGHPE 

GIMAIRAAPSCLGACITLQDEET 

CEQTHTHSRJYMIYLFARCLLH 

AIARGRSRKCAASAGGTCPHVR 

VPGGGSYFRVSLQGQQTHWMR 

PENGFSTCVRTKSRRCPIIREQH 

PTKIPKALTANANQAFFLLVNG 

HSMVASPHQSQRRADLGGFWR 

DASSSLLANSQVQVCGSLRKRP 

HGWVVPFSLRCVAPLTADDSR 

LRTASLEMSTPPMHVQDDWQL 

RRGLPAGNTA VT VSEL I YLN AN 

GRLQVEKFEF 


27375 


57743 


A 


27538 


279 


759 




27376 


57744 


A 


27539 


443 


696 




27377 


57745 


A 


27540 


1 


179 




27378 


57746 


A 


27541 




1237 




27379 


57747 


A 


27542 








27380 


57748 


^ 


27543 


760 


908 




27381 


57749 


A 


27544 


203 


570 




27382 


57750 


A 


27545 


312 


500 




27383 


57751 


A 


27546 


1 


441 




27384 


57752 


A 


27547 


1 


630 




27385 


57753 


A 


27548 


1 


1254 




27386 


57754 


C 


27549 


236 






27387 


57755 


C 


27550 


220 


398 




27388 


57756 


c 


27551 


254 


445 




27389 


57757 


A 


27552 




2742 




27390 


57758 


A 


27553 




744 




27391 


57759 


A 


27554 


1135 


1751 


RPGSTLQVRQNYHQGLRRPPIN 
R\QINLE\LYAS\YVYLSMSY\YF 
DRD\DVALKNFAKYFLH\QSHE 
E\REHAEKT**KL\QNQRRLAEF 
FLQDYQR>JQD\CDDWGRAGLN 

\A\IVliiv^ALAr WlvKJN V ciorl I W 

NLHKL\AT\DKN*PPIWCDFHW 
RH1YLE*AG*KA1KR1WGDHVN 
QTFA/RKMGSAPNLGFGEYLF* 
QSTPWGDSDNESSPWG 



3641 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


liad 


SEQ ID NO: 
in USSN 
09/540,217 


!I"a'tion If first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27392 


57760 


A 


27555 


224 


547 




27393 


57761 


B 


27556 


22 


130 




27394 


57762 


A 


27557 


1 


408 




27395 


57763 


A 


27558 


1 


1011 




27396 


57764 


A 


27559 


56 


822 




27397 


57765 


A 


27560 


146 


411 




27398 


57766 


A 


27561 


1 


885 




27399 


57767 


A 


27562 


115 


1200 




27400 


57768 


A 


27563 


791 


1114 




27401 


57769 


A 


27564 


67 


401 


RLGSSGREVIHPGERGLENNVC/ 
H*SSGNQENELEMNKTANGDC 
RRDPRERSRSPIERAVAPTMSLH 
GSHLYTSLPSLGLEQPLALTKN 
SLDASRPAGLSPTLVTPGERQQN 


27402 


57770 


A 


27565 


109 


345 


HPLFIFPDPLPPPTFHPLIGPRMC 
FSPGLALCPHPNLILNCSSHNSY 
VLWEGPGGK*FESWGRFPHDT 
VLVIVNKSHKI 


27403 


57771 


C 


27566 


63 


167 




27404 


57772 


A 


27567 


231 


314 




27405 


57773 


C 


27568 


99 


323 




27406 


57774 


A 


27569 


1 


1347 




27407 


57775 


A 


27570 


192 


269 


WFYKGEFLCTHS/HCLLPRKTC 
LLPAAM*YCDSQFSMAGETSQS 
WQKAKEEQRHILHGGRQKARL 
TWQQAGECVHRNSPL 


27408 


57776 


A 


27571 


107 


797 


AQWRRAAPPAAGVTCPFRLQP 
GMETPLDVLSRAASLVHADDE 
KREAALRGEPRMQTLPVASVAL 
SSHRTGPPPISPSKRKF\SMEP\G 
DEDLDCDNDHVSKMSVRIFQPPI 
LNKTANGRLARRDPRERSRSPI 
ERAVAPTMSLHGSHLVYTSLPSL 
GLVEQPLALTKNSLDASRPAGLS 
PTLTPGERQQNRPSVITCASAG 
ARNCNLSHCPIAHSGCAAPGPA 
SYRRPPSATCV 


27409 


57777 


A 


27572 


1 


1686 




27410 


57778 


A 


27573 


1 


1614 




27411 


57779 


B 


27574 


208 


366 




27412 


57780 


A 


27575 


15 


1729 




27413 


57781 


A 


27578 


1 


1614 




27414 


57782 


A 


27579 


308 


464 


KAHHHWSLEKCKSEPQ* DTISW 
TWMKLETIILSKLPQEQKTRNC 
MFSLISGS 


27415 


57783 


A 


27580 


291 


378 




27416 


57784 


A 


27581 


2 


91 




27417 


57785 


A 


27582 


439 


519 




27418 


57786 


A 


27583 


2 


91 




27419 


57787 


A 


27584 


2 


91 




27420 


57788 


A 


27585 


2 


91 





3642 



wo 01/075067 



PCT/USOl/08631 





SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=posslble nucleotide insertion) 










sequence 






27421 


57789 


A 


27586 


50 


394 




27422 


57790 


A 


27587 


1 


666 




27423 


5779) 


A 


27588 


2 


91 




27424 


57792 


A 


27589 


5 


91 




27425 


57793 


A 


27590 


884 


991 




27426 


57794 


A 


27591 


290 


460 




27427 


57795 


A 


27592 


86 


349 




27428 


57796 


A 


27593 


2 


89 




27429 


57797 


A 


27594 


723 


882 




27430 


57798 


A 


27595 


255 


352 


TGTWMKLETIILSKLTQE\QKTK 














HCMFSLISGS 


27431 


57799 


A 


27596 




1685 




27432 


57800 


B 


27597 


82 


263 




27433 


57801 


A 


27598 


491 


816 


RHRGAQRKAFLQRVNCGLCCT 














WNLCPQKLRGRKWPVQVSVPA 














AGRDPGGPLL*PEGTLWGAPFC 














LGAPPPLLTAACAPAAGRAGGT 














RGAAPACPEDRTNAHSQHHHP 














HV 


27434 


57802 


A 


27599 


645 


1142 




27435 


57803 


A 


27600 


218 


326 




27436 


57804 


A 


27601 


181 


2316 




27437 


57805 


A 


27602 


2 


238 




27438 


57806 


A 


27603 


709 


1416 




27439 


57807 


A 


27604 


3 


501 


SSRALRLLGVVVRJRQAGTMA 














VTKELLQMDLYALLGIEEKAA 














DKEVKKAYRQKALSCHPDKNP 














DNPRAAELFHQLSQALEVLTDA 














AARAAYDKVRKAKKQAAERT 














QKLDEKRKKVKLDLEARERQA 














QGQGE*GGRRESRSTRTLEQEIE 














RLREKGSRQLEEQQRLI 


27440 


57808 


A 


27605 


1 


963 




27441 


57809 


A 


27606 


135 


384 




27442 


57810 


A 


27607 


349 


679 


SETYWFFPRESQHLDLDVWPPR 














SEHHSQSTGTHSGVSESLSPRYF 














QRCNAHSPSQGHEEQYLAPWK 














HRL YQRMSDLPLNDIR* FQ YSK 














GHHRCQSNEAVQNPKQLQSLL 


27443 


57811 


A 


27608 


1590 


2758 


















27445 


57813 


A 


27610 


1 


1809 




27446 


57814 


C 


27611 


79 


309 




27447 


57815 


C 


27612 


77 


325 




27448 


57816 


A 


27613 


1 


606 





3643 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27449 


57817 


A 


27614 


2 


686 


SQCAELSASPLSPAPGLPRHSRL 
HALLGLAMPVDLSKWSGPLSL 
QEVDEQPQHPLHVTYAGAAVD 
ELGKVLTPTQVKNRPTSISWDG 
LDSGKLYTLVLTDPDAPSRKDP 
KYREW\HHFL\VVNMKG\NDISS 
GTVLSG1VG\SGP\PKGTGLHRY 
V WL V YEQG\RPLKCDEPI L\SN\ 
RSG DHRGKIQRWASLPVKK\YE 
APGPPVAGHRVTPSPKWDEPM 
CPQTVTKQLSWGK 


27450 


57818 


A 


27615 


446 


1300 




27451 


57819 


A 


27616 


2 


346 




27452 


57820 


A 


27617 


1 


305 


MAISTSGSSVPWPSA/PSGPHGR 
GSVPWGFCLATCWQSIRGQGGD 
PWSAGSGHPGTKGASAPGPGE 
GQSGGDSGSA/GR*GSHHLPGP 
ASFRAGSGQAWDGKGK 


27453 


57821 


A 


27618 


287 


475 




27454 


57822 


A 


27619 


37 


•^'^ 




27455 


57823 


A 


27620 


1 


367 




27456 


57824 


C 


27621 


360 


610 




27457 


57825 


A 


27622 


604 


980 




27458 


57826 


B 


27623 


8 


442 




27459 


57827 


A 


27624 


1 


2268 




27460 


57828 


A 


27625 


296 


398 


APPGPTLPWASTPSRGCT*APPG 
PTLPWASTPSRGCTSSWFMLPA 
MRRCGAPC 


27461 


57829 


A 


27626 


1 


3633 




27462 


57830 


A 


27627 


1853 


3809 




27463 


57831 


A 


27628 


1 


656 


MTHNQEKNKSTNTEMTMMMK 
LADKDDKTAMINMLQVVKKV 
EEAMSMMRRNKDVKNIHGRA 
RWVKPMIPALWEAKEVEGKYS 
AHNFWGSWKFKSSSRSSSSGPE 
SPARTHASFCQPDGGPTNKLGT 
KAFRVSPASSLLVDLNTQEVEII 
NVRKATPTCSLELGRKRRDGA 
AERAALDVVVVIYQLAPAAAP 
NCLNPVTSRR/PPQTPAPEGQGR 
RQSFEE 


27464 


57832 


A 


27629 


127 


273 




27465 


57833 


A 


27630 


3 


405 


AAFHARGHRAGLSASSCSWRC 
CPSSSAPCAPYAAPAARMLQTC 
LKQSPAGMPPASPSSPAAHSWG 
STSFSKYSPRSTSTSCCPCISSCW 

t,o WrCi^l roorl^ INJvrrr Aibr r^IN 

RQYQLLFTQGSGENKEKDHQL 


27466 


57834 


A 


27631 


689 


987 




27467 


57835 


A 


27632 


228 


527 





3644 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO; 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27468 


57836 


A 


27633 


108 


441 




27469 


57837 


C 


27634 


156 


287 




27470 


57838 


A 


27635 


2 


363 


RFTKVEMKEK\MLSAAREKGR 
VTHKGKPISLKADLSAETLQAR 
REWGPIFNILKEKNFQPRISYPA 
KLSFISEQE 1 K Y FTDKQMLRDF V 
ITRPALKELLKEALNMERNNW 
YQPLQKHAKL 


27471 


57839 


A 


27636 


2 


367 




27472 


57840 


A 


27637 




936 




27473 


57841 


A 


27638 


1 


865 




27474 


57842 


A 


27639 




1287 




27475 


57843 


A 


27640 


1 


2565 


MGPGARLAALLAVLALGTGDP 

ERAAARGDTFSALTSVARALAP 

ERRLLGLLRRYLRGEEARLRDL 

TRCNDETITYLLDKRLTVLTAA 

NIPYSSPENGAKRRRQDAFPPIH 

YNTQDALLQYLSGVGWGAPPA 

AQAHRDAPFVDSIAQVLLRTSG 

GSAEASGWSLRSRWAVGGATG 

SWVLSKGDRASLGERVVTGWA 

TLNVGRSFAYCLTTCVQPPLDV 

G PRKEHAPRPPSLSPTSTRQRGQ 

SERSQDANGRRKQKTKSEPERF 

EDAVLLAGFKVEEEPVQRPRRK 

EWFQGPSPGHCCPAQPQDSAPC 

ILATHAPARAQNAPGTAWAAA 

LEGTSTVSLDHFHVVGVVVVS 

GGEIILLLSFRFYDKVLSLHEDS 

TTPVANPLLAFTLIKRLQSDWR 

NWHSLEASENIRALKDGYEKV 

EQDLPAFEDLEGAARALMRLQ 

DVYMLNVKGLARGVFQRVTGS 

AITDLYSPKRLFSLTGDDCFQV 

GKVAYDMGDYYHAIPWLEEA 

VSLFRGSYGEWKTEDEASLED 

ALDHLAFAYFREQSSSPATEQS 

WMENDFDELREEGFRRSNYSE 

LQEEIRTNGKEVKSFEKKLDEW 

ITRITNAEKSLKDLMELKTKAR 

ELRDECRSLSSRCNQLEERVSV 

M EDEMNETKRGEKFREKRIKR 

NEQSIQEIWDYVKRPNLRLIGV 

LbaUKblNu 1 JvLtlN 1 Lt^UliytilNr 














APAAEGAGRIS/PCSRHSPAGLE/ 
WLCPHLCALF*QCPP/PTCHQSA 
SPR\WP*G/RPAAGPHPPAATVA 
PKRKGKTKSSTRE 




57845 


A 


27642 


237 


561 





3645 



wo 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=passible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


27478 


57846 


A 


27643 


3 


461 


TRTRRGSRTAEAR*CTPGWRPA 

GRRSALCSRGHLGP*RPPRTRS 

GAAPGPHSPCGRPDGAPCSRLP 

PHRSRSPPHGSHVPAAGWLSAG 

PHQRWPAAAAGPGTDQCRVVG 

PERASPHl WKG STVPFLPS WTFL 

RVLSVPGCSLPRCCWLGHCQ 


27479 


57847 


A 


27644 


2 


159 




27480 


57848 


A 


27645 


1 


243 




27481 


57849 


A 


27646 


219 


462 




27482 


57850 


A 


27647 


256 


427 




27483 


57851 


A 


27648 


1 


954 




27484 


57852 


A 


27649 


- 


4690 




27485 


57853 


A 


27650 


1 


1275 




27486 


57854 


A 


27651 


1 


867 




27487 


57855 


A 


27652 


' 


472 




27488 


57856 


A 


27653 


2 


1215 




27489 


57857 


A 


27654 


3 


401 




27490 


57858 


A 


27655 


712 


1245 




27491 


57859 


A 


27656 




1 178 




27492 


57860 


A 


27657 


278 


339 




27493 


57861 


A 


27658 


1 


1407 




27494 


57862 


A 


27659 


1 


687 




27495 


57863 


A 


27660 


484 


776 




27496 


57864 


A 


27661 


299 


1318 




27497 


57865 


A 


27662 


1 


960 




27498 


57866 


A 


27663 


122 


282 




27499 


57867 


A 


27664 




600 




27500 


57868 


B 


27665 




375 




27501 


57869 


A 


27667 


356 


439 




27502 


57870 


A 


27668 


49 


360 




27503 


57871 


A 


27669 


2 


580 


GRVGCGGPWAARVGERTPNMA 

GRKLAS*KPTD*VAFARD/IIPQ 

NPKAPLPSFLKS\WNGDPSPSRL\ 

AALP*ESHPAI\DWA*LPRPNVA 

QGLAWVDDFE\KKFNAAERFPC 

PEDK\YTAQVDA\EEK\EDVKSL 

C/AEWVSLSICA\RIVEYEKEME 

ETKLDKKKYPYWAHQPMENL 


27504 


57872 


A 


27670 


1 


675 




27505 


57873 


C 


27671 


137 


1357 




27506 


57874 


A 


27672 


1 


1032 





3646 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27507 


57875 


A 


27673 


3 


938 


MANNPGANGQ\PGGPGGPGMG 

KPRCF/RGEVFGIVIRGRGSRP/R 

GRGRGR\GRGARGSKGRG*RD 

WWPVHQVGA ALVKDH* RSKF 

PWKEIYLFSLPH/IKESEIIDF\FL 

GGLLSKDEGFE*LCPVQEQ\TRA 

GPAATR\FKAFCCYPGTTNG\I IV 

G\LGVKCSQE\VAHRPFRGAI\IL 

AKL\SIVPVR\RGYWGNKIRKP\ 

HTVP\CKVT\GRCGSVLVRLIP/S 

QPRGTGI VS APVPN KL\L M MAG 

IDDCYT\SARG\CTATLG\NFAK 

AT\FD\AISKTYSYLTPDLWKET 

VFTKSPYQEFTDQLVKDHTRVS 

VQRTQAPAVATT 


27508 


57876 


A 


27674 


1 


864 




27509 


57877 


A 


27675 


2 


752 


RRAHAC A RRRRKKEMLG VN VL 
TSHSSQERMKLTFKKICAVNFA 
DAAAAQGPLLPAMVNPTMFFH 
lAVDGEPLGCVSFEVRGLESKK 
*LLI*SIKLC*QIG\LFADKVPKT 
AENFHALSTGEKGFGYKGSCFH 
RIIPGFMCQGGDCE/RHHNGTG 
GKSIYTEKFEDENFILKHTGPGI 
LSMANAGPNTNGSQFFICTAKT 
EWLDGKHVLFGKVKEGTNIVE 
AMERFGSRNGKTSKKITIADCG 
QLLISLTCVLS 


27510 


57878 


A 


27676 




327 


AQELHTFEVTGQETVAQIKAHV 
ASLEGIAPEDQVVLLAGAPLED 
EATLGQCGVEALTTLEVAGRM 
LGGVAKQEKKKKKTGRAKRRM 
QYNRRFVNVVPTFGKKKGPNA 


27511 


57879 


A 


27677 


567 


838 





3647 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27512 


57880 


A 


27678 


3 


1923 


ATMAQGLEVALTDLQSSRNNV 

RHHTEEITVDHLLVRRGQAFNL 

TLYFRNRSFQPGLDNIIFVVETE 

DAVYLDSEPQRQEYVMNDYGF 

lYQGSKNWIRPCPWNYGQFED 

KIIDICLKLLDKSLHFQTDPATD 

CALRGSPVYVSRVVCAMINSN 

DDNGVLNGNWSENYTDGANP 

AEWTGSVAILKQWNATGCQPV 

RYGQCWVFAAVMCTVMRCLG 

IPTRVITNFDSGHDTDGNLIIDE 

YYDNTGRJLGNKKKDTIWNFH 

VWNECWMARKDLPPAYGGWQ 

VLDATPQEMSNGVYCCGPASV 

RAIKEGEVDLNYDTPFVFSMVN 

ADCMSWLVQGGKEQKLHQDT 

SSVGNFISTKSIQSDERDDITEN 

YKYEEGSLQERQVFLKALQKL 

KARSFHGSQRGAELQPSRPTSL 

SQDSPRSLHTPSLRPSDVVQVSL 

KFKLLDPPNMGQDICFVLLALN 

MSSQFKDLKVNLSAQSLLHDG 

SPLSPFWQDTAFITLSPKEAKTY 

PCKISYSQYSQYLSTDKLIRISA 

LGEEKSSPEKILVNKIITLSYPSI 

TINVLGAAVVNQPLSIQVIFSNPV 

L S H Q V E DC V LTVEG SGLFKKQQ 

KVFLGVLKPOHQASIILETVPFK 

SGQRQIQANMRSNKFKDIKGY 


27513 


57881 


A 


27679 


1 


756 




27514 


57882 


A 


27680 


1 


2601 





3648 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27515 


57883 


A 


27681 


1 


1677 


MARKDLPPAYGGWQVLDATP 

QEMSNGVYCCGPASVRAIKEG 

EVDLNYDTPFVFSMVNADCMS 

WLVQGGKEQKLHQDTSSVGNF 

ISTKSIQSDERDDITENYKYEEE 

HFEAFQSVAQ\LPITRPFSWILRP 

F* RP* RKISTSFIRPLFTFL/LRLM 

NAHPEFRMAMKDAKTYPGKIS 

YSQDSQDLSTDKLIRISALGEEK 

SSPEKJLVNKIITLSYPSITINLLA 

RVLSPSLPGPAGLASRSEYGPA 

KPTPTGN S S WPAS AARSPG SRP 

CLSLHTSPQAEGAGSGLDQPRE 

RLPQCSGELKGSSSAARMGAE 

NEEAPRASEGCQGCQQAVTSQ 

QDGGPLLQNRFFWDCGDENGA 

DAVYLDSEPQRQEYVMNDYGF 

lYQGSKNWlRPCPWNYGQAASP 

WRYGQW WVFAAVMCTALG 1 K 

SCDFQAARNNEEHHTKALSSRR 

LFVRRGQPFTIILYFRAPVRAFL 

PALKKANKGKLESFSYICFFSIV 

FGSKNSYAKVAYLEVAYPATL 

QNGALRKYLVLGAAVVNQPLS 

IQVIFSNPLSEQVEDCVLTVEGS 

GLFKKQQKVLIP 


27516 


57884 


A 


27682 


1 


1653 




27517 


57885 


A 


27683 


3 


2170 




27518 


57886 


A 


27684 


2 


244 


ACPSTSTSHCRGATCSCSRTS\C 
SGVLQHSLRHCASGRGFSSRCP 
ACCGSPGLGLPAALPPAAWGL 
QIAPSPQGTPGNSQS 


27519 


57887 


A 


27685 


618 


851 




27520 


57888 


A 


27686 


78 


240 




27521 


57889 


A 


27687 


860 


1246 




27522 


57890 


B 


27688 


1 


2301 





3649 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ m NO: 
of peptide 
sequence 


iMet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /=pnssible nucleotide 
deletion, \=possible nucleotide insertion) 


27523 


57891 


A 


27689 


1 


1719 


MHNTDGNRFLSHWGYRQALSI 

SKPASASLHPSSKTKPLGTQSKT 

VVAKRNREHGKKERSSSPAME 

QSWMENDFDELREEGFRRSNY 

SELREDIQTKGKEVENFEKNLE 

ECITRJTNTEKCLKELMELKTK 

ARELREECRSLRSRCDQLEERR 

KQERSKIDTLTSQLKELEKQEQ 

THSKAGRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARLIKKKREKNQIDTIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDTFLDTYTLPRLN 

OEEVESLNRPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

HINRAKDKNHMIISIDAEKAFD 

KIQQPFMLKTLNKLVLEVLARA 

IRQEKEIKGIQLGKEEVKLSLFA 

DDMIVYLENPIVSAQNLLKLLS 

NFSKV SG YK IN VQKSQAFL YTN 

NRQTESQIMSELPFTIASICRIKY 

LGIQLTRDVKHLFKENYKPLLK 

EIKED'l'NKWKNlPCSWVVGRINl 

VKMAILPKVIYRFNAVPIKLPM 

TFFTELEKTTLKFIWNQKRACIA 

KSILSQKNKAGGITLP 



3650 



wo 



01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


ocation of first 
codon for peptide 


Nucleotide location of last 
codun for lust amino acid 
of peptide sequence 


Amino acid sequence { X^Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27524 


57892 


A 


27690 


1 


1902 


MNAKALPTLSPLPQATTESVSL 

TQERSSSPATEQSWTENDFDEL 

REEGFRRSNYSELREDIRTKGK 

EVENFEKNLEECITRIINTEKCL 

KELMELKTIO\RELREECRSLRS 

RCDQLEERVSAMEDEMNEMK 

REGKFREKRJKRNEQSLQEIWD 

YVKRPNVRLIGVPESHGENGTK 

LENTLQDIIQENFPNLARQANIQ 

IQEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKERMLRAAREKEIQT 

TIREYYKHLYANKLENLEEMD 

KFLDTYTLRRLNQEEVESLNRPI 

TGAGIEAIINSLPTKKIPGPDGFT 

AEFYQRYKEELRIKYLGIQFTR 

DVKDLFKENYKPLLKEIKEDTN 

K.WKNIPCSWVGRINIVKMA1LP 

KVIYRFNAIPIKLPMTFFTELEK 

TTLKFIWNQKRARIAKSILSQK 

N KAGGl I LPDFKL Y Y KAT VTKT 

AWYWYQNRDIDQWNRTEPSEI 

MPHIYNYLIFDKPEKNKQRGKD 

SLFNKWCWENWLAICRK.LKLD 

PFLTPVTKrNSRWIKDLNVRPKT 

IKTLEENLGITIQDIDMGICDFMS 

KTPKAMATKAKIDKWDLIKLK 

ELLTAKETTIRVNRQPTKWEKI 

FTTYSSDKGLISRIYNEL/KQIYK 

KKTNNPIKKWAKDM 


27525 


57893 


A 


27691 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 
KERSSSPATEQSWMENDFDEM 
REEGFRRSNYSELREDIQTKGK 
EVENFEKNLEECITR]TNTEKCL 
KELMELKTKARELREECRSLRS 
RCDQLEERVSVMEDEMNEMN 
DGENGTKLENTLQDIIQENFPN 
LARQANVQIQEIQRTPQRYSSR 
RATPRHITVRFTKVEMKEKMLR 
AAREKDFKPTK.1KREKEGHYIM 
VKGSIQQEELTILKIYAPNTGAP 
RFTKQVLSDLQRDLD 


27526 


57894 


B 


27692 


1 


756 




27527 


57895 


B 


27693 


1 


1743 




27528 


57896 


A 


27694 


1 


1407 




27529 


57897 


A 


27695 


3 


391 




27530 


57898 


A 


27696 






SS VFLGDPPILIGN ICEMCLSS VL 
LINGSINFLHPFREDKGAVDVP 
GVATQQLILLNDPVLTASEILGX 
LVSSLSK*TSPPIPGPGGNA*AR 
QPSCP*KGELSWRSAPSLVQFSS 



3651 



wo 01/075067 



PCT/USOl/08631 



SEO ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of llrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27531 


57899 


A 


27697 


1 


1783 


MGARAGGSCSCLMWLLLASG 

HFMGCVAAGDTVGPEKFRSCY 

TITLLQSKLSYSFGKNNKNFQL 

RKCLQTVDNLFVPNQNGYYCH 

SQTSLDRAQIDLNGRIRNGSVY 

SAHSTNSLNNPQPYLQPSPMSS 

NPSITGSDVMRPDYLPSHRHSA 

VIPPSYRPTPDYETVMKQLNRG 

LVHAERQSHSLRNLNIGSSYAY 

SRPAALVYSQPEIREHAQLPSPA 

AAHCPFSLSYSFHSPSPYPYPAE 

RRPVVGAVSVPELTNAQLQAQ 

DYPSPNIMRTQVYRPPPPYPPPR 

PANSTPDLSRHLYISSSNPDLITR 

RVHHSVQTFQEDSLPVAHSLQE 

ERSSSPATEQSWTENDFDELRE 

EGFRRSNYSELREDIQTKGKEV 

ENFEKSLEECITRITNTEKYLKE 

LMELKTKARELCEECRSLRSQC 

DQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDGENGTKLE 

NTLQDIIQENFPNLAKQANVQI 

QEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGRVT 

LKG/ITHQT/RQRISRQKLYKPEE 

SGGQYSTFLKKRIFNPEFHIQPN 


27532 


57900 


A 


27698 




1046 




27533 


57901 


A 


27699 




3585 




27534 


57902 


A 


27700 


937 


1119 





3652 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*^top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27535 


57903 


A 


27701 


1 


2231 


MGKKQSRKTGNSKKQSASPPP 

KERSSTPATEQSWSENDFDELR 

EEGFRRSNYSKLQEEIQTKGKE 

VKHFEKNLDECITRITNREKCL 

KELMELKAKARELREECRSLRS 

QCDQVEERT\LARLIKKKREKN 

QIDAIKIDKGDITTNPTETQTTIR 

EYYKHLYTNKLENLEEMDKFL 

DTYTLPRLNQDDVESLNRPITG 

SEIEAINHSLPTKKSPGPDRFTA 

KFYQSLPSSCDYGHAPAHPDVF 

RVSSFWWVRGLAGSGVK.LQTF 

AVSVTALKAARLELFIPPDSGA 

QLASPSGSLTRTGGGAACQSHA 

VCPHSSAFGWSMGLGAMEQG 

A ALIGEARASREPM EEVGGSG 

MAACRSQALPRGQLRPSEKSRA 

APEHSSSPAMEQSWMENDFDE 

LREEGFRRSNYSELREDIQTKG 

KEVENFEKNLEECITRITNTEKC 

LKELMELKTKARELREECRSLR 

SRCDQLEERVSAMEDEMNEMK 

QEGKFREKRIKRNEQSLQEIWD 

YVKRPNLHLIGVPESDGENGTK 

LENTLQDIIQENFPNLARQANIQ 

IQEIQRTPQTYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGDSV 

ERSFSNKAELLFQLHGHQRESL 

SKKEAQVWRDKGLYFRKGLLD 

QAQSWSRQVASILGAQIQVEGS 

PEQRLENVELAGGHLNTLKAIP 

MVAVAGGISFKCGAVLLLGAA 


27536 


57904 


A 


27702 


596 


1593 


KPRLEN YVKNA E ASGAN AIN W 
KKGY/LVMEDEMNEMKQEGKF 
REKRLKRNEQSLQEIWDYVKR 
PNLRLIGVPESDGENGTKLENT 
LQDIIQENFPNLARQATVHIREI 
QRTPQRFSLRRSTPRHIVRFSKV 
ETKEKMLRAAREKEIQTTIREY 
YKHLYTTKLENLEEMEKFLDT 
YTLPRLNQKEVESMKRPITSSEI 
EAVINILPIKRSPGPDGLTATFY 
QRYKEELERSSSPATEQSWMEN 
DFDELREEGFRRSNYSELREDIQ 
TKVKEVENFEKNLEECITRITNT 
EKCLKELMELKTKARELREECR 
SLRSRCDQLEERVSAMEDEMN 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pos5ible nucleotide 
deletion, \=pQssible nucleotide insertion) 


27537 


57905 


A 


27703 


717 


1803 


STGRKAPHHTYSKIDHILGSKA 
LPSKCKRT/E/IITNCLSDHSAIKL 
ELRl KKPTQNPSTTWKLNNLLL 
NDYWVNKEMKSEIKMFFETNE 
NKNTTYQNLWDAFKAVCRGK 
FIALNAHKGKQERSKIDTLTSQ 
LRELEKQEOTHSKVSRRQEITKJ 
RAEPKEIETQKTLQKINESRSWF 
FERINKIDRRLARLIKKKREKNQ 
RDAIKNDEGDITTDPTEIQTTIR 
E Y Y KH L Y ANKLENLKEMDKFL 
NTYTLPRLNQEEAESLNRPIAGS 
EIVAIINSLPTKKSPGPDGFTAEF 
YQRYKEKLVFGAGYFGMWAL 
AALPSNLLKLSQLCQEAAEVNV 
LVQFVCICPAQEPTEIDVLFSVL 
PPLSLILN 


27538 


57906 


A 


27704 


407 


1696 


NILRNAVPHQQQNKA* RRMTL 

TS*EKKASDDQTTPSYRRKFKA 

KAKKLNT/YEKNLDECITRITNR 

EKCLKELMELKAKARELREEC 

RSLRSQCDRLEERVSVMEDEM 

NEMKREGKFREKGIKRNEQSL 

QEIWDYVKRPNLHLIGVPESDR 

ENGTKLENTLQDIIQENFPNLAR 

QANIQIQEIQRMPQRYSSRRATP 

RHIIVRYTKVEMKEKMLRAAR 

EKGRVTHKGKPIRLTADLLAET 

LQARREWGPIFNILKEKNFQPRI 

SYPDKLRFISEGEIKYFTDKQML 

RDFVTTRPALIEALKEVLNMER 

NNRSPSSSPATEQSWMENDFDE 

LREEGFRRSNYSELREDIQTKG 

KEVENFEKNLEECITRITNTEKC 

LKELMELKTKARELREECRSLR 

SRCDQLEERVSAMEDEMNEMK 

\\jjKji\.r KJilvXNINIvlSJx. 


27539 


57907 


A 


27705 


2597 


5904 




27540 


57908 


A 


27706 




675 




27541 


57909 


C 


27707 


137 


1357 




27542 


57910 


A 


27708 


1 


1032 





3654 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Slop codon, /^possible nucleotide 
deletion, V^possible nucleotide insertion) 


27543 


57911 


A 


27709 


3 


959 


MANMPGANGQVPGGPGGPGMG 

KPRCF/RGEVFGIVIRGRGSRP/R 

GRGRGR\GRGARGSKGRG*RE 

WNAVHQVGAALVKDH*RSKFP 

WKEIYLFSLPH*RNQRIIDF\FLG 

GLLSKDEGFE*LCPVQKQTRA\ 

GQPHPGFKA\FVAIGDY\NGHV 

GLGWKCSKEWATGHPVGAIIVL 

AKLSI RPRC AEG YLGNKVL AKP 

\HTVPLQGDKGRCG\SVLVRLH 

PLHPRG\TG1\VSAPVA\KKLLM 

MA\GIDDCYTLS/ARGCTATLG 

QIWPRAT\FDAISK.TYKLP*PPD 

LWKETVFTKV\PYQ\EFT\DHLV 

KDPHPESSVQQDSELQLVATT 


27544 


57912 


B 


27710 


50 


1598 




27545 


57913 


A 


27711 


1 


3916 




27546 


57914 


A 


27712 


334 


462 


PAF1TVNKCSSARKLIQV*GPVA 
CRV H ILPL V VRCPPKPGTTG 


27547 


57915 


A 


27713 


256 


654 




27548 


57916 


A 


27714 


1 


855 




27549 


57917 


A 


27715 


211 


436 




27550 


57918 


A 


27716 


19 


319 




27551 


57919 


A 


27717 


987 


1392 


RHCLCSPSRSSESLQPTASSSSA 
RSSPSPPASQPVPPGPAGAAAAP 
HPPCCPPESTC WTWPC* SPLCH 
WAVA*ARSGPGPLGECFETHGP 
HGCPPGQSPRPPQ*APSAWWTE 
VQPR*PRPAPEGSSRRPPPPGAP 


27552 


57920 


A 


27718 


285 


1266 


RSQIQRGTDRAPKCTSGPPNHRV 
AQPQDDAPREEPPYLPNGMPPG 
RDAPHLPDWAASQRGSSHPRR 
WPPSQRRSLLPRRVADRPEAAI 
SALWEAKAGGWETLPEMEITIH 
NKTRQSKRITHQTNRPNTSSKTI 
RITKTDLTSWETQSPGSPDRHR 
KPSTATKHNRFSKIYSRFSIFQC 
DQGLNGRCGQGKGAGKEQRM 
QEQGENFQAPPFQSHPALRSLQ 
MQQVQTEEHFGTLECGKLAQC 
SFHPTREEDRNQDGKTDMLHF 
KLELPLQSTEHVLGVQLILTFSY 
RLHSCGIPSVLSRYPYFSMLAFG 
ILSRTLRRFVTVSSLLITGI 


27553 


57921 


A 


27719 


1518 


1779 


ARSGPGPLGECFETHGPHGCPP 
GQSPRPPQ*APSAWWTEVQPR* 
PRPAPEGSSRRPPPPGAPCPAQP 
PTRRCPGRHQTPPAAGAAVP 


27554 


57922 


A 


27720 


507 


1114 




27555 


57923 


C 


27721 


80 


223 





3655 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X~Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


''=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possiblc nucleotide insertion) 


27556 


57924 


A 


27722 


1 


2373 




27557 


57925 


A 


27723 


2 


272 


RA RTPPLWPRA RGPGSRVSG AP 














WFLLDLAGGGFLPPAVLCDLSA 














ASSTVSGRSNPHC*AWGGLEFF 














GEVERAESGFPVPEPSLISEMPH 


27558 


57926 


A 


27724 


195 


489 




27559 


57927 


A 


27725 


210 


1308 




27560 


57928 


A 


27726 


203 


474 




27561 


57929 


A 


27727 


224 


892 




27562 


57930 


A 


27728 


' 


457 




27563 


57931 


A 


27729 


3 


1325 




27564 


57932 


A 


27730 


322 


512 




27565 


57933 


A 


27731 


621 


737 




27566 


57934 


A 


27732 


441 


588 




27567 


57935 


A 


27733 


1 


792 




27568 


57936 


A 


27734 


8 


488 


SGCRNSARADADPSLHASPPAP 














TMATVQLLEGRWRLVDS\KGF 














DEYMKE\LGVG1ALRKMG\AMP 














KP\DCI I TCDG KN LT\I KTESTLK 














TTQFSCTLGEKFEETTADGRKT 














QTVCNFTDGALVQHQEWDGK 














ESTITRKL KDGKL V V EC VMNN 














VTCTRIYEKVE 


27569 


57937 


A 


27735 


861 


2161 




27570 


57938 


A 


27736 


349 


625 




27571 


57939 


A 


27737 


I 


630 


MAQETNHSQVPMLCSTGCGFY 














GNPRTNGMCSVCYKEHLQRQN 














SSNGRISPPATSVSSLSESLPVQC 














TDGSVPEAQSALDSTSSSMQPS 














PCIK\QSLLSESVASSQLDSTSVD 














KAVPETEDVQASVSDTAQQPSE 














EQSKSLEKPKQKKNRCFMCRK 














KVGLTGFECRCGNVSCES\HRY 














SDVHNCSYNYKADAAEEN/LE 














KENPVVVGEKIQKI 


27572 


57940 


A 


27738 


1 


1089 




27573 


57941 


A 


27739 


41 


334 


AGKMTKLEEHLEGIVN1SPQ*S 














VRKGHFDTLSKG\ELKQLLTKE 














LANT\IKN1KDKAVIDEIF\QG\LD 














ANQDE\QVDFQEFIS\LVAIALK 














AAHYHTHKE 


27574 


57942 


A 


27740 


1 


519 




27575 


57943 


A 


27741 


28 


314 




27576 


57944 


A 


27742 


208 


421 




27577 


57945 


A 


27743 


619 


890 
















LGSGAWGGGDLPWEINPLSSCS 














LLREKDLLTTSGPQTATSPRNISP 














ILNRDPTVQLTWQPLPEPLELW 














PKAL 


27579 


57947 


A 


27745 


501 


680 





3656 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27580 


57948 


A 


27746 


166 


405 


RPRSERLLWGTSPLS/CALTL*G 
DPPTTSG PQTNQVPRN 1 SPl SN RD 
PTGKWTVQLTRQPLPEPLELWP 
KALRLTPSQIFSA 


27581 


57949 


A 


27747 


425 


484 




27582 


57950 


A 


27748 


448 


520 




27583 


57951 


A 


27749 




679 


GGGFSDRDRTIALQPGQQIWM 
WGIGKQVGGCGWLRGKNRVV 
GAAKDQSGTGEKFYFIPKAMG 
AMEGSGQRRTLPDPGAHRNPS 
GGYSATDCEGSRPAPGEINSHA 
SHTKPVW WFFTQTRMKFGA VT 
RIGGLPWEVNPLSSCSLLREKD 
PPTTSGPQTATSPRNISPILNPELA 
TLAGNLATGPRNARSPGFLLSR 
VPSVWDPTENRTVQLTWQPLP 
EPLELWPKAL 


27584 


57952 


A 


27750 


3618 


3848 


NLCKEPSSRRSIHKESLLNFPLM 
GLDPRPQEGFPRDSPR*REESTS 
LHDPMASSSSTVFWGLKRQKY 
FLWPFRAST 


27585 


57953 


A 


27751 




297 




27586 


57954 


A 


27752 


244 


420 


RKETKERSRTPP*SPRTGQMTP 
CKLQPGVLSFPRTAQSWEPPAV 
PQSPLKNELRRKYLT 


27587 


57955 


A 


27753 


1993 


2205 




27588 


57956 


A 


27754 


138 


833 




27589 


57957 


A 


27755 




875 




27590 


57958 


A 


27756 


1 


1041 




27591 


57959 


A 


27757 


3 


1447 




27592 


57960 


A 


27758 


23 


3257 




27593 


57961 


A 


27759 


2 


168 


GKAGCWPRSRARKCRTSSPSIW 
AAWRPPTR*LTVTSRPGTSGSE 
PWAMAAASRWQ 


27594 


57962 


A 


27760 


85 


1271 




27595 


57963 


A 


2776! 


5871 


6056 


TSS A A STAPRWRRKPHG HQKSL 
PASLRFPGR*TPQPDLPGPPAQP 
PAQPGPPQAATVPGRW 


27596 


57964 


A 


27762 


1 


280 




27597 


57965 


A 


27763 


1 


714 




27598 


57966 


A 


27764 


2 


558 


RRAHACARRRRKLKEMLGVNVL 

TSHSSQERMKLTFKKKAVNFA 

DAAAAQGPLLPAMVNPTMFFH 

lAVDGEPLGCVSFEVRGLESKK 

*LLI*SIKLC*Q1G\LFADKVPK.T 

AENFHALSTGEKGFGYKGSCFH 

RIIPGFTCQSGDFTRHT/GIGGKS 

ICREKFDDKNFILKHTGPGILSM 

ANAGPSVNV 



3657 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


27599 


57967 


A 


27765 


1 


927 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPLIVQQCLLFLRILP\L 
FADKVPKTAENFRALSTGEKGF 
GL*GVPCFHR\IIPGFM\CQG\GD 
FTPP*MAPGGKSIYGEK\FEDEN 
FI\LKHTGPGILS\MANAGPNTN 
GSQFFICTAKTEWLDGKPWVF 
GKWKKGLNIVEAMERFGSRNG 
KTSKKITIADCGQLLISFDLCFIL 
NHQDHSFCALLSGEHPSTPFAR 
RILRILWLSLQFLWGSMFSLFPP 
MPSWIAAVKFMIIEIKTK 


27600 


57968 


A 


27766 


1 


798 




27601 


57969 


A 


27767 


1 


575 


PTRPPTRPPTRPIMAQDQGEKE 
NPMRELRIRKLCLNICVGESGD 
RLTRAAKVLEQLTGQTPVFSKA 
\RYTVRSFGIRRNEKIAVHCTVR 
GAKAEEILEKGLKVREYELRKN 
NFSDTGNFGFGMQDHIDLGIIY 
DPSIGIYGLDFYVVLGRPGFSIA 
DKKRRTGCIGAKHRISKEEAMR 
WFQQKYDGIILPGK 


27602 


57970 


A 


27768 


1 


1695 




27603 


57971 


A 


27769 




228 




27604 


57972 


A 


27770 


1098 


1938 


IWPRPRDC/RVSYTTVFPPATVT 

APVA'SGGSHDHIQQYSDIEDFR 

QATAASSVMVARAAMWNPSIF 

LKEGLRPLEEVMQKYIRYGGM 

GAALLSDPDKIEKAPSMGTLM 

GVYLPCLQNIFGVILFLRLTWM 

VGTAGVLQALLIVLICCCCTLL 

TAISMSAIATNGVVPGYLHTLV 

QNLVNNGYVRDETVRAAPYD 

WRLEPGQQEEYYRKLAGLVEE 

MHAAYGKPVFLIGHSLGCLHLL 

YFLLRQPQAWKDRFIDGFISLG 

APWGGSIKPMLVLASGSGTRA 


27605 


57973 


A 


27771 




1710 




27606 


57974 


A 


27772 


163 


1659 




27607 


57975 


A 


27773 


3 


297 




27608 


57976 


A 


27774 


3 


447 


SSPHSSRSLSAPPLPGLPLWRHL 
RSPSAHRCTVGAPFWAGEGRSP 
L PQLAGRCGGRRASGNRG\ARG 
ACGPAGVPGGRGLGGPALGAA 
GRPGP*LPSRGAGLGTA/GPPCL 
SLPPPPWVPVQPEPPRRAPPPAP 
RRPVPSTAQGLRSASA 



3658 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27609 


57977 


A 


27775 


3 


197 


RPDAVPARSLEMKRFPMPPPPP\ 
G*FSPGASLDVNPGCYKQAPSC 
SLAQILSNLSNLWSSAVSNF 


27610 












GRLLDKLAGIPH/PPFPSGGLGCQ 
H * RRSPLHEHPSSGP\PAGLKPS 
LSCLPAGQGSGPAARY/GLSLPP 
TPWAPVQPEPPRRAPPPAPGRS 
VPSTTQGLRSASA 


2761 1 


57979 


A 


27777 


177 




RGGQGSGPAACYA*/RLPPTPW 

APVRPEPPQRAPPPAPRRPVPST 

TQGLRSASTRRVTGRQLHLQP 

WCGIHWVKPAGLLSLVGRWRV 

LMS 


27612 


57980 


A 


27778 


165 


591 


QRAG SPHSPRSLSAPPLPGLPLW 
RHLRSPSAHRCTVRAPFWAGQ 
G RSRLPQLAGRCG GRG A SGNP 
GNSHGACGPAGVPGGRGLGGPR 
TGSSQLALPAPGNEGLSTPASG 
RRKKLRTHPSIRRNKLQTRYLK 
SCNTHREGPRLH 


27613 


57981 


A 


27779 


1 


1605 




27614 


57982 


A 


27780 


2 


1970 




27615 


57983 


A 


27781 


1 


3522 




27616 


57984 


C 


27782 


183 


254 




27617 


57985 


A 


27783 


39 


346 


QYISELQFLASTVRQTPATSPAH 
KNFQTPEPQQPGIPPEPPPPGAC 
YKCWKSGHQAKECLQPGIPRK/ 
HASHLWQPLPEPPGTLAQGSLT 
DSFPDLLGLAAED 


27618 


57986 


A 


27784 


1 


354 




27619 


57987 


A 


27785 


72 


299 




27620 


57988 


A 


27786 


273 


530 


LGSGDLPWGINPLSSCSLLREK 
DPLTISGPQTHQPKEHLTNFKSG 
PH*KSDCSTAPG\ATPRAPGTLA 
QGALTDSFPDLLSLAAED 


27621 


57989 


A 


27790 


1 


1068 




27622 


57990 


A 


27791 


148 


527 




27623 


57991 


A 


27792 


2 


1910 




27624 


57992 


A 


27793 




1047 




27625 


57993 


A 


27794 


96 


488 


WDRMAGGSSNTFGFPPPPLPYR 
SCER* QRDGGPRSPGSLSVPP W 

PR/PPILAALEEPFSPPLHRGRPS 
LG WPRPEL APS AQRSA A S/RPEA 
SKDHEPTRKKE/PTPDTQP* EL* 
HSLPRSSASLALGPHYLYEL 


27626 


57994 


A 


27795 


3 


2086 




27627 


57995 


A 


27796 


3 


412 




27628 


57996 


A 


27797 


2 


390 





3659 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO; 


SEQ ID ^0: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ofiasi 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*-=Stop codon, /=po5sible nucleotide 
deletion, \=possible nucleotide insertion) 


27629 


57997 


A 


27798 




629 


MKVGLDQIIEVVPSHSVTSGAA 
AGECGGVHCDSVCAEGRWGPN 
CSLPCYCKNGASCSPDDGICEC 
APGFRGTTCQRICSPGFYGHRC 
SQTCPQCVHSSGPCHHITGLCD 
CLPGFTGALCNE/RLFTVCPSGR 
FGKNCAGICTCTNNGTCNPIDR 
SCQCYPGWIGSDCSQPHCADKC 
VHG RCl APNTCQCEPGWGGTN 
CSSVKKQSTVCES 


27630 


57998 


A 


27799 


108 


1071 


YPLFLSSISACDGDHWGPHCTS 
RCQCKNGALCNPITGACHCAA 
GFRGWRCEDRCEQGTYGNDCH 
QRCQCQNGATCDHVTGECRCP 
PGYTGAFCEDLCPPGKHGPQCE 
QRCPCQNGGVCHHVTGECSCP 
SGWMLSFPGWRPI*FSKSL*MQ 
GTVCGQPCPEGRFGKNCSQECQ 
CHNGGTCDAATGQCHCSPGYT 
GERAAVPDVRK\CQDECPVGTY 
GVLCAETCQCVNGGKCYHVSG 
ACLCEAGFAGERCEARLCPEGL 
YGIKCDKRCPCHLENTHSISLIA 
AKKSNSLHAIALDFRAQCQSVK 
DRCHASDLPIDIVSTETLR 


27631 


57999 


A 


27800 


243 


1296 


ETQEESSEFLPCGSHQPNG*LLF 

CSTYKRCLCNWGPC*AY*RACP 

CPALQQCPDI/CPQAQLAIPCAP 

QQQQLSRCLSFPSSLLQDPNTP 

G/EYRKDEGRAGSRGAGEKQC 

THNSPRWLQNTVSNQGSSMPG 

FQSHVPSLLGAFVQCTNCTRVC 

SSPANKIFTTFRLGDPLVSPCHQ 

GFGSNTHCCVESWQSSCSGMH 

KDLGALHTPAPGSPTNVAATQ 

ARREPRCRLAVLSTLDRSTRQK 

VNKDIQELNSALHQADLTDIYR 

TLHPKSTEYTFFSEPHRTYSKTD 

H L VGSKGLLSKCKRTEIITNCLS 

DHSAIKLELRIKKLTQNCSTTW 

KLNNLLLNDYWVFINEMKAEID 


21622 


58000 


A 


27801 


552 


827 




27633 


58001 


A 


27802 


70 


200 


















27635 


58003 


A 


27804 


652 


960 




27636 


58004 


A 


27805 


1 


474 




27637 


58005 


A 


27806 


1 


140 




27638 


58006 


A 


27807 


1 


1260 





3660 



wo 01/075067 



PCT/USOl/08631 





SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27639 


58007 


A 


27808 


126 


893 


EDGSGGGKFPEGARQGGTGQR 














RRRKAMRRTGAPAQADSRGRG 














RARGGCPGGEATLSQPPPRGGT 














RGQEPQVMKETIMNQEKTRHTC 














RHKVRJGGKGTARKKKKVVHI 














TATA\DDKX\LOFLLKGS*GVN 














NISG1E\EVNMFTNPRNKLIHF*Q 














PLKVQGISWAANTFHHLQGHA 














*DKSSWTEMLPS1FKPSLGAG*V 














♦LVLRRLA\EALPQTNLWDGKS 














TTLLLGEDDGDDDESSQILWEY 














FGWRVPRNEANLNLSSTF 


27640 


58008 


A 


27809 


180 


589 


KELPLLIFCRWQFESLHELNVPF 














FKVGSGDTNNFPYLEKTAKKG 














SPNGDLPVGCKSNGHP*SKFIRS 














VKPLNPQLLASLQCTSAYPLQP 














EDVNLRVISVSRREGVPFLGHL 














LWGRRSLFYNQNSNKHGILYN 


27641 


58009 


A 


27810 


623 


1082 




27642 


58010 


A 


27811 


548 


645 




27643 


58011 


A 


27812 


329 


510 




27644 


58012 


A 


27813 


3254 


3628 




27645 


58013 


A 


27814 


1 


960 




27646 


58014 


A 


27815 


349 


681 


PMASNRAITLTAWPKIPFLGICE 














AKNPRSENMRL/AHHFGSGLPP 














SWELWEQGPPGIMSSRYIEFLNK 














HTYIKGTLRV YTK KFCML V I KS 














FESKSCVWRYDFDSKSSVNVTV 


27647 


58015 


A 


27816 


240 


473 




27648 


58016 


A 


27817 


825 


1043 




27649 


58017 


A 


27818 


2 


418 


QKVVCFEAFLQQILGKHQFYW 














CLEGLGHCHHHIGAKYPEDIVD 














EESAQQDAASADIVEVQELYSI 














KGEGQAKKVVGNPVLPQQVPD 














ANDAAQAQAHQVLGVKFIIDD 














L*AERPGKSTP*GRATPPTFLVF 














PRTLCEGI 


27650 


58018 


A 


27819 


2 


427 




27651 


58019 


B 


27820 


51 


672 




27652 


58020 


A 


27821 


43 


667 




27653 


58021 


A 


27822 


516 


1056 


WSRAPAPQQCQHWLHPAGRTL 














HLRCLLGIWHQCDGDSGQVLR 














GTNENLVFPQDLLEKGLEANNF 














AMLGTWEMSSFPGIFIALLLRF 














DISLKKNTHTYFYTSFAAYIFGL 














GLTIFIMHIFKHAQL*GVKS*GS 














SGSDRIQRGNRGISIEGAGEERE 














MMQLVPEPLRARPDRWGLGPH 














RRA 


27654 


58022 


A 


27823 


1 


1019 




27655 


58023 


A 


27824 


1061 


1258 





3661 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide localion of last 


Amino acid sequence ( X=Unknown, 


NO: 




hod 


in USSN 




codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27656 


58024 


A 


27825 


44 


621 




27657 


58025 


A 


27826 


406 


727 




27658 


58026 


A 


27827 


2 


1337 




27659 


58027 


A 


27828 


1236 


1391 




27660 


58028 


A 


27829 


228 


502 




27661 


58029 


A 


27830 


1 


1035 




27662 


58030 


A 


27831 


146 


392 


GHRSHQSPEETPNLIPRTPIPPLG 














TGTSIRSTRIPRTEASGPNGLN\ 














WYLTPTPPGGQRPSSAASPRGF 














PPTNNSSRLPAEPE 


27663 


58031 


A 


27832 


15 


300 




27664 


58032 


C 


27833 


289 


414 




27665 


58033 


A 


27834 




576 


AALAERWLGEVLVRVGVRVPG 














GSGGLRHWCPCGLLGRGLGQA 














PEHKVRLSMEFCSTCTADHISLS 














SFWRSSFQQPLVPAVSLQSPDR 














RLSHDPAASSWSGFCGISPAFSA 














FSECSPSSLRSHPPALLQAAES* 














FAASSSPSPTWSLSGSGTRKPW 














SA/^ACNWLLSDSSSHRRSFWES 














GIITMVLALTLEELV 


27666 


58034 


A 


27835 


1 


231 


DELLVGGNPRGDAAEEGRCPP 














GGVGVRYQIQPIWPRRLCSRNP 














GAAD*GPGS*RWDRCPRDEIWR 














FLGALVGSVSSG 


27667 


58035 


A 


27836 


18 


398 


KVRWERSWSESESESQEGRRR 














AQALVPSVAS*/SSRPWDRPPST 














K*GCLWSSAARAQQTIYHSVPS 














GGHPSSSHWLPAVSLQSPDRRL 














SHDPAASSWSGFCGISPAFSAFS 














ECSPSSLRSHPPALGSF 


27668 


58036 


A 


27837 


1059 


1446 


AVWSLPAPPAPCLLAGLLCTCC 














RTP*TASLCARGPVPRPRA*EAT 














RGTSA*ALHSPPGTLTPTVTRTS 














PSHLSARAAAPSHPARPTASRSS 














RLPAWLAVRLSIPPRRGSLGGA 














GAQAAAASTRFTCCS 


27669 


58037 




27838 




211 


ATALAERWLGEVLVRVGVRVP 














CGEWRAQALVP1VAS*ATRPSG 














RG PPTQQT* RTSRIGRS* QTTMR 














HART 


27670 


58038 


A 


27839 


316 


537 




27671 


58039 


A 


27840 


255 


475 


RPWVRAPYKLLPALLHAPLCAP 














PSSPWRPV/PASAPSFKLLKS*IF 














CKQLSLLPTWSLSGSGTRKPWS 














GPVTGS 


27672 


58040 


A 


27841 


622 


1127 




27673 


58041 


A 


27842 


364 


666 





3662 



wo 01/075067 



PCT/USOl/08631 





SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


''^Stop codou, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


27674 


58042 


A 


27843 


37 


299 


ILLCSVQTLPLLRREFYGHIPKC 














QQSLNIICSPSSLRJPGFLHRNRL 














STPFH VQQPQREHF * YCRSQl H 














GENSAWHIRSHHAEKAHF 


27675 


58043 


A 


27844 


84 


428 


PAEIERSTAKTPGPPGSLEMGLL 














TFRDVAIEFSLEEWQCLDTAQR 














NLYKNVILENYRNLVFLGIAVS 














KQDLITCLEQEKEPLTVKRHEM 














VNEPTGPRQKRRVTSSR* *MKR 














YVIl 


27676 


58044 


A 


27845 


1 


719 




27677 


58045 


A 


27846 


669 


830 


CLVQNQNIFC*ILS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27678 


58046 


A 


27847 


223 


382 


CLVQNQNIFC*ILS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27679 


58047 


B 


27848 


1 


491 




27680 


58048 


A 


27849 


I 


1113 




27681 


58049 


A 


27850 


505 


1105 


ITCTLYPSLRIVYEAFFAIGDNM 














FRRIIKDALFRTIQFCQIMNRSQ 














YMFTCRCRTEMQVPQHRRKKT 














FKPTVLLNHFVMEIIVLTAGRID 














AAFQDEVAASEGFLKQPVGKD 














YKFGGPSVKDEKLFGVGTGMG 














HHN*LSV*TSIQHLLSNTQG/CL 














RVCPALRL/HSRNLSAMVISFSF 














SCGARSAISPINARKRWASPVC 


27682 


58050 


A 


27851 


1 


2697 




27683 


58051 


A 


27852 




1998 




27684 


58052 


A 


27853 


864 


1025 


CLVQNQNIFC*ILS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27685 


58053 


A 


27854 


1605 


1766 


CLVQNQNIFC*ILS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27686 


58054 


A 


27855 


677 


735 




27687 


58055 


A 


27856 


1 126 


1568 


SSSSTGRSRHKEVSPGCQQDGL 














RCQEWWSVRPG\YEATGGVWG 














KQLGIPASGLPGRRSSESPRKSC 














TPVTSRTGLPVCPWAALSPESR 














SFSLSVRPVCVC\CVGTKMSCA 














PECCFFLVSLSLLSLFLRLLLGL 














AAHCQFFPAVPLCIL 


27688 


58056 


A 


27857 


1 142 


2450 




27689 


58057 


A 


27858 


1 


1131 




27690 


58058 


A 


27859 


229 


402 




27691 


58059 


A 


27860 


505 


597 




27692 


58060 


A 


27861 


1 


657 




27693 


58061 


A 


27862 


248 


382 


QPPKITLLYQQWIQTKKKSLKS 














FLP*QEFRKMQKKHSTKSS1TL 



3663 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO: 
sequence 


had 


SEQ ID NO: 
in USSN 
09/540,217 


location of flrst 
codon for peptide 
sequence 


codun for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27694 


58062 


A 


27863 




1341 




27695 


58063 


A 


27864 


1 


739 


MGDFNTLLSALDRSTRQKVNK 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHRTYSKIDHLV 

GSKALLRKCKRTEIITNCLSDHS 

AIKLELRIKKLTQNHSTTWQLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWYVKDTRI 

SGMLWYVKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSK.TSRRQEITKIRAELKE1 

ETQKTLQKINECRSWFFEKINKI 

DRPLARLIKKKREKNQIDAIKN 

DKGDIITDPTEIQTTIREYYKHL 

YGNKLENL*H*MPTRESRKDLK 

LTP*HHN*KN*RSKSKHIQKLAE 

G KK* LRSEQN * RK * RH KJCPFKK 

SMNAGAGFLKRSTKLIDR 


27696 


58064 


A 


27865 


1 


1920 




27697 


58065 


A 


27866 


444 


763 




27698 


58066 


A 


27867 


I 


651 




27699 


58067 


A 


27868 


94 


964 


VNADWVLQRELEQTSLWSSKQ 
RACCLSHVVGLRMISSCTTRKM 
AEEEQRKIPLVPENLLKKRKAY 
QALKATQAKQALFGKEGAEER 
KRAQ/WFKRLESFLHDSLAAET 
♦QG/RISRQLEVQPHALELPDKC 
SLAFVVRIKRIDGGSLLVQRTIA 
RLCLKKIFSGVFWKAPPRIQKW 
LRIVEPYVTWGFPNLKSVRELIL 
KRGQAKVKNKTIPLT\DITVME 
EHLGKFGVICLEDLIHEIAFPGK 
HFQEISWVLRPFHLSVAHHATK. 
NRVGFLKEMGTLGYRGERINQ 
LIRQLN 


27700 


58068 


A 


27869 


176 


334 




27701 


58069 


A 


27870 


3 


452 


AASTGGGSHLLLSIMAALRPLV 

KPKIVKKRTKKFIRHQSDRYVK 

IKRNWRKPRGIDNRVRRRFKGQ 

ILMPNIGYGSNKKTKHMLPSGF 

RKF L VHN VKELE VLLMCNKS Y 

CAEIAHNVSSKNRKAIVERA\A 

QLAIRVTNPNARLRSEENE 


27702 


58070 


A 


27871 


2 


423 




27703 


58071 


B 


27872 


193 


1698 





3664 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27704 


58072 


A 


27873 


263 


714 


KLNVPIIKATNTIMNMTMNLK 

MSLTAPPSDICRGPKLSFAGKIQ 

AIPEK.LKTTATAQRPLDT1GLEV 

PVPAAWLLSAVRNCSKLRATS 

GPNLDTMNGSRRQTGSWTEGS 

RSSMKPHLLSDITGALR/SPKVS 

*AFCRLATWPFNFLQSGILS 


27705 


58073 


A 


27874 


347 


902 




27706 


58074 


A 


27875 


17 


1178 




27707 


58075 


A 


27876 


1 


1155 




27708 


58076 


A 


27877 


3 


1109 


EKETMQSLNDRLASYLDRVRS 

LETENRRLESKIREHLEKKGPQ 

VRDWSHYFKllEDLRAQIFANT 

VDNARIVLQIDNARLAADDFRV 

KYETELAMRQSVENDIHGLRK 

VI DDTNITRLQLETE1EA\LKEEL 

LFMKKNHEEVEVKGLKTPNYA 

ALG*T\VEVDAP\KSQDLAKI\M 

AD1R\AQ\YDELGSERTERKLDK 

YWSQQIEESTTVFTTQSA\EVGA 

AETNLHRSLKRTVXQSLEDRPW 

TSMRNLKAQLGEQP*GEVEAPL 

RPTRWSQLNG1LLHLES\ELAQT 

\RAEGQRQA\QEYEALLNIKVKL 

\E AEIATYRRLLEDGEDFNLG D 

ALDSSNSMQTIQKTTTRRIVDG 

KVVSETNDTKVLEALSQQKAG 


27709 


58077 


A 


27878 




1305 




27710 


58078 


A 


27879 


209 


560 




277 n 


58079 


A 


27880 


219 


512 




27712 


58080 


A 


27881 


528 


803 




27713 


58081 


A 


27882 


3 


432 


SSPCVEFSTSMGACLRPATARSP 

SATCTAWTCTGWRRGRPWWR 

WTPENSGVAGGDGTSEEDSEE 

VEGAEWWGRRRRQRRGERCG 

GLRRAPCQGAPGKCLCPRPP\GP 

SPC */CE ALG AQRAS * PHRRELK 

VGGPGPGCELSPMV 


27714 


58082 


A 


27883 


1 17 


483 




27715 


58083 


A 


27884 


1 


1497 




27716 


58084 


A 


27885 


228 


776 




27717 


58085 


A 


27886 


1012 


1677 




27718 


58086 


A 


27887 


194 


562 




27719 


58087 


A 


27888 


1 


423 


















27721 


58089 


A 


27890 


1 


1692 




27722 


58090 


A 


27891 


186 


2191 




27723 


58091 


A 


27892 


2 


141 




27724 


58092 


A 


27893 


1 


1692 





3665 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


27725 


58093 


A 


27894 


186 


2192 


QRRPRPFPSQG I SMTECFLPPTSS 

PSEHR.RVEHGSGLTRTPSSEEIS 

PTKFPGLWRTGEPSPPHDILHEP 

PDVVSDDEKDHGKKKGKFKKK 

EKRTEGYAAFQEDSSGDEAESP 

SKMKRSKGIHVFKKPSFSKKKE 

KDFKIKEKPKEEICHKEEKHKEE 

KHKEKKSKDLTAADVVKQWK 

EKKKKKKPIQEPEVPQIDVPNL 

KPIFGIPLADAVERTMMYDGIR 

LPAVFRECIDYVEKYGMKCEGI 

YRVSGIKSKVDELKAAYDREES 

TNLEDYEPNTVASLLKQYLRDL 

PENLLTKELMPRFEEACGRTTE 

TEKVQEFQRLLKELPECNYLLIS 

WLIVHMDHVIAKELETKMNIQ 

NISIVLSPTVQISNRVLYVFFTH 

VQELFGNVVLKQVMKPLRWSN 

MATMPTLPETQAGIKEEIRRQE 

FLLNCLHRDLQGGIKDLSKEER 

LWEVQRILTALKRKLREAKRQ 

ECETKIAQEIASLSKEDVSKEEM 

NENEEVINILLAQENEILTEQEE 

LLAMEQFLRRQIASEKEEIERLR 

AEIAEIQSRQQHGRSETEEYSSE 

SESESEDEEELQIILEDLQRQNE 

ELEIKNNHLNQAIHEEREAIIEL 

RVQLRLLQMQRAKAEQQAQE 

DEEPEWRGGAVQPPRDGVLEP 

KAAKEQPKAGKEPAKPSPSRDR 


27726 


58094 


A 


27895 


12 


413 


PSRAPGLQKACTGHEGMAVHP 

PRIPVQSDHLISIEGLLCKLPCA 

GQVTKESGLVSFSLRPVLPQNT 

LSNSFYLFPFGYASPYVETFLPG 

AHSGPAPPGLPVRTPRTAKRL/G 

VAVAPSPTF* ISPRALRSTFVSN 


27727 


58095 


A 


27896 


1 


361 




27728 


58096 


A 


27897 


2 


162 




27729 


58097 


A 


27898 


248 


381 




27730 


58098 


A 


27899 


73 


254 




27731 


58099 


A 


27900 


1 


729 




27732 


58100 


A 


27901 


1 


762 




27733 


58101 


A 


27902 


2 


334 




27734 


58102 


A 


27903 




369 


















27736 


58104 


A 


27905 




250 




27737 


58105 


A 


27906 


721 


876 




27738 


58106 


A 


27907 


3887 


4013 




27739 


58107 


A 


27908 


3423 


3627 





3666 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide Insertion) 


27740 


58108 


A 


27909 


3 


226 


HETGCCGQAAERDSCWERPPiP 
LLLPSLSGDYETVRNGGLIFAG 
LAFIVGLMLLSRRFRCGGTKKR 
RRINEDEP 


27741 


58109 


A 


27910 


67 


264 






58110 


A 


2791 1 


161 


851 






58111 


A 


27912 


139 


351 


GGRRIETGGWERPPIPLLLPSLS 
GDYETVR\T<JGGL\1FAGLAFIVG\ 
LLILLVSRRFRCGGNKKRRQINE 


21744 


58112 


A 


27913 




431 




27745 


58113 


A 


27914 


217 


289 




27746 


58114 


A 


27915 


255 


389 


KPNIACSHS*VGTEQ*EHMDTG 
RGTSHTGACREALDRGPAWEK 
L 


27747 


58115 


A 


27916 


14 


460 


NCLTRRRRRRRRTFLEEERLKP 

SRKKITKKHTKKRTASLILHAM 

ICCRSLNSSKTKNTKCLNSINQR 

LKILSLQKDLMCGTAGRCKTLT 

EQ* LNTTAITLCLLLREARKTL 

MTHQSTWTWMKLETIILSKLTQ 

EQKTKQRMFSLISGS 


27748 


58116 


A 


27917 


503 


1046 




27749 


58117 


A 


27918 




198 




27750 


58118 


A 


27919 


54 


320 




27751 


58119 


A 


27920 


443 


477 




27752 


58120 


A 


27921 




963 




27753 


58121 


A 


27922 


1 


2292 




27754 


58122 


A 


27923 


3 


736 


SCCLHSRLVRARRLRRAVAVM 
AAQCVRLARRSLPALALSVRPI 
FPGLLCTATK\QRTSAKNLKGD 
MGQSEQRADPPATEKTLL\EEK 
VICL\EEQLKETV\EKYKRALA\D 
TEELTGRGSQNLLREAKLLRHF 
KPFCKDLLEVADWLEKATQCV 
PK\EEIKDDNPHLKNPLWRGL\V 
MTEVQIQKVFTKHGLLKLNPV 
GAKFDPYEHEALFHTPVEGKEP 
GTVALVSKVG\YKLHG\RTLRP 
ALVGVVKEA 


27755 


58123 


A 


27924 


253 


363 




27756 


58124 


A 


27925 


235 


318 




27757 


58125 


A 


27926 


1 


426 




27758 


58126 


A 


27927 


146 


254 




27759 


58127 


A 


27928 


1 


1401 




27760 


58128 


A 


27929 


61 


457 


LESTLATAERFLIPSYPSSTGN*L 
VC FCTT* GQEC Y S VTRFASLG YG 
SPGCLYA*SSL1PCWRWGTPRL 
CCEKPFTTHFCLRFVSPSKLAVS 
RWHIPLGSEEKRRSMSAGTISL 
HFl WMKSPTRTS FQHFCT 


27761 


58129 


A 


27930 


1 


567 





3667 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \==possible nucleotide insertion) 


27762 


58130 


A 


27931 


128 


586 




27763 


58131 


A 


27932 


271 


465 


HLTRPGTLLRQNFQRNDQAAT 
LAVHQYPLLCSNRC/CIPRQT/W 
VWSGPPANSNRPAAEGPDC*KE 
N 


27764 


58132 


A 


27933 


1 


375 


MQKSPIFCVAHAGSCRLELFLF 

GHLGGHHPDTKPGRDTTRKDN 

FRPISLMNIDAKILNKILANRIQ 

QHIKKLIHRDQVGFISGVQGWF 

NIRKSINVIQHINRTKDKNHMII 

SIDAEKAFDKIQQGFMLKILNK 

LGIDGMYLKIIRAIYDKPTAKIIL 

NGQKLEVFPLK.TGTRQRCPLSP 

LLFNIELEVLARAIRQEKEIKGI 

QLGKEEVKLSLFAHDMIVYLEN 

PIVSPQNLLKLISNFSKVSGYKl 

NVQNSQAFLYSNNRQT*AIAGA 

PPPASLPPCSL1SDCCASNE*GSV 

GIGPSICPGAGYNLLLCHLISPSIS 

PTSSPKSDTCPIADFSNKSPDRSS 

AGDILLAMQSLGSMAIFTILILP 

THEHGMFFIILFVSSFISLSSGL 


27765 


58133 


A 


27934 


1 


1059 




27766 


58134 


A 


27935 


1 


533 


LSKQGHLNLQRF\LLPFG\C*CLP 

LRGGV\YRGRQ\ASLSCGGLHP 

V*AS\RQLCLPTQALA\MAGTPP 

PASLPPCSLISDCCASNERGSVG 

MGPSEPRCGNNNLVVC\RFLSL 

SEKRSSIRVGVTRFS\RCHLSQL 

CLATKGNSLTPCTSQVRRCLTL 

LQLTLGAMQPLSCGLPTLSDKP 


27767 


58135 


A 


27936 


140 


426 




27768 


58136 


A 


27937 


1 


918 




27769 


58137 


A 


27938 


54 


102 




iinoi 


58138 


C 


27939 


244 


462 




27771 


58139 


A 


27940 


234 


282 




27772 


58140 


A 


27941 


328 


1212 




27773 


58141 


B 


27942 


245 


338 






58142 


A 


27943 


483 


635 




27775 


58143 


A 


27944 


9882 


10134 




27776 


58144 


A 


27945 


2 


370 




27777 


58145 


A 


27946 


1682 


1945 




27778 


58146 


A 


27947 


1172 


1732 


ESTAAEADTRFGCSWAVWAVE 
AEGEDCCCCCCCVCCCCCCCCC 
CCCCCCCCCCCCLPPSAGGRGP 
SGS ARYFALID A AQREDGG DA 
YRVGLAAALEVNAAETVACGG 
LEGGEAPTDAGTRYVLEPEAPQ 
LSVLWKRVEVQRLVPVRVVVA 
A WHAARKARA WLRRAARPG P 
PASCALRRPSGYAAARN 



3668 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ II> NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


'^^top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27779 


58147 


A 


27948 


272 


393 




27780 


58148 


A 


27949 


333 


622 




27781 


58149 


A 


27950 


11 


1850 




27782 


58150 


A 


27951 


1 


1107 




27783 


58151 


A 


27952 


1 


1348 




27784 


58152 


A 


27953 




431 


KLQNELLLLHVSHPGHADAKG 

GFPWP*AAPPLWLCRVQPSFWL 

LSWAGIEGLWLFHTHDTSCQWI 

YHSGVALADVLHESPALQQTS 

VWTSRSFHTSSEIQAEVPKPQLL 

TSVHAQAQYSMEAPKAWGLYP 

LKPWPELYLGPF 


27785 


58153 


A 


27954 


364 


1117 


EGHRAEGQCTGSVVLLTSSIGR 
SGKQSSGCHFWLLQHQICTCPS 
RVMGPRKKHRPTARGSRPPQPL 
PSGFPSAGAMGQVHCLAAPHS 
L ERVRNPRQTQ/PPG WEG/PPTR 
ANLALLPTPPAATATNSSIPDSP 
PGSDGSVPAGLTTWLAVLTLD 
CPKAFGKVASyACLLWK.GEQP 
PKTPPVTPSRVSLLASEPNTIRL 
KNVFPRVFPACTWKSHRHSTPA 
HESSQKGLYPAKPQGWSCPRL 
WEPTSCISVTWM 


27786 


58154 


A 


27955 


1 


224 


QWRHCNRSLLPVQGKSGALEG 
1GPPRVF\PPE*RAFGGQRAPPDI 
PXPPSPRHPTKDRRTAARSGPRR 
KRGQTNE 


27787 


58155 


A 


27956 


681 


879 


LQISHPGHADASGGFPWPWAA 
PPLWLCRVQSPS*LLSQPGVECP 
QLFQAHSASRHLNSMRPQMNS 
S 


27788 


58156 


A 


27957 


835 


1482 




27789 


58157 


A 


27959 


1 


522 




27790 


58158 


A 


27960 


2 


396 




27791 


58159 


A 


27961 


1 


1501 




27792 


58160 


A 


27962 


473 


860 




27793 


58161 


A 


27963 


370 


3675 




27794 


58162 


A 


27964 


52 


117 




27795 


58163 


A 


27965 


3 


290 


PRKTVQFGGTVTEVLLKYKTG 
ETNDFELLKNQLLDPA1RDD\Q1 1 
NWLLEFRSSVMYLTK\DFE\QLI 
SIILRLPWLNRSQ\TVVEEYLAF 
LGNLVSA 


27796 


58164 


A 


27966 


1 


2988 




27797 


58165 


A 


27967 


1 


666 




27798 


58166 


A 


27968 


274 


930 




27799 


58167 


C 


27969 


13 


231 




27800 


58168 


A 


27970 


46 


386 




27801 


58169 


A 


27971 


3 


451 




27802 


58170 


A 


27972 


160 


494 





3669 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


27803 


58171 


A 


27973 


1 


2406 




27804 


58172 


A 


27974 


201 


1069 




27805 


58173 


A 


27975 


450 


647 




27806 


58174 


A 


27976 


329 


697 




27807 


58175 


A 


27977 


141 


1506 




27808 


58176 


A 


27978 


1 


1773 




27809 


58177 


A 


27979 


3 


460 


PHRVMGVPISRGTL*SVFP*PS* 
CTTWPGSLGSCTTACQVRCQPQ 
APHQP*APPERTTSAPAAQSPSR 
SSLWVTAPLVSACPTCSPATHP 
TRSQMPSTHTPCCRGSSPRPRGS 
PSWTRTWT rCPKASKADPKAP 
WPCSLMPFYAQTQTLGET 


27810 


58178 


A 


27980 


1 


1803 


MGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRE 

PTKWEKIFTTYSSDKGLISRIYN 

VLKQIYKKKTNNPIKKWVKDM 

NRHFSKEDIYAAKFCHMKKCSP 

SLAIGEMQIKTTKKLMLYYDVI 

RICHDSHKELEQKLAAFLGMED 

AILYSSCFDANGGLFETLLGAE 

DAIISDALNHASIIDGVRLCKAK 

RYRYANNDMQELEAAYRRSTR 

PLSTRLFSFRSRVLTEFRVCPCL 

VHTTWGGNLMRLSARSLWQR 

AAVNIPKLEGIIEEY/ALLV/WR 

AML/TEVNLSPNPGLVDRINFG 

AHKDMALEDFHRSALAIQGWL 

PRFIEFGACSAEMAPEAVLHGL 

RPIGMACEGDMFRATAGVNTH 

KGSIFSLGLLCAAIGRLLQLNQP 

VTPTTVCSTAASFCRGLTDREL 

RTNNSQLTAGQRLYQQLGLTG 

ARGEAEAGYPLVINHALPHYLT 

LLDQGLDPELALLDTLLLLMAI 

NGDTNVASRGGEGGLRWLQRE 

AQTLLQKGGIRTPADLDYLRQF 

DRDTSQGSSRVDCSVWELCRA 

GRTAGVMAVAAKTKNAGKWH 

NHIIRRFDINPGDRLYDQGGRA 

HHPFAGTHHQKYYRHRSRR 


27811 


58179 


A 


27981 


1 


1974 




inn 


58180 


A 


27982 


344 


508 




27813 


58181 


A 


27983 


3 


492 




27814 


58182 


A 


27984 


65 


261 





3670 
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PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hoJ 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27815 


58183 


A 


27985 




529 


DAWAFHK.MAPKAKNEAPAPP 

KA\EAKAKGF*RAKKGSF*KVS 

HSH\KKKKIPHVHPTFRAGRRPL 

R\LRRQP\KYPSGRALPWRNK\L 

DHLCLS]KFP\LTH*VLPMKK1E 

DN\NTLVFIVDVKANKHQIK.QA 

VKKL\YDI\DVAKVNT/LWIRPD 

GEKNGICSDLAP\DYDA\LDVA 

NKlGIl 


27816 


58184 


A 


27986 


105 


241 


PFFFFEMESPSVAQAVFSLVFRS 
PHCGGIQAHLFNL*RDLFK1WT 


27817 


58185 


C 


27987 


175 


363 




27818 


58186 


A 


27988 


724 


958 




27819 


58187 


A 


27989 


3 


823 




27820 


58188 


A 


27990 




877 




27821 


58189 


A 


27991 


487 


786 




27822 


58190 


A 


27992 


147 


623 


RSAVANGLTKRRMGLKLNGRY 
ISLILAVQIAYLWQAVRAAGKC 
DAWFKGFSGLFCSSLGDTMAQ 
LPAGPGDDKTN1KTV\CTYWGG 
ISHSCTWTAL IDCQEGAKNMW 
DKLRKESKNLNIQGSLFELCGN 
GNG AAG SLLPG FPVLLVSLSAA 
LTTWLSF 


27823 


58191 


A 


27993 


213 


579 


ASLLLLAFLAELASLKAGLQKS 
REYSCSSFISSLSSTDAHCVLSE 
YARPLS/QRPAPNGSSPRCQASE 
AQSPGHRPPPPLFSSPLAALQLD 
SHRFPSDPNGKDESRPPRLCTKL 
GRGCAGCGK 


27824 


58192 


A 


27994 


1 


800 




27825 


58193 


B 


27995 


54 






27826 


58194 


A 


27996 


46 


313 




27827 


58195 


C 


27997 


30 


151 




27828 


58196 


A 


27998 


169 


1173 




27829 


58197 


A 


27999 


456 


651 




27830 


58198 


A 


28000 


487 


833 


RNKFCDDQTEGNKIKNRREEK 
HRCRGQSKLNIIIDNVVKAVNG 
GKSQREQAEFA DCITFGIRHNTS 

rN-MoK-V KUOLi/ i 1 r WAVl^OlViA 

EASSSLQSSSQNPGQAGWQTGP 
WVVSLGC 


27831 


58199 


B 


28001 


1 


2268 




27832 


58200 


A 


28002 


1 


639 





3671 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
lucalioii of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27833 


58201 


A 


28003 


1913 


2388 


PIIHNTTAMKKAAKAEPPFTTIV 
CTE*AlLSQRTCSL*FTVrNDlCP 
GPRAHA/VQDIHGKLFTGSAIA 
NRFQDAMA 1 PFLGTQGK.R VPR 
NGMAIPFPGNRNVIAGAFIPHR 
QHLGQIQLNPVRQCSNLFAHLL 
AQRSEAIFHMRRHHRIRDTVKK 
TILF 


27834 


58202 


A 


28004 




1566 




27835 


58203 


A 


28005 


951 


1217 




27836 


58204 


A 


28006 


1294 


3108 




27837 


58205 


A 


28007 


1 


1896 


LFDWLVSQMELKANPAKGVSA 

PKAPRHLPKN ! D VDDMN RLLDI 

DINDPLAVRDRAMLEVMYGAG 

LRLSELVGLDIKHLDLESGEVW 

VMGKGSKERRLPIGRNAVAWI 

EHWLDLRDLFGSEDDALFLSKL 

G KRI S ARM VQKRF AE WG 1 KQG 

LNNHVHPHKLRHSFATHMLES 

SGDLRARGAYLCAKLLSGAAQ 

VPEWRSAFAWFARCAEQARQN 

QYLQVSSCVPALEGCDVNGAS 

FTLEQMLAWRDHPQVTGLAEM 

MDYPGVISGQNALLDKl,DAFR 

HLTLDGHCPGLGGKELNAYITA 

GIENCHESYQLEEGRRKLQLGM 

SLMIREGSAARNLNALAPLINEF 

NSPQCMLCTDDRNPWEIGHEG 

HIDALIRRLIEQHNVPLHVAYR 

VASWSTARHFGLNHLGLLAPG 

KQADIVLLSDARKVTVQQVLV 

KG\EPIDAQTLPAEEIGRLAQFA 

PAYGNTIGRQPLSASDFALQFTP 

GKRYRVIDVIHNELITHSHSSVY 

SENGFDRDDVSFIAVLERYGQR 

LAPACGLLGGSGLNEGALAAT 

VSHDSHNIVVIGRSAEEMALAV 

NQVIQDGGGLCVVRNGQVTSE 

GAKERMMGKRYKETSGSIGLK 

VPAPLN LNLSLQPREQLGGQST 


27838 


58206 


A 


28008 


1 


3257 




27839 


58207 


A 


28009 


1 


2145 




27840 


58208 


C 


28010 


193 


363 




27841 


58209 


A 


28011 


1 


397 




27842 


58210 


A 


28012 


2 


405 


FVSAQGPGGKRFGTAPATPGCL 
VHDLS*APCLRWYQHPTEEELR 

ILAOK-i^^s^Jvuis. 1 rvJvlJiviV Y INOrll 

ESKPLTIPKDIDLHLETKSVTEV 
DTLALHYFPEYQWLVDFTVAA 
TWYLVTEVYYNFMKPTQEMN 
ISLV 



3672 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hull 


SEQ ID NO: 
in tSSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, A=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27843 


58211 


A 


28013 


3 


353 


G Y I EKRJSCI ALLF/SF* IPVNFLR 
FHDTF1*FCYSS*SI1QLSLWQSQ1 
LLCV*LLRSIDFLYL1W*PLTYN 
EHASILLSLRAPYQLFDL*NDRS 
HIRYSATLVNNPAVCFAVGHD 


27844 


58212 


A 


28014 


106 


1814 




27845 


58213 


A 


28015 


37 


2847 




27846 


58214 


A 


28016 


1 


2430 




27847 


58215 


A 


28017 


1 


2660 




27848 


58216 


C 


28018 


80 


328 




27849 


58217 


B 


28019 


' 


1074 




27850 


58218 


A 


28020 


602 


853 




27851 


58219 


A 


28021 


505 


649 




27852 


58220 


A 


28022 


672 


1903 




27853 


58221 


A 


28023 


3 


319 




27854 


58222 


A 


28024 




219 




27855 


58223 


A 


28025 


2 


508 




27856 


58224 


A 


28026 




1011 




27857 


58225 


A 


28027 


1 


699 




27858 


58226 


A 


28028 


175 


351 




27859 


58227 


A 


28029 




324 




27860 


58228 


A 


28030 


244 


1335 




27861 


58229 


C 


28031 


115 


231 




27862 


58230 


A 


28032 


2 


139 




27863 


58231 


A 


28033 


1 


788 




27864 


58232 


A 


28034 


115 


358 


LIVVRSRRGTSRSGSPRATAMA 
FKDTGKTPVEPEVAIHRIRITLT 
SRNVKSLEKVCADLIRGAKEKN 
LKVKGPVRMPTKVK* I V VRSRR 
GTSRSGSPRATAMAFKDTGKTP 
VEPEVAIHRIRITLTSRNVKSLE 
KVCADLIRGAKEKNLKVKGPV 
RMPTKVK 


27865 


58233 


C 


28035 


179 


283 




27866 


58234 


A 


28036 


57 


431 




27867 


58235 


A 


28037 


54 


440 


RVPELWVGTEVKERKNARSGV 
PSTQRLECGSAESAAGAPASVS 
VQVTAVPAPLFPGWTGGGRAV 

TvTT TT7 AT70N4P'\/VIXIC\/r'tI\X/PT V 
INLlllAiiKJVlKV VilNoVUrlWlvL I 

E*TANRFS*KQDVGKLTNCVCH 
PEGMLKAVTTQAQVFLVIRHN 


27868 


58236 


A 


28038 


1 


2693 




27869 


58237 


B 


28039 


131 


350 





3673 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO; 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27870 


58238 


A 


28040 




594 


MLDITNDQGNASQNHNAIPPYS 
CKNGHNQKIKAGGLWTTVHSL 
LLFQLEQRTQQGYGPITHPKTP 
LHPPALLAVDRGSRSSVPATDS 
LPSAHDRQQQFHTWVCSRLLA 
TVRADPADGQQPQARADVCGC 
RGTGFINLVMIHLMGFEVGRIQ 
QLEQVAPRPQGVSWEVDSSDH 
LQGSPRVEPPGTWDLRVLCSQG 
Q*EAVNCGPQTPGLD/SFDYGH 
SCRSKVVSHCGFDLHFPDH**C 
KNGHNQKIKAGGLWTTVHSLL 
LFQLEQRTQQGYGPITHPKTPL 
HPPALLAVDRGSRSSVPATDSL 
PSAHDRQQQFHTWVCSRLLAT 
VRADPADGQQPQARADVCGCR 
GTGFINLVMIHLMGFEVGRTQQ 
LEQVAPRPQGVSWEVDSSDHL 
QGSPRVEPPGTWDLRVLCSQG 


27871 


58239 


A 


28041 


1 


285 




27872 


58240 


A 


28042 


1 


1059 


HNLSSSNSFPKMSFPNSSPAANT 
FLVDSLISACRSDSFYSSSASMY 
MPPPSADMGTYGMQTCGLLPS 
LAKREVNHQNMGMNVHPYIPQ 
VDSWTDPNRSCRIEQPVTQQVP 
TCSFTTNIKEESNCCMYSDKRN 
KLISAEVPSYQRLVPESCPVENP 
EVPVPRYFRLSQTYATGKTQEY 
NNSPEGSSTVMLQLNPRGAAKP 
QLSAAQLQMEKKMNEPVSGQE 
PTKVSQVESPEAKGGLPEERSC 
LAEVSVSSPEVQEKESKEEIKSD 
TPTSNWLTAKSGRKKRCPYTK 
HQTLELEKEFLFNMYLTRER/R 
ALEISKSVNLTD\RQVKI\WFQN 
RRMKLKKMSRENRIRELTANL 


27873 


58241 


A 


28043 


358 


2292 




27874 


58242 


^ 


28044 


^ 


300 


HSLS/SFFFFFFFFFFFFFFFFFFFF 
FFFLFFFFFLLLLLFVSFSFSFSFS 
SFSFSFSSFSSFSFSFFFLLPSSSSS 
SSSFFFFFFLLLLPFFFFFFEMEH 


27875 


58243 


A 


28045 


2 


241 




27876 


58244 


A 


28046 


1 


126 




imn 


58245 


A 


28047 


49 


183 




27878 


58246 


A 


28048 


3 


212 





3674 
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PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27879 


58247 


A 


28049 


13 


494 


WVVPKNKTTFCSEF/CGAFLWP 
NNNNNFFFFFFFFFFFFFFFFFFF 
FLLLPLLLPLLLLLPLLPLLPLLP 
SSSFFFLLLSSSHSSPSSPSSPSPS 
SPSSPSSPSSSSSSSSSSSSSSSSSS 
SSSSSSSSSSSFSFSFSFSFSFSFSF 
SFFFFFFFFFLFED 


27880 


58248 


A 


28050 


544 


729 




27881 


58249 


A 


28051 


1667 


1896 




27882 


58250 


A 


28052 


1 


477 




27883 


58251 


A 


28053 


25 


448 


RSQFFFFFFFFFFFFFFFFFFFFFF/ 
ILLVLLLVLLVLLLLLLLLLLLL 
LLLL/ASSSSSPSPPSPSPSSSSSSS 
FSSSSSSSSSLSLGAYVLYFMVT 
HSSP VLCCLCNLIINN I * EE * FFR 
FRHNCDLFLAASTl-GVDWLLL 


27884 


58252 


A 


28054 


47 


376 




27885 


58253 


A 


28055 


1 


1740 




27886 


58254 


A 


28056 


3 


1464 




27887 


58255 


A 


28057 


1 


394 




27888 


58256 


A 


28058 


143 


429 


STLQKKEARARHLVTPLDILQL 
FNGFPLLVDCYKLLRYSRVHSF 
PRFWIFFSIKDHIGFPKENTQRK 
MRLHPPPQS*TPPRE*VPSFSSG 
VGKSS 


27889 


58257 




28059 








27890 


58258 


B 


28060 


21 






27891 


58259 


A 


28061 


1 


150 




27892 


58260 


A 


28062 


1081 


1303 




27893 


58261 


A 


28063 


147 


437 





3675 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinovvn, 
''=Stop codon, /=possible nucleotide 
deletion, \=po$$ible nucleotide insertion) 


27894 


58262 


A 


28064 


107 


2499 


PIEDPEGRRRMREFILRSIQGVL 
RMAPQIQPKPLLTKSSTSVSQA 
RL/TSKQKALLPRQCSGSAKAQ 
AEREK]EETCQVGMK.PPVPGGY 
TLQGKWITTFCNQVQLDTIKIN 
GCLKGKLIYLLGDSTLRQWIYY 
FPKVVKTLKFFDLHETGIFKKH 
LLLDAERHTQIQWKKHSYPFVT 
FQLYSLIDHDYIPREIDRLSGDK 
NTAIVITFGQHFRPFPIDIFIRRAI 
GVQKAIERLFLRSPATKASVSK 
LKCF WEPTRGTQKY EASQVTG 
AFPLRPKKGAATPSQLVIVNSS 
DAHNKCDEESEVRIKSTLGLKL 
DCKKGTALTKGTKEDEEDGAM 
SGVDQLCLLSSV DSSGRPQLMT 
DWHGVKGQFSCFKCGEEKELQ 
QKRKLTGKGWNVFFMVLEVG 
KTKIKALEVLASGKGTASWFIQ 
DFLAVNSSHGRWGKKEEFLFQ 
KWKVDPWLPVRWELVQTGTL 
THLVPEGRSDSVTCAWMPLGS 
KQVYKEPAGFPDMLRLRGSRV 
RMAVVTVHSQLRNLSLGDQHF 
NYPLPLKKKKKKKKKDTLIYPA 
DWLESCQSDNLSLAERDLVLV 
LRLALCALYGLLAPGNGNTESA 
ELHPG DKTEAQRPM ALFKVTR 
PLNERPGDLASHVSRFAKSFLK 
PAMESLECPQSRLVGEARKGHS 
ELVEKIERGCESTVGEGTTRKG 
SKRDHLDSQCKLGQRSQPWGQ 


27895 


58263 


A 


28065 


1 


1770 




27896 


58264 


A 


28066 


85 


204 


SPCSTSPFRQLA* *RRGPHRSPFP 
TVAHLIGEWRLMRNAG 


27897 


58265 


A 


28067 


1280 


1531 




27898 


58266 


A 


28068 


1 


882 




27899 


58267 


B 


28069 


77 


1188 




27900 


58268 


A 


28070 


1016 


1400 




27901 


58269 


A 


28071 


1091 


1770 


CRGGSGCAVCAELAPGAVHTV 

AAERAGAQEAAAGAGPPQLGG 

LIAWATHLQHSAAVPLLSQRM 

CHTCCLSPRKLVIGCRAAKSLSS 

SPCGKWLCAALIRQPSVKGLPS 

CGVPLPLSLSRIQMCSSEATSSW 

ELNPDFGE A ATSP* *ESGF/LQS 

VVSTALLPDNTTGETFHHDGRA 

DIGSQFIHRFLVCCHLLVLRWLI 

TLDTKADVVDIGHRLRCFDCRC 

VDSTICD 


27902 


58270 


A 


28072 


1568 


1819 





3676 



wo 01/075067 



PCTAJSOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


27903 


58271 


A 


28073 






LALIVGNRS*MKPYQTTSVTPR 
CLQQWQQRCANY 


27904 


58272 


A 


28074 


332 


544 


CMRRPSCSCPASIRDNTAPHSRT 
LKVLIIGKLSSGRKLSRILPLLRS 
SSM*PTRAPN*SSASFTFTSVSG 


27905 


58273 


A 


28075 


355 


614 


CMRRPSCSCPASTRDNTAPHSR 
TLKVLIIGKRSSGRKLSRILPLLR 
SSSM*PTRAPN*SSASFTFTSVSP 
L*NFIRLHPVY 


27906 


58274 


A 


28076 




2226 




27907 


58275 


A 


28077 


31 


117 




27908 


58276 


A 


28078 


I 


547 




27909 


58277 


A 


28079 


290 


7j>0 




27910 


58278 


A 


28080 




267 


TLVKVKDAEDQLGARVGYIEL 
DLNSGKJLESFRPEERFPMMSTF 
KVLLCGAVLSRIDAGQEQLGRR 
IVTILRMTWLSTHQSQKSTLRMA 


27911 


58279 


A 


28081 




1785 




27912 


58280 


A 


28082 


551 


685 




27913 


58281 


A 


28083 


2 


211 




27914 


58282 


A 


28084 


1407 


1874 


PRAAAAPTNLSPELSASPRPRV 

ACASAWGAGTDVTGWEAAMP 

RVGRCLPRTGLGSARRLRRPEL 

GGGAGPAPEAMRGFGADAGST 

EQPRLPARS*PRLPQRPRRPRKS 

ERPAGLAPRLRPPQPAEPPGLGS 

QERGRGTDRAAADPGLPRTSPE 


27915 


58283 


A 


28085 


1284 


1786 




27916 


58284 




28086 


1205 


1279 


LALIVGNRS*MKPYQTTSVTPR 

CL 


27917 


58285 












27918 


58286 


A 


28088 


2266 


2367 


LAL1VGNRS*MKPYQTTSVTPR 


27919 


58287 


B 


28089 


743 


852 




27920 


58288 


A 


28090 




1100 




27921 


58289 


A 


28091 


548 


652 


LALIVGNRS*MKPYQTTSVTPR 
CLQQWQQRCANY 



3677 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27922 


58290 


A 


28092 


1 


2438 


MRLFGYARVSTSQQSLDIQVRA 
LKDAGVKANRIFTDICASGSSSD 
RKGLDLLRMKVEEGDVILVKK 
LDRLGRDTADMIQLIKEFDAQG 
VSIRFIDDGISTDGEMGKMVVTI 
LSAVAQAERQRILERTNEGRQE 
AMAKGVVFAENDKKMLSNAFI 
ETADFRTLIETDDRTIVVGRRGT 
GSFNLARAATRLLWRYAMLME 
lASYlSSHYKLSSQISSETLLNEH 
LKKWNSAQGDILRKCRLVAKE 
YLDENNPEESIGDLQFNLNISEI 
ENNIVSLLERSDRKVVILMDKL 
DEAYEPDNIGIGMIAGLAYASIE 
LNQKAKCIRPIIFLRDNIFRSLSK 
EDPDYSRNIEGQVIRLHWDWA 
QLLMLSAKRMKVAFKLDIEKD 
QRVWDRCTADDP*KGGNGFKR 
CLQFTLYRPRDLLSLLNEAFFSA 
FRENRETIINTDLEYAAKSISMA 
RLEDLWKEYQKIFPSIQVITSAF 
RSIEPELTVYTCLKKIEASFELIE 
ENGDPKITSEIQLLKASGILQSL 
YSVGFVGIRDKNTSSYSFCHDG 
RTPDKGFESNEKLLIHPCYWLG 
LNLNRNALAPEEAEEINDEYDI 
NIISDNSAIKNKTIGQITTHLDQI 

r lO IN DO A 1 Jbr DV^ W l^LL/AljKl V r 
A QUI Xr^lVClJD'Mn'M A\/r^DT3r\II 

AoHL 1 UlK&llrJNVjWA Vv^KKLIll 
O 1 rNVjUJN.&Ur WJSJ\.VLiiLI Y Jvl ivV; 

VVFDAKNFEELGPSEYRQLQSY 
LTGPYGKLGFIINRDESEVVRSK 


27923 


58291 


A 


28093 


673 


916 




27924 


58292 


B 


28094 


1 


4725 




27925 


58293 


A 


28095 


959 


1387 


CMRRPSCSCPASIRDNTAPHSRT 

LKVLIIGKRSSGRKLSRILPLLRS 

SSM*PTRAPN*SSASFTFTSVCIS 

RCMSAVMVMAVLTIACRFLKM 

TVSVGHICSLNFALQTSTTAMA 

VPAAATRASRAQPNGRHPWRl 

CWKTQKA 


27926 


58294 


C 


28096 


997 


1302 




27927 


58295 


A 


28097 


659 


2534 




27928 


58296 


A 


28098 


174 


294 




27929 


58297 


A 


28099 


31 


379 




27930 


58298 


A 


28100 


3 


518 




27931 


58299 




28101 








27932 


58300 


A 


28102 


40 


198 


QAARTTGFYAHLLRHYKTPVG 
HS* Y* WKLHGENKSSAFA VC*P 
TCRNPFIDCW 


27933 


58301 


A 


28103 


390 


1186 





3678 
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PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


■Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=S(op codon, A=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27934 


58302 


A 


28104 


2 


1287 


GRVGFASTAQSPRILRSEPVRTP 

PIPAFSPLKTLRIMSLHQFLLEPI 

TCHAWNRDRTRPVCLDYYSLV 

VSFEIKK*IALSPNNHEVHIYKK 

NGSQWVKAHELKEHNGHITGI 

DWAPKSDRIVTCGADRNAYVW 

SQKDG V WKPTLVILRINRA ATF 

VKWSPLENKFAVGSGARLISVC 

YFESENDWWVSKHIKKPIRSTV 

LSLDWHPlvTNVLLAAGSCDFKC 

RVFSAYIKEVDEKKASTPWGSK 

MPFGQLMSEFGG\SGTGG\WVH 

GVSFSASG\SRLGWGSATDSTV 

SVCWMPSKS\LQVSTLKTEFLPL 

LSVSFVSENSVVAAGHDCCPM 

LFNYYDRGCLTFVSKLDIPKQSI 

QRNM S AMERFRN MDKRATTE 

DRNTALETLHQNSITQVSIYEV 

DKQDCRKFCTTG IDG AMTIWD 

FKTLESSIQGLRIM 


27935 


58303 


c 


28105 


198 


362 




27936 


58304 


A 


28106 


1 


915 




27937 


58305 


A 


28107 


403 


519 




27938 


58306 


A 


28108 


88 


237 




27939 


58307 


A 


28109 


527 


1205 




27940 


58308 


A 


28110 


2 


272 




27941 


58309 


A 


28111 


39 


543 




27942 


58310 


A 


28112 


1 


789 




27943 


58311 


A 


28113 


401 


912 




27944 


58312 


B 


28114 


147 


653 




27945 


58313 


A 


28115 


586 


650 


KIQCLCLWLLFLIIFLHAFQETIL 
ALRVLNVFNKRINSLGKNLAFN 
LFVYNKANSMP*RLLWKAPRS 
DK*1Q»SLRIQNQCTQISSTAVH 
STVTKLRIKSRTQPLLQQL 


27946 


58314 


A 


28116 


1 


1464 




27947 


58315 


A 


281 17 


260 


462 


MLYLSGI * PKAE/TIG AKWTIDL 
KSGSGKVYQGPAKGAADTTIIL 
SDEDFHGRWSGASLTLRRHSLV 
AG 


27948 


58316 


C 


28118 


183 


254 




27949 


58317 


A 


28119 


98 


445 


LGSGDLPWEINPLSSCSLLCEKH 
PPTTSGPQTDQPKKHLTNFKSG 
ACYMCRKSGHWAEECPQPGIPP 
KPRP1CVGPH*KSDCSTHLAATP 
RAPGTPAQGSLTDSFPDLLGLA 
AED 


27950 


58318 


A 


28120 


32 


143 





3679 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /=po$sible nucleotide 
deletion, \=possible nucleotide insertion) 


27951 


58319 


A 


28121 


39 


346 


QYISELQFLASTVRQTPATSPAH 
KNFQTPEPQQPGIPPEPPPPGAC 
YKCWKSGHQAKECLQPGIPRK/ 
HASHLWQPLPEPPGTLAQGSLT 
DSFPDLLGLAAED 


27952 


58320 


A 


28122 


159 


306 


LGSGNLP*EINPLSSCSLFREEDP 
PTTSGPQTNQPKEHLTNFKSAA 
ED 


27953 


58321 


C 


28123 


80 


106 




27954 


58322 


A 


28124 


166 


423 


RPRSERLLWGTSPLS/CALTL*G 
DPPTTSGPQTNQLKEHLTNFKS 
GPHWKMDCPTHPAATPRAPGT 
LAQGSLTDSFPDLLGSAAED 


27955 


58323 


A 


28125 


1 


354 




27956 


58324 


A 


28126 


1 


702 




27957 


58325 


A 


28127 


317 


427 




27958 


58326 


A 


28128 


467 


640 


SARKRFQLSP**NK1TLLKPASS 
Al S ALAATPRAPGTLAQGSLTD 
SFPDFLSLAAED 


27959 


58327 


B 


28129 


1 


320 




27960 


58328 


A 


28130 


1 


605 




27961 


58329 


A 


28131 


273 


529 


LGSGDLPWGINPLSSCSLLREK 
DPLTISGPQTHQPKEHLTNFKSG 
PH*KSDCSTAPG\ATPRAPGTLA 
QGALTDSFPDLLSLAAED 


27962 


58330 


A 


28132 


459 


601 


DVDRHVRGSNFHHNEIRSLAAT 
PRAPGTLAQ/GLTDSFPDLLGLA 
AED 


27963 


58331 


A 


28133 


1 12 


331 


LGLGDLP\WEINPLSSCSLLHEK 
DPPTTSGPQTDQPKKRLTNFKS 

ATPRAPGTLAQGSLTDSFPDLL 
GLAAED 


27964 


58332 


A 


28134 


1 


579 




27965 


58333 


A 


28135 


72 


300 




27966 


58334 


A 


28136 


722 


820 




27967 


58335 


A 


28137 


1 


624 




27968 


58336 


A 


28138 


348 


636 




27969 


58337 


A 


28139 


134 


1 131 




27970 


58338 


A 


28140 




1209 




27971 


58339 


A 


28141 


2 


764 


















27973 


58341 


B 


28143 


1 


861 




27974 


58342 


A 


28144 


1 


1599 




27975 


58343 


A 


28145 


119 


593 




27976 


58344 


A 


28146 


1 


573 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirsi 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, V=po$sible nucleotide insertion) 


11911 


58345 


A 


28147 


163 


593 


GFLEVQTPHPPNLDGPRRANRN 
TFLWTCHVGIPDLPALPAPASFL 
GTQLTLKKASDGPRTEKVTQD 
LAQPFWTTGRQLRFVLHLSLQQ 
KDLSKCWRGAEVVLGPTRLFL* 
GYSEGVKENGTGGVNK.*AFSM 
CDSKWFNPCLTF 


27978 


58346 


A 


28148 


159 


405 


PRLRVKYTQLC1L*S/CWRERKK 
FHLGKRVELRQGTTLGRVGWP 
KRRLSQGSAGCFPAGLAHSPPH 
LAEAPGSGFCTALFLWL 


27979 


58347 


B 


28149 


123 


1561 




27980 


58348 


A 


28150 


1 


1771 




27981 


58349 


A 


28151 


68 


698 




27982 


58350 


A 


28152 


' 


1260 




27983 


58351 


A 


28153 


57 


302 




27984 


58352 


A 


28154 


1 


245 




27985 


58353 


A 


28155 


5 


422 




27986 


58354 


A 


28156 




1372 




27987 


58355 


A 


28157 


1 


1653 




27988 


58356 


A 


28158 


586 


867 




27989 


58357 


A 


28159 


1 


1410 




27990 


58358 


A 


28160 


1 


1441 


MDIKKGITDISASLRVESGWEA 

RTRKEKTHINTVIIGHVDSGKST 

TTGHLIYKCGGVDKRTIEKFEK 

EAAEMGKCSFKYAWVLDKLK 

AEREHGITIDISLW\KFETSKYY 

VTIIGAPGHRDFIKN\MITG\TSQ 

A\D\CAVLIVAAGVGEFESWYSP 

RNGQTREHALL\AYTLGC*NKL 

IVGV\NKMDS'nEPPYS\QKRYE 

EIVKEGSTYIKKMGYNPSTVAF 

VP\ISGW\NG*QHCLEAKWLTCP 

WFQGDGKVTP*GLAIASWEPRL 

LWRALALQSYPPTRPTDQAPLR 

PASPRMSYQBCLGGIVNVATEV 

KSVEMHHEALSEVLPGDNA'GA 

FNVKNVSVKDVRRGNVAGDSK 

NDPPMEAAGFTAQVIILNHPGQ 

ISAGYAPVLDCHTAHIACKFAE 

LKEKIDRRSGKKLEDGPKFLKS 

GDAAIVDMVPGKPMCVESFSD 

Y rr LuKr A V ruJMKt^ 1 \ V A V (j V J 

K\AVDKK\AAGAGKVTK\SAQK 


27991 


58359 


A 


28161 


125 


370 




27992 


58360 


A 


28162 


156 


547 




27993 


58361 


A 


28163 


108 


919 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27994 


58362 


A 


28164 


1 


712 


LNSEGNSGSGDSISYDAPAGNS 
FLEDCELSRQIGAQLKLLPMND 
QIRELQTIIRDKTASRGDFMFSA 
DRLITLVVEEGLNQLPYKECMV 
TTPTGYKYEGVKFEKGNCGVSI 
M RSGEAMEQGLRDCCRSIRIGK 
ILIQSGGETHRAQVYYAQFPPDl 
YRRKVLLMYPILQTG\NTEFEA 
VKVL*DHGVHPSVIIQLSPFLIP 
HGGQ\S1IQRFPEFP1*PTEVHPV 
APTHFGQKYFGTD 


27995 


58363 


A 


28165 




606 


GIRSAMQNTQNLLQMPYGCGE 

QNMVLFAPNIYGLDE\LNETQO 

LTPEIKSKAIGYLNTGYQRQLN 

YKHYDGSYSTFGERYGRNQGN 

TWLTAFVLKTFAQARAYIFIDE 

AHITQALIWLSQRQKDNGCFRS 

SGSLLNNAIKVNHSGASFDLSI 

MISARMRIGSDNVKNSKGKPQ 

RKIKPGWHQKRGDRTKVDCDT 

LSYRDGYG 


27996 


58364 


A 


28166 


1 


4626 




27997 


58365 


A 


28167 


15 


4479 




27998 


58366 


A 


28168 


256 


852 




27999 


58367 


A 


28169 


319 


405 




28000 


58368 


A 


28170 


606 


896 




28001 


58369 


A 


28171 


1 


372 


FRRVACVGSAGD\TAGAEP/RG 
ACATAWVCEMAADISESSGAD 
CKGDPRNSAKLDADYPLRVLY 

CGEYCEYMPDVAKCRQWLEK 
NFPNEFAKLTVENSPKQEAGISE 
GQGTAGEEEEKKKQKRGKT 


28002 


58370 


A 


28172 


1 


731 


LSRGSAAGGRALGRPWGARRV 
ACVGSAGD\TAGAEP/RGACAT 
AWVCEMAADISESSGADCKGD 
PRNSAKLDADYPLRVLYCGVC 
SLPTEYCEYMPDVAKCRQWLE 
KNFPNEFAKLTVENSPKQEAGI 
SEGQGTAGEEEEKKKQKRGGR 
GQIKQKKKTVPQKVTIAKIPRA 
KKKYVTRVCGLATFEIDLKEAQ 
RFFAQKFSCGASVTGEDEIIIQG 
DFTDAII\DV1QEKWPEVG**QPL 
EDLGRK 








1 




2297 




28004 


58372 


A 


28174 


23 


416 




28005 


58373 


A 


28175 


1 


681 




28006 


58374 


A 


28176 


1 


1668 




28007 


58375 


A 


28177 


1 


1587 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V^possible nucleotide insertion) 


28008 


58376 


A 


28178 


250 


687 


AATSLPFRASTIASANSILRVGV 
MTSIHHFVFSKRVCCNFTSKTY 
FMSQQSSRTCTDGGYQALPFSC 
SSVSPSQQQTQIKSVRPDYLLVE 
PPHHMGPSFFASSGLHYDQ*PH 
HRLHLYWVFSARPWNGDLNPS 
SAHDI*HE*PLHF 


28009 


58377 


C 


28179 


45 


179 




28010 


58378 


A 


28180 


743 


1478 




28011 


58379 


C 


28181 


151 


351 




28012 


58380 


A 


28182 


2 


355 




28013 


5838! 


A 


28183 


19 


428 




28014 


58382 


B 


28184 


61 


2118 




28015 


58383 


A 


28185 


1 


1824 




28016 


58384 


A 


28186 


150 


1552 


KNMETEQPEETFPNTETNGEFG 

KRPAEDMEEEQAFKRSRNTDE 

MVELRILLQSKNAGAVIGKGG 

KNIKALRTDYNASVSVPDSSGP 

ERILSISADIETIGEILKKIIPTLEE 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKGSDFDCELRLLIHQSL 

AGGIIGVKGAKIKELRENTQTTI 

KLFQECCPHSTDRVVLIGGKPD 

RFV\ECIKIILDLISESPIKGR\AQP 

YDPNFYGWKPMDYG\GFTMMF 

DDRRGRPVGFPMRGRGGFDRM 

PPGRGGRPMPPSRRDYDDMSPR 

RGPPPPPPGRGGRSGSRARNLPL 

PPPPPPRGGDLMAYDRRGRPGD 

RYDGMVGFSADETWDSAIDTW 

SPSEWQMAYEPQGGSGYDYSY 

AGGRGSYGDLGGPIITTQVTIPK 

DLAGSIIGKGGQRIKQIRHESGA 

SIKIDEPLEGSEDRIITITGTQDQI 

QNAQYLLQNSVKQYSGKFF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
localion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28017 


58385 


A 


28187 


221 


1634 


KNMETEQPEETFPNTETNGEFG 

KRPAEDMEEEQAFKRSRNTDE 

MVELRILLQSKNAGAVIGKGG 

KNIKALRTDYNASVSVPDSSGP 

ERlLSlSADIETlGElLKKliPTLEE 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKGSDFDCELRLLIHQSL 

AGGIIGVKGAKIKELRENTQTTl 

KLFQECCPHSTDRVVLIGGKPD 

RVVECIKIILDLISESPIKGRAQP 

YDPNFYDETYDYGGFTMMFDD 

RRGRPVGFPMRGRGGFDRMPP 

GRGGRPMPPSRRDYDDMSPRR 

GPPPPPPGRGG\RGGSRARNLPL 

PPPPPPRGGDLMAYDRRGRPGD 

RYDGMVGFSADETWDSAIDTW 

SP\SEWQMAYEPQGG\SG\YDYS 

Y/AQGGRG SYGDLGGPIITTQVT 

IPKDLAG/SLFIGKGGQRMKQIR 

HESGS/SSIKlDEPL\EGSEURiri 1 

TG\TQDQIQ\NAQYLLQ\NSVKQ 


28018 


58386 


A 


28188 


218 


497 




28019 


58387 


C 


28189 


183 


254 




28020 


58388 


A 


28190 


1 


1056 




28021 


58389 


A 


28191 


825 


933 




28022 


58390 


A 


28192 


1 


201 


LVGHDRQGEHVCFYENYAEIG 

NR*GRNLGLTEVTGAVCEALR 

OYSPGNLLSLMGVRVSPSESEE 


28023 


58391 


A 


28193 


450 


509 




28024 


58392 


A 


28194 


2 


71 


SLTIPQPLSPFNLGVTLQSLPSLN 
FSSFPFLVENGDAFYLAATLRA 
PGTVAQGSLTPSQIFSA*WRHPS 
ISPFS 


28025 


58393 


A 


28195 


213 


350 


AVSHLCGTPLEIRLFNSPGSHSQ 
SPWNSGPRLSD*LLPRSSGLSG 


28026 


58394 


A 


28196 


372 


782 


LRSADLPWEINPLSSCSLLHEKD 

PPTSSGPQTDQPKEHLTNFKSE 

KK ETRFIRGPK.TP APVMD*GRQ 

PSLGV*PLQGCLSDYSPRFQRC 

QTTQGHLPWSFTLSSKSHFSGG 

RGKSLLQVPEIWPPGQGMPAA 

QDSS 


28027 


58395 


A 


28197 


189 


380 


SLCIFSSASALQQQWQHEGWC 
GQLLPRGHGPNRKLQQQRQWI 
LL*VPE1LPLGQGMPAAQDSS 


28028 


58396 


A 


28198 


33 


302 


FRICALSTKLFCLSTPWCQTHIL 
SYPQYLPLLPIYSVLDLRHAFFT 
IALHPSSQPLFAFT*TDPDTH*A 
QQITWAALPQGFTDSPHYVQ 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pos$iblc nucleotide insertion) 


28029 


58397 


A 


28199 




532 


MRVRNREEGNVGKWGERQVD 

QRDAVMRVRCGIWNNVGDRIE 

VRAENMGNCGTQQRVGTTEGA 

GGAESISVRLPRRSGSVSLQLLS 

REDLGRSQSESLGPEFQGLWK 

WLPDESSVWPAPGCLLLYCTH 

VDKEKGRRSLHVEHA*QLKTD 

AARSPRKPDTYTFCSPGSFSCTH 

S/SVESHNYHCSRPGLQSGLPHY 

SRYHT*PS*LH\SLIHLTFTPFPH1 

SFFPVSHPH 


28030 


58398 


A 


28200 


266 


397 


S VHCQRFCRNRVPL VENQI LTG 
ETNILHTCIVIHTWF*DHVWKVT 


28031 


58399 


A 


28201 


21 


549 


LGPLPFSLSPCCLHCQGKRLCG 

HHEEARRRKNVSIPRKEAGIIHC 

KGHQKVASDPIAQDNAYADKL 

AKKAA S VPTS VPH Gl SQ APPPLP 

THQARYWQIDFTHMPRVRKLK 

YLLVWVDTFTGWVEAFPTGSK 

KATAVISSLLSDIIPQFSLPTSIHS 

DSRLAFISQITQAVSQALGIK 


28032 


58400 


A 


28202 


3 


518 


KRPHPYLPLLTLFSDSAHLHPG 
EINNHVAHTRPVWWSLHTDVH 
EIWCRDSDRGTSLGRSIPCPPVL 
CSVRKIHLQPQVLRPTSPRNISPI 
LNQVSGLFLLSSPTSLTVPQPLS 
PFNLGATLQS/APFS*FOFLSFSG 
RDKGDTFYPWSQNSGACHRLG 
KAAFPWCLIIAGTPL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 


28033 


58401 


A 


28203 




1626 


SEGEAKGSITLTVCTALYLKLT 

LFHKTGVFGPLRFPVVNTLNPS 

PFHDGTRELGASEAIGQCQSSA 

AKLRRSGKESESLGPEFQGLWK 

WLPGSSQCFARESLEEKI.SLCF 

RPSDPGAEPPRTAVRPITERSLL 

QGDEYCCALGQGVPNPWSTDR 

YWNWATLQEIGPSSCRKTSSGL 

PLILRYGHVRDLHGSSSHHRPG 

GPKRNKWFRELGLGSACCMRP 

RDLVPCVPAAPAVAERGESTA 

QAVASEGASPKPWQLPGGVGP 

VG AQKSRIEV WEPLPI F RRM YG 

KACMSRQKFAAGAGFSWYVPV 

AVVGAKVHDVNLHMLSFPSK 

WKLHTCMKFGAVTQIVTSLGR 

SSCSLLLEKDPPMVLRPTSPRNl 

SPISNLTKETRFIRGPKTPAPVT 

DWEGSLPLVFNHCRDASLllHP 

GFRGVRPRRDACLSPSPLANLIN 

LTFKVYNNRKJK.LQFLAFTVRQ 

TSAMSPAHKNFQXSLNLSGQAF 

LQNLLPQELATSARNPATRPRN 

ACSPGFLLSHVPSVRDPTGNWT 

VQLTWHPLPEPLELWPKAL 


28034 


58402 


A 


28204 


921 


1009 




28035 


58403 


A 


28205 








28036 


58404 












28037 


58405 


A 


28207 


1336 


1490 




28038 


58406 


A 


28208 


466 


560 




28039 


58407 


A 


28209 


863 


1672 




28040 


58408 


A 


28210 


1 


876 




28041 


58409 


A 


2821 1 


133 


746 


SVKMVRYSLDPEN\PMKSCK/S 
QRGSNLRVPFKDHS*KLPQAHQ 
RVCHIRKSPTKYNLKDVHLTRN 
QCVPIPDRYNG'QLGQVCRRPK 
QMGPGTTKGR\WPQKGVLKFL 
PAHALKTAEM*C*TLRVLDVDS 
LVIEHI\QVNKAP\KM\RRRTYR 
AHGRIN PYMSSPCH\IEM\ILTEK 
EQIVPKPEEEVAQKKKIS\QKKL 
KETPTLWHGE 
















28043 


58411 


A 


28213 


1 


2772 




28044 


58412 


A 


28214 


1 


1353 




28045 


58413 


A 


28215 


195 


285 


DIHLLYPVG/RNRGICRKK*RLR 
S*DY*CWR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28046 


58414 


A 


28216 


23 


561 


CRPRKFYYEEDWLITKLKGQVS 
QESLSEKASSQATLPNQPVEKAI 
IMQLGTLLTFLHELVPTALPSGS 
CVDTL/SKGLVQNVHHTYSPCQ 
NFISRCVRAPEEFQKIWNSW*SC 
LVLPPPCVILSFLYVQNKSKSL 
NYTGEKKEKPAAVATAMARVL 
RETKPIPNLIFAIEQYEKFLHPPV 


28047 


58415 


A 


28217 


2383 


2651 




28048 


58416 


A 


28218 


125 


1396 




28049 


58417 


A 


28219 


466 


643 




28050 


58418 


A 


28220 


73 


150 




28051 


58419 


C 


28221 


1 


240 




28052 


58420 


A 


28222 


2 


499 




28053 


58421 


A 


28223 


192 


351 




28054 


58422 


B 


28224 


1 


2103 




28055 


58423 


A 


28225 


247 


400 




28056 


58424 


A 


28226 


288 


589 


WCSRRRGWYLLLGFHNYWRSS 
TFLVRCTPSCPGGCCPRYGIYPV 
RSCPRLPGG VSRYGSl H SG/RWC 
SWSPSWSPWLTSVTPRLYVAL 
M*AVVCPVVGKQP 
















28058 


58426 


A 


28228 


1299 


1506 




28059 


58427 


A 


28229 


1250 


1907 




28060 


58428 


A 


28230 


547 


638 


EKRKSNCPCLQMT*LYI*KTPSS 
QPKISLS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28061 


58429 


A 


28231 


488 


2358 


RLSLGHWAAGKQGASDSCEKP 

TQPPSGVLESTTP/CAAPSPPNR 

DSGPCPASSPGLSRPLLSGTAW 

APPPAPPWARVRPPREVWRAD 

LLTPQGGGPATGVSGGEECDSP 

VGGNPGIWKAWGHRRTRVAGI 

GRRGGPGEADKQPLLVILRQTG 

SG VDLQQTPTDLQLRVLTVRR 

NTNKRKGHPHQNPiCTSPSSKT 

EGRSMRQKVNKDIQELNSALH 

QVDLIDIYRTLHPKSTEYTFFSA 

PHHTYSNIDHIVGSKALLNKCK 

RTEIVANCLSDHSA1KPELR]KK 

LTQNCSTTWKLNNLLLNDYWR 

SKRKTHSKASRRQEITKIRAELK 

EIETQNTLQKINESRSWFFENIN 

KIDRLLERLIKKEREKNQIDAIK 

NDKGDITTDPTKIQTTIREYYKH 

LYKNKLLNLEEMDKFLDTYTL 

PRLNQEEIESLNRPITGYEIEAII 

NSLPTKKSPGSDGFTAEFYQRY 

KQELVTFLLKLFQSTEKEGILPN 

SFHEASIILIPKPGRDTTKKENFR 

PISLMNIDAKILNKILANQIQQHl 

KKLIHHDQLGFIPGMQGLFSTC 

KSINVIHHINKTKDKNHMIISID 

AEMASDKIQQPFMLKTLNKLGI 

DG M YLKI IRAl YDKPTAN H LNG 


28062 


58430 


B 


28232 


1 


2664 




28063 


58431 


A 


28233 


767 


969 


KKRVF'NPEFH1QPN*AS*VKEK* 

NPLQTSKC*E1LSPP\ACPKRAPE 
GSTKHGKEQPVPATAKTGQIV 


28064 


58432 


A 


28234 


804 


920 


RDIYSNKCPQEKPEKI*NGHPNI 
TIKRIREARAKTFKS 


28065 


58433 


A 


28235 


786 


935 




28066 


58434 


B 


28236 


3 


1555 




28067 


58435 


A 


28237 


895 


1389 


GELLEVVMTLAWSWGLFLARII 
QTQVFKAFNLFVLILRSSWAFC 
WTHGDELWALVSRKPK*HPGF 
CDHAPSTFPPPGLCP/EPTPPPGA 
VSQYPCPPPSCPWPRWLVLPLP 
VLAGTSSPWKGFSYPPCCFSPF 
HLPARFLHRGNCLSTFDLVVLP 
PLEMPVLALS 


28068 


58436 


A 


28238 


704 


799 


EKRKSNCLCLQMT*LCI*KTPSS 
QPKISLGW 
















28070 


58438 


B 


28240 


1 


1028 




28071 


58439 


A 


28241 


476 


678 




28072 


58440 


B 


28242 


1 


1059 




28073 


58441 


B 


28243 


1 


924 





3688 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nuelcotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28074 


58442 


A 


28244 


39 


200 


LPLFLIECPLFPSPA*LPWPGLPT 
LC*IGVVREGIPVLCPFSKGMLP 

VFAHSV 


28075 


58443 


A 


28245 


225 


314 




28076 


58444 


A 


28246 


243 


311 




28077 


58445 


A 


28247 


21 


1593 


RKRTAPAGPRRHPKHCECPNCG 

SGKGRPS/CSQTHPPPGKLKSSP 

*SRKAENSKNQSAFSPPKDHSSS 

PVMEQSWMENDFDELTEVGFR 

SLAETQQQQKEKFRPISLMNID 

VKILNKl L ANRIQQHIKKLIHHD 

QVGFISGMQGWFNICKSINVIH 

H1NRTNDK.NHM11SIDAEKAFD 

KIQQPFMLKTLKKLGIDGTYLK 

IIRAIYDKSTASIILNGQKLEAFP 

LKDRTRQGCPLSPLLFNIALEVL 

ARAIRQEKDIKCIQLGKEKVRL 

SLFAEDMIVYLENPIVSAPNLFK 

LISNFSKVSGYKINVQKSQVFL 

YINNRQRESQIMNEFPFTIARRR 

IKYLGIQLTRDVKDLFKENYKP 

LLKEIKEDTNKWKNMPCSWIG 

RINIMKMAILAKVIYRFNAIPIK 

LPMTFFTELEKTTLKFIWNQK 


28078 


58446 


A 


28248 


129 


239 


FFLTMSMECSSICLCPPLFR*AV 
VC RS P* RGPSHPL 


28079 


58447 


A 


28249 


3 


254 


GTAWAPPPAPPWARVRPP\EKC 
GAPTCSHPREEAPRLASPAGKN 
VTVPWGETQGSGRLGVTGEPE 
LLGLGGAGALARLISSLCW 


28080 


58448 


A 


28250 


80 


517 


GHFLGQQPRPQLHSPAPD\PPAP 
TPTDAEGLPQQQQLPQLEPQPE 
CQGPVEAEARQLKSCMKPVRR 
RPAEEELKTKNMDDNTFAMAE 
HPDVQESVGPLVAPTPLRPWPQ 
MTLQVCWSLLEFHSRPCLPGY 
HQQRLQNSKDCCLFLP 


28081 


58449 


A 


28251 


1 


670 




28082 


58450 


A 


28252 


1450 


1650 


QWISRQKLYKPEESGGQYSTFL 
KKRIFNPEFHIQPN*AS*VKEK* 
NPLQTSKC*EILSPPGLPYKSS 


28083 


58451 


A 


28253 


1010 


1294 


QRFSWQKLYKPEESGGQYSTFL 
KKRJFNPEFHIQPN*AS*VKEK* 
NPLQTSKC*EILSPPGL P YKS\PE 
GSAKHGKEQPIPTTAKTCQIVK 


28084 


58452 


A 


28254 


41 


812 




28085 


58453 


B 


28255 


1 


2957 




28086 


58454 


B 


28256 


650 


3212 




28087 


58455 


A 


28257 


1 


556 





3689 



wo 01/075067 



PCT/USOl/08631 



SEO ID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unkno\vn, 
''=Stop codon, /==possible nucleotide 
deletion, \Fpossible nucleotide insertion) 


28088 


58456 


A 


28258 


378 


566 


KHSQGILLQVPEIWPLGQGMPA 
SRDSS*AVSHLCGTPLE]GWSNL 
PGSHSQSPWNSGPRLSD 


28089 


58457 


A 


28259 


1 


253 




28090 


58458 


A 


28260 


409 


884 




28091 


58459 


A 


28261 




2256 




28092 


58460 


A 


28262 


118 


302 




28093 


58461 


A 


28263 


558 


659 




28094 


58462 


A 


28264 




400 




28095 


58463 


A 


28265 


308 


433 




28096 


58464 


A 


28266 




711 




28097 


58465 


A 


28267 


559 


657 




28098 


58466 


A 


28268 




400 




28099 


58467 


B 


28269 


232 


498 




28100 


58468 


A 


28270 




2978 




28101 


58469 


B 


28271 


128 


290 




28102 


58470 


A 


28272 




193 


D\rNlFlRYGLWCFLSPFGLL*QF 
WRLEVQYQDAADSMSGGDPLS 
HS 


28103 


58471 


B 


28273 


125 


197 




28104 


58472 


A 


28274 




1776 




28105 


58473 


A 


28275 


19 


223 


G FPNRTALPKNGNKNGGEASM 
VRGCLERAET*GCP>JGMPQGE 
RLS RFGLRTETTGTVTFRLHCL 
QQSR 


28106 


58474 


A 


28276 




334 




28107 


58475 


A 


28277 


2 


1698 




28108 


58476 


B 


28278 


1 


1281 




28109 


58477 


A 


28279 


198 


532 


NSLFLLCLCQALVSG*CWPHK 
MS*GGFPLFLLTGIVS/GRNGTS 
SSLYLW*NSAVNPSGPGLFLVS 
RLLTIASISEPVIGLFRDSTSSWF 
SLGRVYVSRNLSISSRFSSLFA 


28110 


58478 


A 


28280 


3 


610 


TDFCFCFWLPGLSVLFLSFFLSF 
FLSFFLSFFLSLSFSFSLSLFLFLS 
VSLSFLPSFLFLSLSLSLFLSLFS 
LL/YCLSFLSLFSFFLFLLSFSLSS 
SLLFSSLLFSSLLFSSLLFLLLLL 
LSLSLLFFLSFLFSESVLWEGSV 
AGLQTPALSSALNRAVLPVSCS 
MIDQLCDPGKYFISLCLFLHLR 
VRTCGVWFSVLVIVC 


28111 


58479 


A 


28281 


203 


470 


QAKSVWKKILSFRI*LHRMSDG 
IFWLCFYISMHLCWLVLYWAV 
WFKLQTTRLSRWLTDSLPVSY 
GYCQGMNEGCSSQFKTVFPTLF 


28112 


58480 


A 


28282 


164 


338 


GGGGVHVYQTS/GDIRKKEISK 
EISKG/LTKTPRLLVMSPSSCSR 
RGIWPNPDTCPLLLL 


28113 


58481 


C 


28283 


1 


603 





3690 
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PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28114 


58482 


A 


28284 


179 


445 


QLSGLASGMRESRDVLGLRFTP 
LLLWIVHSRAWALVESAVMST 
WECWVGDERGTGVKLAGAHT 
ELPTGPGV*YSPPCVHVFSLFNS 

HL 


28115 


58483 


A 


28285 


128 


381 




28116 


58484 


A 


28286 




1392 




28117 


58485 


C 


28287 


1 


3169 




28118 


58486 


A 


28288 


1905 


2449 


AQLPTPAPLPFLGRRWGTWGFP 
GHAFHSWFWYSTVGEGAMGSF 
LALLSFPPLGMKLAILEDFFGIS 
GTAAPLGSSFGSSLRSSLSVTEA 
LLARSL/HFLLILLPLLFLLLFLIA 
FQRTLLVGQCPAKSPLGNALEC 
NLGAAGSRAHGGEHATGGLQL 
LALFEAGQSLQPLTACVPGPRP 
LTCL 


28119 


58487 


A 


28289 


693 


905 


EESIS* KWPYCPSFHNLHPQAY 
KAIPHPASLGKT*YNQDNNNAG 
KLFKANRNPALGCQQPVCSKT 
DGFRF 


28120 


58488 


A 


28290 


3 


427 




28121 


58489 


A 


28291 


1 


1195 




28122 


58490 


A 


28292 


158 


779 




28123 


58491 


A 


28293 


227 


378 




28124 


58492 


A 


28294 


' 


621 




28125 


58493 


A 


28295 




35 1 




28126 


58494 


A 


28296 


1 


507 




28127 


58495 


A 


28297 


1 


543 




28128 


58496 


A 


28298 


343 


428 




28129 


58497 


A 


28299 


785 


1178 





3691 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of ilrst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknowii, 
*=Stop codon, /^possible nucleotide 
deletion, \=posslble nucleotide insertion) 


28130 


58498 


A 


28300 


842 


2592 


IREEVESLKRPITSSDIEAVINSL 
SIKKKVQYQTDSQPNSTRGENL 
GNTIQDTGMGKDFITKTPKAM 
ATKAKIDKWDLIKLKSFCTAKE 
TIIRVNRQPTEWEKIFEIYPSNK 
GLISRIYKELKQIYKKKTNDPIK 
KWAKDMTslRHFSKEDIYAAKK 
H/DEKMLIITGTWMKLETIILSK. 
LTQEQKTKHRMFSLLIPDDGNS 
LTRRMLLIGISVKTPVGTGAIPG 
PVGGTTAAGAYGRKEKALSNC 
DSILALALAKMSENQMSMESFF 
EKGKDPMRRQQKTLTLTKKKN 
AFKRKYQESYLNYGFIATVRAS 
FLVANCIVKAKKPFTIGEELILP 
A A KDIC YELLGEAA VQK VPH V 
PLPVSTITRPIDEIAEDIEAQFLE 
RINESLWYTIQIDKSTIADNKAT 
MLVFVQYIFQEDVHEDVFFQES 
LRATSQPLKTPQTG KEWVH DPF 
VDKPSESTLSMLEEDQLLEIAN 
DGSLKSMFEKTSNLHIVCIKVK 
AEYPEIATKALRRLLAFPWVAA 
VDRECQWGSRDVEMRRLLDPK 
AGFSLLGVGNCHCLRTLEFVGL 
SMSSLCGAMLLCGLRAAPYISL 
RDHKGQGTLL 


28131 


58499 


A 


28301 


1 


1662 




28132 


58500 


A 


28302 


2 


406 


CWWDCJaLVQPLWKSVWRFLR 
DLELEIPFDPAILLLGIYPKDYKS 
CCYKDICT/RVCVPAALFTIANT 
WNQPKCTSMIDWVKKMWHIY 

I JVlc 1 I \AAl]VK.LIlir IVlor AO 1 M 

KLETIILSKLTQEQKTKHRMFSL 
YWKS 


28133 


58501 


A 


28303 


1 


1404 




28134 


58502 


A 


28304 


68 


2269 





3692 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 

hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibIc nucleotide insertion) 


28135 


58503 


A 


28305 


189 


1890 


MKMASSLAFLLLNFHVSLLLV 

QLLTPCSAQFSVLGPSGPILAM 

VGEDADLPCHLFPTMSAETME 

LKWVSSSLRQVVNVYADGKEV 

EDRQSAPYRGRTSILRDGITAG 

KAALRIHNVTASDSGKYLCYFQ 

DGDFYEKALVELKVAALGSNL 

HVEVKGYEDGGIHLECRSTGW 

YPQPQIQWSNAKGENIPAVEAP 

VVADGVGLYEVAASVIMRGGS 

GEGVSCIIRNSLLGLEKTASISIA 

DPFFRSAQPWIAALAGTLPILLL 

LLAGASYFLWRQQKEITALSSEI 

ESEQEMKEMGYAATEREISLRE 

RKKIQYLTPDVILYPDMANAIL 

LVSEDQRSVQRAEEPHDLPDNP 

ERFEWRYCVLGCESFMSERHY 

WEVEVGDRKEWHIGVCSKIMVE 

RKKVWVKMTPENG YWTMG LT 

DGNKYRALTEPRTNLKLPEPPR 

KVGVILDYETGHISFYNATDGS 

nil 1 rLHAoootrL YrVrKlL ILt, 

PTALTVCPIPK/GREFPRFPTLVP 
DHSLEIPLTPGLANESGEPQAEV 
TSLLLPAQPGAKGLTLHNSQSE 
PYSYRHTLKHFTDIHSIIP 



3693 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28136 


58504 


A 


28306 


172 


1905 


MKMASSLAFLLLNFHVSLFLVQ 

LLTPCSAQFSVLGPSGPILAMV 

GEDADLPCHLFPTMSAETMELR 

WVSSSLRQVVNVYADGICEVED 

RQSAPYRGRTSILRDGITAGKA 

ALRIHNVTASDSGKYLCYFQDG 

DFYEKALVELKVAALGSDLHIE 

VKG YEDGG 1 HLECRSTGWYPQ 

PQIKWSDTKGENIPAVEAPVVA 

DGVGLYAVAASVIMRGSSGGG 

VSC11RNSLLGLEKTASISIADPF 

FRSAQPWIAALAGTLPISLLLLA 

GASYFLWRQQKEKIALSRETER 

EREMKEMGYAATEQEISLREKL 

QEELKWRKIQYMARGEKSLAY 

HEWKMALFKPADVILDPDTAN 

AILLVSEDQRSVQRAEEPRDLP 

DNPERFEWRYCVLGCENFTSGR 

HYWEVEVGDRKEWHIGVCSK 

N V E RK.K.G W V KMTPENG Y WTM 

GLTDGNKYRALTEPRTNLKLPE 

PPRKVGIFLDYETGEISFYNATD 

GSHIYTFPHASFSEPLYPVFRILT 

LEPTALTICPIPKEVRRVPPI/AD 

LVPDHSLETPLDPGA*LMKVGE 

PQAGK*HLCFSLPTLGAEGLPF 


28137 


58505 


A 


28307 


1 


2220 




28138 


58506 


A 


28308 


134 


509 




28139 


58507 


A 


28309 


80 


433 


VKTELVGWGPSR.RGWGAQRSP 

AEKMGETPGAAVSRIRLGGRV 

ALRRHVRGEPLRAPDCPLGPDA 

WVPTRGSHFPGFFPREQSLS/W 

GATPPSYRSSEVRSGAESGRPAP 

DSVGSGVQAH 


28140 


58508 


A 


28310 


1 


1066 




28141 


58509 


A 


28311 


77 


273 




28142 


58510 


A 


28312 


1 


415 




28143 


58511 


A 


28313 


11 


257 




28144 


58512 


A 


28314 


1 


654 




28145 


58513 


A 


28315 


2 


671 


PGEFTRAPRVRRRAMGISRDN 

WHKRRKTGGIRKPYHKKRKYE 

LGRPAANTKIGPRRIHTVRVRG 

GNKK\YRALRLDVGNFSWGSQ 

CCTRKTRIIDVVYNASNNELVR 

TKTLVKNCIVLIDSTPYRQWYE 

SH YA LPLGRKKG AKLTPEEEEI 

LNK1CRSKXIQKK.YDERKKNA K 

ISSLLEEQFQQGKLLACIASRPG 

QCGRADGYVLEGKELEFYLRKT 


28146 


58514 


A 


28316 


3 


1259 




28147 


58515 


A 


28317 


1745 


2681 





3694 
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NO?"^ 


SEQ ID NO: 
ol' peptide 


hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


location of Tirst 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28148 


58516 


A 


28318 


1 


2502 




28149 


58517 


A 


28319 


1097 


1417 




28150 


58518 


A 


28320 




398 


MTAEERDKFPTDQQAIPSMDPH 

WDPDSDHGDWSHKHLLTCVLE 

GLRRIRKKPMNYSMMSTITQG 

KEEMPSAFLKWLREALRKYTPL 

SPNSLRGQLILKDTFITQSAADI 

RRKLQKQALGPEQNLEALLNQ 

ATSVFYNRDQEEQAQKEKRLSS 

RSVTIRGILGQSVTRPEAHKGL 

QDIVKHLKAQGLVRKCSSDCN 

TPILGVQKLNGQWRLVQDLGLI 

NKAllPLYPVVPNPYTLLSQISEE 

AEWFTVLDLKDAFFCIPLHSDS 

QFLFACEDPTDHTSQLTQTILPH 

GFRDSPYLFGQALAQDLGHFSS 

SGTLALQYVDDLPLATSLEASC 

QQATLDLLNFLANQGYKASRS 

KAQLCLQQRDGQTTLYSNQGA 

PEGKYSSSRMRPRVRNSLQNLK 

AGPSTTPALSLPTGQNLSLYVT 

ETAGIALGVLTQAHGMNPQPV 

AYLSKKIDVVAKGWPHCLRVV 

VAVAILVSEAIKIIQGKDLTVWT 

THDVNGILGAK.GSLWLSDNCL 

LRYQALLLEGPVLQIPMCAALN 

PATFLPEDGEP1S**PLTLRWPLP 

QLPLNSCASLLLLIIQFSYLGMP 

LVGGSSHEPA 


28151 


58519 


A 


28321 


318 


363 




28152 


58520 


A 


28322 


812 


910 


RArSCCPSHW*KEKPPWRPIRKP 
PLPARWPIH 


28153 


58521 


A 


28323 


1638 


2180 


RSAASLLKSVRPRTHQEEETLD 

TSEHLKEQTADTSSLRTVTLTA 

RVCGFILEVSETKNSPEGTNSG 

HILTSQMGLSPIAKRRETSASAA 

ALVSATTPICRVQGPLRVLGQE 

VFLLLLRLPTAPLPINDKPP/PN/ 

TPLPRRKQAKFCSPKDHKNPWAI 

GYVPFKQ*GEGNLA*PGYMSPS 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
nf peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop cudon, /^possible nucleotide 
deletion, \=^possible nucleotide insertion) 


28154 


58522 


A 


28324 


350 


1563 


FLYIQLYPTPITCSLKYQRKQNG 
SLFWTSRMPSSVFPCTLTPSFSL 
PLRIP/PDHTSQLTWTVLPPGFR 
DSPPLFGQALAQDLGHFSSPGT 
LVLQYVDDLLLATSSEASCQQA 
TLDLLNFLANQGYKVSRSKAQ 
LCLQQVKYLGLILAKGTRALIK 
ERIQPILAYPCPKTLKQLRGFLG 
ITGFCQLWIPGYSEIARPLYTLIK 
DTQRANTHLVEWESEAETAFK 
TLKQALVQAPGLSLPTGQNFSL 
YVTERAGIALGVLTQTRGTTPQ 
PVAHLSKETDVVAKGWPHCLR 
VVAAVAVLVSEAIKIIQGKDLIV 
WTTHEVNGILGEKEVYGYQTN 
AYLDTRRSALRDWCFKYARPV 
AAILLLLAFGPCIFNLPVKFVSS 
RIEAIKLQMVLQMDPQISSTNN 
FYRGPLD 


28155 


58523 


A 


28325 


830 


1143 




28156 


58524 


A 


28326 


234 


510 


PWQSLP*VAQKVPKDHRSLPLE 
P*TRSLNNS*QHWWLCPPARAP 
STCSTSCPARDGPPPPSPAPHGP 
RNTSVPG\HSRPGSPPP\PPRTPP 
VS 


28157 


58525 


A 


28327 


2 


816 




28158 


58526 


A 


28328 




1311 




28159 


58527 


A 


28329 


764 


937 




28160 


58528 


A 


28330 




1389 




28161 


58529 


A 


28331 




484 




28162 


58530 


A 


28332 


72 


299 




28163 


58531 


A 


28333 


737 


847 




28164 


58532 


A 


28334 


1 


2072 




28165 


58533 


A 


28335 


68 


223 




28166 


58534 


A 


28336 


468 


596 




28167 


58535 


A 


28337 


358 


661 




28168 


58536 


A 


28338 


72 


300 




28169 


58537 


A 


28339 


65 


244 




28170 


58538 


A 


28340 


2 


584 


GKSRRMFPAQEEADRTVFVGN 
LEARVREEl L YELFLQFLIVAGPL 
TKVTICKDREGKPKSFGFVCFK 
HPESVSYAIALLNGIRLYGRPIN 
VQYRFGSSRSSEPANQSFESCV 
KINSHNYRNEEMVVGRSSFPM 
QYFPINNTSLPQEYFLFQKMQR 
HVYNPVLQLPYYEMTAPLPNS 
ASVSSSLNHVPDLEAGPSS 



3696 
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SEQID 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, N^possible nucleotide insertion) 


28171 


58539 


A 


28341 


2 


367 


MTMHYE1PVRTRRSKGTT*LPQ 
NA/SVNNMPH*TGAI*AD1SMTN 
YARIERNHLGRGNSNSKDPKLR 
ESSEHLRKLKTRVVNEQTRLGL 
IMETF VGRGGE APF Y FQCDKHL 
SRSFQGLGLICL 


28172 


58540 


A 


28342 


98 


387 


RKQPPKVLQ WELL AF* SH RSW 
LSSPWPSDLWRPWAGGACARL 
LLQQPRDSASLKERQQPQSGAY 
R*NSHLPGTEHLGEGVAVCAAS 
ADLNVTACWL 


28173 


58541 


A 


28344 




269 




28174 


58542 


A 


28345 


240 


483 




28175 


58543 


A 


28346 




1174 




28176 


58544 


A 


28347 


59 


310 




28177 


58545 


A 


28348 


2423 


3104 


FFSLFFFISLASGLSILLILSKNQL 
LDSLIF*RVFCVSISFSSAL1LVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLL*AFSA1NFPLHTA 
LNASQRFWYVVSLFSLVSKNIFI 
SAFISLCTQ*SFRSRLFSFHVVER 
L*VRF/CNPEF*FDCTVV/WRDS 
LL*FLFFyiC*GELYFQLCGQFW 
NRCGVVLKKMYILLIWGGEFC 
RCLLGLLGAELSSIPGYSC 


28178 


58546 


A 


28349 


2006 


2830 


FFSLFFFISLASGLSILLILSKNQL 
LDSLIF*RVFCVSISFSSALILVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSISDLSCFPLWAFSAINFPLHT 
ALSASQRFWYVVSLFSLVSKNI 
FISAFISLCTQ*SFRSRLFSFHVV 
ERL*VRF/CNPEF*FDCTVV\WR 
♦FVIISVLLHLLRRALLPTMWSI 
LE*VWCGAEKNVYSVDLGWR 
VL*MS1RSAWCRAEFNSWVSLL 
TFCLVDLSFSLAALNIFSFISTLV 
NLTIMCLGVALLEEYLCGVLCI 


28179 


58547 


B 


28350 


1 


3135 




28180 


58548 


A 


28351 


3506 


4187 


FFSLFFFISLASGLSILLILSKNQL 
LDSLIF*RVFCVSISFSSALILVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLL*AFSAINFPLHTA 
LNASQRFWYVVSLFSLVSKNIFI 
SAF1SLCTQ*SFRSRLFSFHVVER 
L*VRF/CNPEF*FDCTVV/WRDS 
LL*FLFFY1C*GELYFQVCGQFW 
NRCGVVLKKMYILLIWGGEFC 
RCLLGLLGAELSSIPGYPC 



3697 



wo 01/075067 



PCT/USOl/08631 



SEP ID 

NO; 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
eotlon for peptide 
sequence 


Nucleotide location of last 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28181 


58549 


A 


28352 


2150 


283! 


FFSLFFFISLASGLSILLILSKNQL 

LDSLIF*RVFCVSISFSSALILVIS 

CLLLAFECVCSCFSSSFNCDVR 

VSILDLSCFLL*AFSAINFPLHTA 

LNASQRFWYVVSLFSLVSKNIFI 

SAFISLCTQ*SFRSRLFSFHVVER 

L*VRF/CNPEF*FDCTVV/WRDS 

LL*FLFFYIC*GELYFPVCGQFW 

NRCGVVLKKMYILLIWGGEFC 

RCLLGLLGAELSSIPGYPC 


28182 


58550 


A 


28353 




3531 




28183 


58551 


A 


28354 


1 


3126 




28184 


58552 


A 


28355 


2357 


3083 


FFSLFFFIILASGLSILLIPSKNQL 
LDSL1F*RVFCVSISFSSALILVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLLWAFSAINFPLHT 
ALNASQIFWYVVSLFSLVSKNIF 
ISAFISLCTQ*SFRSRLFSFHVVE 
RF*VRF/CNPEF*FDCTVV/WRD 
SLL*FLFFY1C*GELYFQVCGQF 
WNRCGVVLKKMYILLIWSGEF 
CRCLLGLLGAELSS1PGYPC*FF 
VLLICLMLTVGC 


28185 


58553 


A 


28356 


6412 


7092 


FFSLFFFISLASGLSILLILSKNQL 
LDSLSF*RVFCVSISFSSALILVTS 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLLWAFSAINFPLHT 
ALNVSQRFWYVVSLFSLVSKNI 
FISAF1SLCTQ*TFRSRLFSFHVV 
ERL* VRF/CNPEF* FDCTVV/WR 
DSLL*FVFFYIC*GELYFQLCGQ 
FWNRCGVVLKKMYILLIWGGE 
FCRCLLGLLGAELSSIPGYPC 


28186 


58554 


A 


28357 


1 


2019 




28187 


58555 


A 


28358 


1 


1263 




28188 


58556 


A 


28359 


77 


304 




28189 


58557 


A 


28360 


1 


756 




28190 


58558 


A 


28361 


1 


369 


QQRTLLASNEAFKSQAKSASQP 
ASKYMKENDQLKKGVAAVDGG 
KLDVGNAEVK-LEEENRSLKAD 
LQKLKDELASTKQKLEKAENQ 
VLAMRKQ/SPEGLTKEYDRLLE 
EHAKLQAAVDGPMDKKEE 


28191 


58559 


A 


28362 


879 


1156 




28192 


58560 


A 


28363 


54 


407 





wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28193 


58561 


A 


28364 


620 


1246 


gstwhgwdgsrcrsqnrwsc 
mtk;rssqpssls*srsrrrwms 
sspnw*ktgpessmsrmssag* 
saassrscatrwtrrrpaawr 
g*gvtpvawwppwtcswsrpr 

EPG SG WPKPS VC WN SSEMRTT 
MSSSGSSTPWPPVSRRRPWTER 
RLG S VRGDRLRERSRPA VNRTP 
RMSRVPSQAPRGTPSRRWWM 
MKCWDHQMRGLVEEEVG 


28194 


58562 


A 


28365 


86 


402 


KGWWCRKKGWNWKRSWFLT 
FLQGLLEGPHPPSPTPAPRRTT* 
SLYSAPSRMVQVLLDDLHKWF 
LYSCLVSAISIGIKFPLKIHISPGS 
GVLEARETMSHFKEAAL 


28195 


58563 


A 


28366 


54 


353 




28196 


58564 


A 


28367 


66 


352 




28197 


58565 


A 


28368 


442 


700 


HWNKVPAENPHLPWVRCSPPT 
PLGKPKPCSSWNRRSGTDVSGT 
GLSESGSSWPSGSCNGVTGTDA 
YGP\GYVKSGSFPGPRVRGTV 


28198 


58566 


A 


28369 


1205 


1722 


WTDFRSIGLMALAGSVLELSAR 
SKDATPDPPRGLGKFPPRLPQA 
PRLLGSQRLLSTLCSTLSGRGG 
KNTSRLSFSPSGSVKGRVRDVK 
EPGPIRAHRTAFFPNASS\GSEG 
R* SPS V V A WRGFR/C VG V WRFP 
TVGVWHAPPRCTR*SPITGSAP 
LSVWSPPACTGSPTCTAGA 


28199 


58567 


B 


28370 


163 


387 




28200 


58568 


B 


28371 


112 


419 




28201 


58569 


A 


28372 


1 


1902 


MSRIAWKLLWKLIQGYLGQPA 
GTARRHPGIGIFKSPPGDFTCNG 
LIAVIKNQSDNQRGMSPGSWSP 
GRENNPTLVEVLEGVVRLPETV 
HTAVRYTSIELVGEMSEVVDRN 
PQFLDPVLGYLMKGLCEKPLAS 
AAAKAIHNICSVCRDHMAQHF 
NGLLEIARSLDSFLLSPEAAVGL 
LKGTALVLARLPLDKITECLSEL 
CSVQVMALKKVFVGATSRRVA 
KLFREGLBCAHGNSFETSGEAER 
CCTWRPKEMTCVE 


28202 


58570 


A 


28373 




2019 





3699 



wo 



01/075067 



PCT/USOl/08631 



SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /^possible nucleotide 
deletion, \^possible nucleotide insertion) 


28203 


58571 


A 


28374 


2 


1455 


SAAVAARSPQPQRPSATLGPGP 
QRRPPSAAPTPAWAAAAAPGS 
RRRRPLPARPLWAPARGAAAA 
GPAEAPMLARRJCPVRAALTINP 
\TIAEGPSP\TSEGASEANLG\DL 
QKKLEELE\LDEQ\QKKRLEAFL 
TQKA/RRVGELKDDDFERISE\L 
GAGNG\GVVTKSPAQDPSGLIM 
\ARKL1H\LEIQAGASGNQI1PR/D 
LQVLHDGTWPTMGG\FYGAFY 
SDGE\1S1C1EHMDGGSL\DQVLK 
E\AKRIPEE1\LGKVSHRSFSGGL 
AYLREKHQIMH\RDVKPS\NILV 
\NSRGE]KLCDFGVSGQLIDSM\ 
ANSFVG\TRCYM\APERLQG\TH 
YSVQSDIXWSMGLSLVELAVGR 
V\PIPPRDAEELEAIFGRPVVDG 
EEGEPHSISPRPRPPGRPVSGHG 
MDSRPAMAIFELLDYIVNEPPNP 
KLPNGVFTPDFQE\FVNKCLIKN 
P\AERADLKMLTNHTFIKRSEG\ 
EEVDFAGWLCKTPAG*TKPGTP 
\TRTAV 


28204 


58572 


A 


28375 


229 


257 


VSLSASPLVSLAGRSPSRPLGRG 
CQSLDGYGVGWQAQSPGADE 
GN RSFT»PELADKN VPNLHVM 
KAMQSLKSRGVVKERLPSSAP 
GDCACHPTP 


28205 


58573 


A 


28376 


3 


397 


MFNLRGKRLS/GNGRVFSLQAP 
KQQK*PGGTEDS/YDASGPPPKF 
LIKEIKLGVPRFFPIRGV*NPGPG 
KNFGGPFKKT*FCWARVPKM* 
FFKGGPSSSSPAVSLFNAKESSPI 
LLRWMTTSTTKSAYKLEFGC 


28206 


58574 


A 


28377 


1 


367 




28207 


58575 


A 


28378 


1 


1001 


MSWEMEQDEVYKEMSINHKN 

EGTRVEKPNRYRIIHIQPDAINH 

VSRKKDVPSASGAGHSRSSTGS 

RPGVRRLWPLLLRSAPSGPLNN 

AVPAPGKGPGRWGGSPSLSRSG 

GK.ASTRVAPGLSAHSQAASGV 

PEPAEPQHQRTKASGSRRRSLR 

VVPEAPKPRTRTAREGKGAGA 

GHTGGAQEQRRRRRWACRGLR 

GRPGAVSPGGAEAINQLASEHC 

GNPAAALHRCIASLPRNLLVW 

AGRMLM PKKNRI AI YELLFKEE 

VTVVKKDVHMPKHLELADKNS 

RGYYVKEQFAWRHVYWYLTN 

ED/MPVSP*LPSSAPGDCACHPT 

PQPSRDWQASY 



3700 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=$top codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28208 


58576 


A 


28379 


1 


1827 




28209 


58577 


A 


28380 


520 


680 


AEACQSLDGYGVGWQAQSPG 
ADEGNHGDTGYPHW*GTSRNV 
SRQTVQTRSLGT 


28210 


58578 


A 


28381 


168 


378 




28211 


58579 


A 


28382 


1 


900 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LL1*S1KLC*QIGGSSIFITS 
D*KNSCLPLIVQQCLLFLR1LP\L 
FADKVPKTAENFRALSTXGEKG 
FGL* G VPCFHRl 1 PGFMCQGGDF 
TRHNG'nGGKSRYGEKFEDENFI 
LKHTG\PG\ILSMAKCWDPTQN 
GSQFFNLALAKTEWLGWASHV 
GVLAK*KKGMNIVEAMERFGS 
RNGKTSKMITTADCGQLRIKFD 
LVFYLNHQDHSFWKPQGEHPS 
NPFARRILRILWLSLAVPFWVPC 
FPCSLPCLAGLQS 


28212 


58580 


A 


28383 


393 


683 


HAKDGMEQRGNNECPKVGKQ 
VTLQHSDPEDRKTSTRCGENLY 
MSSDPTSWSSAIQSWYDEILDF 
VYGVGPKSPNIVLLVII*IIERIPR 
TNKEHLVPV 


28213 


58581 


A 


28384 


1 19 


193 




28214 


58582 


A 


28385 




567 




28215 


58583 


A 


28386 


957 


1145 


EQNLLIYLVSIVQDCMDKGCII* 
LRHTSGNCMYVSDKFDFKEOCI 
FSPRSSQKSLSGNDLQK 


28216 


58584 


A 


28387 


153 


2257 




28217 


58585 


A 


28388 


369 


539 


KKPARRRHLFTLLCCVFSPKLC 
TAGGPMRRTFKSYDEAGTGLL 
SVADFRTVLRQYSINLSEEEFFH 
ILEYYDKTLSSKISYNDFLRAFL 
Q*TPKL 


28218 


58586 


A 


28389 


3 


1364 




28219 


58587 


A 


28390 


1 


996 




28220 


58588 


A 


28391 


296 


549 


ETSSSVTVSDP\EMENKGGQTL\ 
NNSSLMAEAPGTMCRFTLAPH 
V\LAVQGTITDLPDHLLSYDGSE 
NLSRFWYDFTLENSVLCDS 


28221 


58589 


A 


28392 


1 


1065 




28222 


58590 


A 


28393 


412 


428 


WILPISEPPSNRIFACWGKPAWT 
ACCNSLRARR*RAISCCPSHW* 
KEKPPWRPIRKPPLPARWPDSL 
MQLARQVSRLESGQ 


28223 


58591 


A 


28394 


3 


505 




28224 


58592 


A 


28395 


1 


1201 




28225 


58593 


B 


28396 


518 


1606 




28226 


58594 


A 


28397 


1 


798 




28227 


58595 


A 


28398 


737 


3067 





3701 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO: 
scq'^ielcc 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=passible nucleotide 
deletion, \^possible nucleotide insertion) 


28228 


58596 


B 


28399 


133 


239 




28229 


58597 


A 


28400 


3 


376 




28230 


58598 


A 


28401 


1 


1194 




28231 


58599 


A 


28402 


405 


611 




28232 


58600 


A 


28403 


204 


4198 




28233 


58601 


A 


28404 


1 


3346 




28234 


58602 


A 


28405 


824 


1144 


KSQS VQK ITMFTFITQLLLV VEV 

KDSLERLAVEVVFILQKAMYE 

KQAHIYMKSLCPQMVLMLRFI 

QWVQIMPMLKLENLQHLMAR 

WNErVKEKK*DTLLFSMHERN 


28235 


58603 


A 


28406 


359 


517 




28236 


58604 


A 


28407 


68 


487 




28237 


58605 


A 


28408 


2 


154 




28238 


58606 


A 


28409 




297 


RHKDSPPPHQTQEPSWLHPVDP 
A PG LQVELP ASH A PC A RTPQPL 
GGRWDWAPWSRGWCSLGRLG 
PHRSPWSGWEAQA*QW1PHQG 
CRWSCLPVTRRVLALLSPWVV 
DGTGRRGAGGGARWGGSGRT 
GAHGVGGRLRHSRLQVPSPAL 
LFKYYYCDIFK 


28239 


58607 


A 


28410 


1 


609 


MVFSNLKGHWLQPIRLDSGSR 

NTAIGCDNQYKPTGVKLQTFA 

VSVTALKAARLGLFVPPGGLV 

VSLGSGVKLQIFASQVVCFDRA 

LIGAFTIPELDTKVLHVPIRLVR 

YRVWTQRFSKAPPDSGAQLASP 

SESHTRAAGGAACQSQCRAPA 

LLSPWVVDGTGRRGAGGGAHR 

GGSGCTGTHGVGGRLRHSGLQ 

VPSSA*VSHPLRGFL/LQPEPPR* 

APPPAPRRPVPSTTQGLRSAGA 

RH WD WQAAPPAAL VWDSLGE 

ASWAPESGGALENLCVHTLYL 

TNLMGTWRTFVSSSGIVNAPIS 

ALSKQTTWLAKICSFTPEPRETT 

SPPGCmNPRRAALRAVTLTAK 

VCSFTPVGLYWLSQPMAVLRE 

PESNLIGWSQWPFRLLKT 


28240 


58608 


A 


28411 


548 


753 


TLLWE*SRLRKKSHLMMTLNH 
STHSITFGLDKHCASYLMGFLYI 
VELLIAQCGSPGATLIQWRMAS 
MD 



3702 
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PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno«'n, 
*=Stop codon, /=pos5ible nucleotide 
deletion, \=possible nucleotide insertion) 


28241 


58609 


A 


28412 


1 


903 


MAKKIQLTYKCVQNWWVLGL 
TDFKNEAADPRRVKLQTFVVS 
VTALKAARLELFIPPGGFVVSL 
ASGVKLQTFAVSVTAHKGSVD 
PKTRHKGSPSPHQTQEPSWLHP 
VDPAPGLQVELPASPAPCARTP 
QPLGGQWDWVPWSRGRCSSG 
RLGPRSSPRWGAGSGMAGCRS 
RALPHGEAAKAQRKVTAAAGP 
GAKHLTAWGWQGQLATPSVG 
PAEPTHTQNSHWPASAVCSPSS 
RLRLSLHTYPQAEGAGSGLGQP 
RKGLPQCSSRLKGSSSAAKVGA 
QAEEVPRASEACEG*RAPQVLP 
KWEPRQRRCRERARPARAAST 
LSPLISI 


28242 


58610 


A 


28413 


1178 


1480 


CRHLIQSHSICLHQWDCHTQHL 
YHPQ* ♦ WNQQQQLHH RCLLQG 
SIHLVFGPQWDPRRRRPLRGTR 
SAMARMDILRISREYITQEITEA 
ATKRKVLSVPKE 


28243 


58611 


A 


28414 


126 


407 


WIPHRGCRWSCLPVPCRALALL 
SP\ArVVDGTGRRGAGGGARQG 
GWGSTGAHGVGRRLRHGGLQ 
VPSPAPRESS*GPARNRSQRRRS 
DSSLRERK 


28244 


58612 


A 


28415 


27 , 


363 




28245 


58613 


A 


28416 


I 


576 




28246 


58614 


A 


28417 


813 


923 


YSL1HAAPQQRS*SLSGPHQTY 
DISSYTCQCLKAVG 


28247 


58615 


A 


28418 


511 


1260 


ARHRVLIGVFTIPELDIKVLHVP 

TRLRSPASFTQWIPHWGCRWSC 

LPVPRRVPALLSPWVVDGTGG 

CGAGGGAHRGGWGCTGAHGG 

GGRLRHGGLQVASPAPREGS*G 

PAR]M*AQSRWAGTAGGPSTPSA 

AAGPGAKPLIAPGRQGNEPCH 

WCGARQAHAHPELQLATSASW 

TRAFRECVSPAWPSCLGAACFH 

CLLIGPFPFSFSSQHLSTSLGHLV 

LLSWHLTSLSVSFRILTRLLRVF 

TGSWGGGAA 


28248 


58616 


A 


28419 


1 


616 




28249 


58617 


A 


28420 


2879 


3022 


















28251 


58619 


A 


28422 


340 


793 




28252 


58620 


A 


28423 


912 


3097 




28253 


58621 


A 


28424 


1300 


1648 




28254 


58622 


A 


28425 


1 


599 





3703 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28255 


58623 


A 


28426 


2 


405 


PRVRPLRPPVMVSRDQAHLGPK 
YVGLWDFKSRTDEELSFRAGD 
VFHVARKEEQWWWATLLDEA 
GGAVAQGYVPHNYLAERETVE 
SEPVRDTQAVRHYKIWRRAGGR 
LHLNEAVSFLSLPELVNYHRAQ 
SLSHGLR 


28256 


58624 


A 


28427 


3 


438 




28257 


58625 


A 


28428 


37 


403 




28258 


58626 


B 


28429 


1 


1 176 




28259 


58627 


A 


28430 


2 


2150 




28260 


58628 


A 


28431 


1593 


3025 




28261 


58629 


A 


28432 


322 


2168 




28262 


58630 


A 


28433 


183 


591 




28263 


58631 


A 


28434 


2 


258 




28264 


58632 


C 


28435 


52 


363 




28265 


58633 


A 


28436 


1 


3363 




28266 


58634 


A 


28437 


1 


918 




28267 


58635 


A 


28438 


1 


1422 




28268 


58636 


A 


28439 


3 


10899 




28269 


58637 


A 


28440 


277 


586 




28270 


58638 


A 


28441 


3 


3364 




28271 


58639 


A 


28442 


1 


1851 




28272 


58640 


A 


28444 




253 


CGIEDNNFSLALNPDTDILLS/HS 
GGRGAEAPTMCLKLTVSKRAC 
FEGLE\WQFNLWRNKK**C*DK 
KHKTAGCSIS*VMRSVYR 


28273 


58641 


A 


28445 


1 


950 


MGSSAVQSQLAALAPRVLTGG 

LADVTALLRAPATPGRLVAGA 

RGGWGYVQSCRGAGAAAVKP 

LGSAETAVPIARLGCRRFSRSRC 

CRRRGRGSLLSFSAAKPIVFKEK 

LTMKTDSLMEEKLECSLWCCL 

SDPSTPGRCCVLERRIVPWMQQ 

LLANIKQAEKHEKNHPEVTVA 

MALTDIDLQLQFSMSQPE/GPPS 

PGSRPS*PPPAAALLWTPAGQA 

CPGPGGAEAADPSRNSTEWLRP 

PHHSSDCLRGLAHIVSQWVSEC 

LLCSPGSPPRSPLWALCWEHWE 

TWPALPEGNQPSPEGLPPCSRS 


28274 


58642 


A 


28446 


3 


213 


LTQHCWTHLVRSSHSRTGSSRL 
HNHQLHQPCA*S*LCQKEHASR 
GWSEQFNLWRNKK**C*DKKH 
KTAG 



3704 
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SEQ m 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /==possible nucleotide 
deletion, \=possible nucleotide insertion) 


28275 


58643 


A 


28447 


142 


772 


LVNVDVDADLVGLCVSHRHTV 
EEQY STL A LLNHG PQ VALKY V 
HMDEVPMPACCLEGQGCLPAL 
CGECKLQGSFILSAPGRQGSQR 
VGPREAQGHIVIGRKLFSTALM 
LIGGQRLEESAAIESGCMEATP 
QGMAGSPQVGQAKSPSVPNKE 
PIGDF*GGSQDYRGGIQKPID*Q 
CGPVL/SRQSELWCGGRSHSVE 
FLLGSAASAPPGPGQA 


28276 


58644 


A 


28448 




1935 




28277 


58645 


A 


28449 


2 


1571 




28278 


58646 


A 


28450 


2 


301 


PRPFYSKNFYK.1LSLYSSEFNNS 
FVDA\LGSD\QDSGNEDVFDME 
YTEAEA EELKRM AEVI VFIPE YS 
WSNSVSLFPLCPGAKGPTFSVH 
CRVHFGPFSSH 


28279 


58647 


A 


28451 


1 


1329 




28280 


58648 


A 


28452 


240 


503 




28281 


58649 


A 


28453 


1039 


1896 




28282 


58650 


A 


28454 


1 


2397 




28283 


58651 


A 


28455 


1 


401 1 




28284 


58652 


A 


28456 


3 


1088 




28285 


58653 


A 


28457 


1 


4878 




28286 


58654 


A 


28458 


1 


174 




28287 


58655 


A 


28459 


3 


161 




28288 


58656 


A 


28460 


992 


1 102 




28289 


58657 


A 


28461 


1024 


1279 


CGHLVSDWSTVVNLAVRRLFV 
GFPQGCQLVHIW*M/PLDAGPE 
HNSLKGFLVPLFPLAATPRAPG 
TPAQGSLTDSFPDLLGLAAED 


28290 


58658 


A 


28462 


3 


278 


HEAAMSMLRLQKRLASSVLRC 
GKKKVWVRPL*TNEIANANSR 
QQIRKLIKDGLIMRTPVTAHSWP 
SCRTNTLSRRMGHS*SLRTLLD 
PVNM*GLLNASWITKC*LLDPV 
NM 


28291 


58659 


A 


28463 


1 


1043 




28292 


58660 


A 


28464 


185 


804 


VTSGCGKKKVWLDPNET\NEI\ 
ANANS\RQQIPEASSKMGLIIRK 
P\VTV\HSRA\RCPVKTPLARRG 
RGRATWGIR*GGKGYKPNARN 
AQRKFTW\MRENGGL*TRGCL 
RKIPVNPKKDRIANMYNHSLLPE 
G*RGNVFKNKADFSWEHIHKL 

cOKl^KJrKJkp^Ar WL i v^A Or AO 

S*DPRKPRKRR*RAPPRPKKEEI 
HQRLFSKE\EETKK 


28293 


58661 


A 


28465 


221 


350 


GPSSFRLPTLSSLHVSHGREET* 
HSLET*RDAVSLRIFKSLSV 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
''=Stop codon, /=possiblc nucleotide 
deletion, \=po$sible nucleotide insertion) 


28294 


58662 


A 


28466 


598 


1921 


TP IITNCFKENK 1 PRNPTY KGCEG 

PLQG ELQTTAQGNKRG YKQME 

EHSMLMGRKNQYRENGHTAQ 

GNLQRHAIPIKLPMTFFTELEKT 

TSKFIWNQKRARITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYL YQNRDl DQ WNRTEPSEMT 

PHTYNYLIFDKPEKNKQWGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTICIN SRWIKDLNVRPKT 

IKTLEENLGITIQDIGMGKDFMS 

KTPKAMA TKDKIDKWDLIKLK 

SFCTAKETTIRVNRQPKKWEKI 

FATYSSDKGLISRIYNELKQIYK 

KKTN-NPIKKWAKDMNRHFSKE 

DIYAAKKHMKKCSSSLAIREM 

QIKTTM RYHLTPVRMAI IQKSG 

NNRCWRGCGEIGTLLHCWWD 

CKLVPHILTHRWELNNEITWTQ 

EGEYHTLGTVVGWGEGGGIAL 

GDIPNAR 


28295 


58663 


A 


28467 


1 


1863 




28296 


58664 


A 


28468 


2 


1308 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28297 


58665 


A 


28469 


1 


1901 


MPESPTPLLGRDILAKAGAIIHL 

NIGEGTPVCCPLLKEGINPEVW 

ATEGQYGRAKNAHPVQVKLK 

DS A SFP YQRQYPLRPEAQQGLQ 

KIVKDLKVQGLVKTCNSPCDTP 

ILGVQKPNGQWRLVQDLRIIDE 

AIVPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFCI PVHPESQF 

LFAFEDPSI PMSQLTWTVLPQG 

FRDSPHLFH HTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQKAQLCS 

QQVKYLGVKJLSKGTRALNNEE 

QIEHNCQQVIAQTYATRGDLLE 

VPLTDPNLSLYTDGSSFVEKGL 

QKGGYAVVSDNGILERNPLTPG 

TSAQLVELIALPRALELGEGKR 

GSSESICFLSFLVPPMTIYTEQDL 

YN H VVPKPRNKRVPILTFV VGA 

GGLGGLGTGIGGITTSTQFYYK 

LSQELNGDMEWVADSLVTLQD 

QLNSLVAVVLQNRRALDLLTA 

KRGGTCLFLGEECCYYVNQSGI 

VTEKVKEIRDQIQRRAEELQNT 

GPWGLVSQWMPWILPFLGPLA 

AIILLFLFGPCIFNLLVKFVSSKI 

E A VKLQI 1 LQMEPQMQSMT/KI 

Y HGPLDQPASPCSDVN DIKGTP 

PEEISTAQHLLCPNSAGSS 


28298 


58666 


A 


28470 


1 


432 




28299 


58667 


A 


28471 


1 


4314 




28300 


58668 


A 


28472 


1 


330 




28301 


58669 


A 


28473 


1 


1425 




28302 


58670 


A 


28474 


3 


1110 


NEEQIEHNCQQVIAQTYATRGD 

LLEVPLTDPNLSLYTDGSSFVE 

KGLQKGGYAVVSDNGILERNP 

LTPGTSAQLVELIALPRALELGE 

GKRGSSESICFLSFLVPPMTIYT 

EQDLYNHVVPKPRNKRVPILTF 

VVGAGGLGGLGTGIGGITTSTQ 

FYYKLSQELNGDMEWVADSLV 

TLQDQLNSLVAVVLQNRRALD 

LLTAKRGGTCLFLGEECCYYV 

NQSGIVTEKVKEIRDQIQRRAEE 

LQNTGPWGLVSQWMPWILPFL 

GPLAAIILLFLFGPCIFNLLVKFV 

S SKIE A VKLQI ILQMEPQMQSM 

TKIYRGSLDQPASPCSDVNDIEG 

TPPEEISNAQPLLCPN*AGSSWS 

SRRPTSPTALGFSC 


28303 


58671 


B 


28475 


1 


1989 
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SEQ ID NO: 


hid 


SEQ ID NO: 




Nucleotide location of last 




NO: 


of peptide 




in IJSSN 


location of first 


codon for last amino acid 


*=Stop cndon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possibie nucleotide insertion) 


28304 


58672 


A 


28476 


' 


1280 


MGNITADNSSMSCTIDHTIHQT 














LAPVVYVTVLVVGFPANCLSL 














YFGYLQIKARNELGVYLCNLTV 














ADLFYICSLPFWLQYVLQHDN 














WSHGDLSCQVCGILLYENIYIS 














VGFLCCISVDRYLAVAHPFRFH 














QFRTLKAAVGVSVVIWAKELL 














TSIYFLMHEEVIEDENQHRVCF 














EHYPIQAWQRAINYYRFLVGFL 














FPICLLLASYQGILRAVRRSHGT 














QKSRKDQIQRLVLSTVVIFLACF 














LP YH VL LL VRR Y WE ASC DF AK 














GVFNAYHFSLLLTSFNCVADPV 














L YCFV SETTHRDL ARLRG AC LA 














FLTCSRTGRAREAYPLGAPEAS 














GKSGAQEEEVTKFEGGRNGHT 














AKKSPCNSVQDFTGIKAVKLQI 














VLQMEPQMQS\KLKIYSRPLDR 














PASPCSDVNDIEGTPPEEISTAQ 


28305 


58673 


A 


28477 


i 


717 




28306 


58674 


A 


28478 


2 


409 




28307 


58675 


A 


28479 


1 


675 




28308 


58676 


A 


28480 


227 


399 




28309 


58677 


A 


28481 


332 


436 




28310 


58678 


A 


28482 


980 


1399 




28311 


58679 


A 


28483 


132 


218 


R1NLMHFRN*TSQQALSLSYNL 














FLMQRH 


28312 


58680 


A 


28484 


' 


34 




28313 


58681 


A 


28485 


985 


1 170 




28314 


58682 


A 


28486 


1 


1203 




28315 


58683 


A 


28487 


505 


716 


REPCPVSQREVWRPGCLD/HCP 














RQSGSLGETLRGTAE\QPWPHS 














QVLSNLRVLQLPLISLPSLRRRA 














LFPAA 


28316 


58684 


A 


28488 


1 


998 




28317 


58685 


A 


28489 


477 


955 


TPIHNGFKENKIPRNPTYKGCE 














GPLQGELQTTAEGNKRGYKQM 














EEHSMLMGRKNQYRENGHTA 














QGNLQVQCHPHQATNDFLHRI 














GKNYFKVHMEPKKSPHRQVNP 














KPKEQSWRHHTr*LQ/YYTTRL 














Q*PK*HGTGTKTEI*rNGTEQSP 














QK*CRISTTI 


28318 


58686 


A 


28490 


37 


430 




28319 


58687 


A 


28491 


507 


829 




28320 


58688 


A 


28492 


643 


945 


CALLHSLPQHCVQHPYRSYTHR 














MASCRWKWGHCHSGIKMYSIP 














WYSTPMEGKALGDAHPQIAHS 














H*GAAFL*ALY*EKS*SMANRL 














WYSRL*PLAGDGRRE 


28321 


58689 


A 


28493 


1092 


1346 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ Il> NO: 
in USSN 
09/540,217 


location of Hrst 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, V=po$sible nucleotide insertion) 


28322 


58690 


A 


28494 


173 


527 




28323 


58691 


A 


28496 


566 


895 




28324 


58692 


A 


28497 


76 


302 


K.GNLSPSVPSPALPCSLKYPFYD 
HRTKFTLTTQPFSHTLAQKENQ 
SPLKHMGKKRLQNIFLP1RP*DQ 
TPWLERS 


28325 


58693 


A 


28498 


921 


1008 




28326 


58694 


B 


28499 


1 


2169 




28327 


58695 


A 


28500 


455 


523 


YPLYHFLLHLFDSSLFSSLLVLL 
VVY*FC*SFQKTSSWIHYFFEGF 
FVSLFPSVLL*F*IF 


28328 


58696 


A 


28501 


876 


1061 


LLPQFQSLLLVYSEIQLLPGLVL 
GGCMCRGIYPFLLDFLVYLHRG 
VYSIL*W*FVFLWDWW 


28329 


58697 


A 


28502 


74 


445 


lALIlLRYVPSlPRLLRVFSMKSC 
♦ILSKAFSASIEIIMWFLSLVLFIC 
WITFIDLHMLNQPCIPGMKPT*L 
WWISFLMCC*IWFASILLRIFTS 
MFIRDIGLKFSFFVVSLPGFGIK 
MMLAS 


28330 


58698 


A 


28503 


1 


957 




28331 


58699 


A 


28504 


41 


412 


lALIILRYIPSIPSLLRVFSMKGC* 
ILSEA[SASIEIIMWFLSLVLFI*W 
ITFIDLHVLNKPCIPGMKPS*SW 
WISFLMCCWIWFASILLRIFASM 
FIRDIGLKFSFFVVSLPGFGIRM 
MLAS 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop cudon, /=possible nucleotide 
deletion, V^possible nucleotide insertion) 


28332 


58700 


A 


28505 


1 


1699 


MDEFLDTYTLPRLNQEEIESLN 
RPITSSEIEAVINSLPTKKCPGPD 
GFTAEFYQRYKEELVPILLKLIQ 
TIEKEGLLPNSFYEATNILIPKPG 
RDTTKKENFRPISLMNINAKILN 
EILATESSIKKLIHHDQDSFIPGM 
QGWFNICKSINVIHHINRINNKN 
HMIISVNAEKAFDKIRHLFMLK 
TLIKLGIDETSLKTVRAIYDKPT 
ANllLNGQKLEAFPLKTGIRQGC 
LLSSLLFNIVLEVLARAIRQEICEI 
KDIQIGREEVKLSLFADDMIVY 
FKNPIVSAQNLLKLIGNFSKVSG 
YKINVQKLQAFLYTNNRQTESQ 
IVSELPFTIAAKRIKYLGIQLTRD 
VKYLFKEMYKPLHKEIIEDTNK 
WKNIPCSWIGRINIMKMAILPK 
VIYRFNASPIKLLLNFFTELEKN 
CLNFIWNQKRAHIAK TILSKKN 
KAGGITLPDFKLYYKSTVTKTT 
WYWYQNRYIDQWNRTEASEIT 
PHIYNHLIFDESDKNNQWGKDS 
LHNKWYWENWLAICRKLKLD 
SFLTHYTKINSRWIKDLNAGSKI 
QY\HADRTKSRERRAIASSYVSS 


28333 


58701 


A 


28506 


2 


1689 


WRAWGRGATRRSSCHRQSAPS 

LSRVGRSSQIRSALSAASGLWR 

RKPASAKFGRPRTGSLHLPVK* 

KAFVSLQESSA*MNLRQ*PE*D 

WISWIN*QNFGN/CQGSTLKIPV 

VERKFLDLYALSKEHSFSPATEQ 

SWTENDFDELREEGFRRSDFSE 

LKEEVRTHRKEAKNLVKRLDK 

WLNRITSVEKSLNDLMELKTM 

AREQLRDECTSFSSQFDHLEER 

KYKLPSENKHLYANKLENLEE 

MDKFLETYTLPRLNQEEVESLN 

RPITGSEIEAIINSLPTKNSPGPD 

RFTAKFYQMYKEELVPFFLKLF 

QSIEQEGILPNSFYEASIILIPKPG 

RDPTKKENFRPISLIvrNlDAKlFN 

KILANQIQQHIKKLIHHDQMGFI 

PGMQDWFNIRKSINVIQHINRT 

KDKNHTIISIDAEKAFDKIQQCF 

MLKTLNKLGIDGTYVKIIRAIY 

DKPTANIILDGQKLEAFPLKTST 

IQGCPLSPLLFNIVLEVLARAVR 

QEKEIKGIQSGKEEVKLSLFAD 

DMTVYLENPIISAQNLLKLKSN 

FSKVSGYKINVQKSQAFLYTNN 


28334 


58702 


A 


28507 


1 


1428 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
locHlion of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possil)le nucleotide 
deletion, \=possible nucleotide insertion) 


28335 


58703 


A 


28508 


211 


506 


ILSKAISASIEllMWFLSLVLFIC 

WIMFIDLRMLNQPCTPGMKPT* 

SWWISFLMCCWIRFASILLRIFA 

SMFIRDIGLKFSFFVVSLPGFGIR 

MMLTS 


28336 


58704 


A 


28509 


765 


950 


LLPQFQNLLLVYSEIQLLPGLVL 
GGCMCPGIYPFLLDFLVYLHRG 
VYS1L*W*FVFLWDQW 


28337 


58705 


A 


28510 


778 


981 


SQKEWYQLLFVPLVEFGCESIW 
SWAFFGWQAINYCLNFRTCHW 
SIQRFN FPL V* S WEG VCVQEFIH 
FF 


28338 


58706 


A 


28511 


1761 


1841 


CLQLCSFGLGLSWQCGLFFGSI* 
TLK 


28339 


58707 


A 


28512 


1 


1641 




28340 


58708 


A 


28513 


1 


2307 




28341 


58709 


A 


28514 




3793 




28342 


58710 


A 


28515 


178 


674 


ERPRIMDLAGLLKSQFLCHLVF 

CYVFIASGLIINTIQLFTLLLWPI 

NKQLFRKINCRLSYCISSQLVM 

LLEWWSGTECTIFTDPRAY\SS 

MGKENAIVVLNHKFGN/IDFLC 

G WSLSERFGLLG VSQKCIPPCL 

THFFGSAPPLVFLLLVIQNLQKN 

QQSFYLMKWS 


28343 


5871 1 


A 


28516 


609 


707 


CLQLCSFGLGLTWRCGLFFGSI* 

TLKYFFPIL 


28344 


58712 


A 


28517 


1 


2167 




28345 


58713 


B 


28518 


65 


2652 




28346 


58714 


A 


28519 


267 


703 




28347 


58715 


A 


28520 


3 


115 




28348 


58716 


A 


28521 


2 


317 




28349 


58717 


A 


28522 




2577 




28350 


58718 


A 


28523 


1 


669 




28351 


58719 


A 


28524 


1 


1089 




28352 


58720 


A 


28525 


91 


507 


AGTASASPAPNRSLSGSEPTSSS 
VTQENGADVQGHERVPWKAR 
SRRFCPMEGTFRKVPSHGSHVP 

EVSMLWKACSGSFRPVEGHSV 
RCALTPASGCSP*AGTASASPAP 
NRSLSGSEPTSSSVTQENGADV 
QGHERVPWKARSRRFCPMEGT 
FRKVPSHGSHVPEVSMLWKAC 
SGSFRPVEGHSVRCALTPASGC 
SPSKSKATVGCRCSDFCTVEEF 
LQKIFLQVESLDRRPRCLPLT 


28353 


58721 


A 


28526 


1 


1213 




28354 


58722 


A 


28527 


130 


211 


KPHYAAHGQPFTAE*RPGTDNR 
ADNRQ 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28355 


58723 


A 


28528 


793 


1382 


NTTAAGRVIRLTSENGSHTTFR 

YDVLDRLIQETGFDGRTQRYH 

HDLTGKLIRSEDEGLVTHWHY 

DEADRLTHRTVKGETAERWQY 

DERGWLTDISHISEGHRVAVHY 

RY DEKG RLTGERQTVHHPQTE 

ALLWQHETRHAYNAQGLANR 

CIPDSLPAVEWLTYGSGYLAG 

MKLGDTPLV**ERPADR*ASDG 

ASPADGSTALAA*DQTCVQRA 

GAGEPLYTGQPARRGMADLRQ 

RLPGRHETRRHTAGGVHPRPPA 

PGNAAQLRPL 


28356 


58724 


A 


28529 


1039 


1689 




28357 


58725 


A 


28530 


1 


2406 




28358 


58726 


A 


28531 


1 


2928 




28359 


58727 


A 


28532 


2 


1271 




28360 


58728 


A 


28533 


250 


929 




28361 


58729 


A 


28534 


3 


273 


GKLIAV1GDEDTVTGF\LLGGIG 
ELNKNRHPNFLVVEKDTTITvfEIE 
DTFRQFLNRDDIGAFRLLGLCW 
LRNRKPDHLPPLPLPCAVTQCH 


28362 


58730 


A 


28535 


2 


415 




28363 


58731 


A 


28536 


1 


690 




28364 


58732 


A 


28537 


2551 


2651 




28365 


58733 


A 


28538 


2 


295 




28366 


58734 


A 


28539 


1 


316 


CGHGGRQSWVSRLR*CQEAAG 
MADSCPRSGGAILAFKSAPEVI 
RRALSAQSLRATSSSSASGAGA 

FCLSPSKYFPETSASSSATARYV 

LGWAASSGLLTSSQKMG 


28367 


58735 


A 


28540 


1 


400 




28368 


58736 


A 


28541 


257 


516 




28369 


58737 


A 


28542 


1 


590 


EQIASDTCHLQRVVFKNISPAD 
AHRNLCLALRGHKTVTYLTLQ 
GNDQDDMFPALCEVLRHPECN 
LRYLGLVSCSATTQQWADLSL 
ALEVNQSLTCVNLSDNELLG*G 
C*VAVHN/S*DTPSAFLQRVVV 
GKTGHLTEANLQGTLLLCWVF 
SRELTHLCLAKNPIVNTGVKYL 
CEGLRYPECKLQTLVLWNCDIT 


28370 


58738 


A 


28543 








28371 


58739 


A 


28545 


127 


2030 




28372 


58740 


A 


28546 


1 


3066 




28373 


58741 


A 


28547 


259 


3222 




28374 


58742 


B 


28548 


1 


2640 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Slop codon, /=po$sible nucleotide 
deletion, \=possibie nucleotide insertion) 


28375 


58743 


A 


28549 


2556 


3662 


RIPLFHYGESWNLLRADQRLIF 

AKSWPRASRYQQGHQDLFILRS 

DLPSQVVQTQNISSCRNSC*G*A 

CMPAGRL*R1PT*K*PANRPVKR 

PH*GGI*SLPGSKTYAVSVR*PD 

QK\SDGTLQEHDGICEIHVAKY 

AEIFGLTSAEPNRFTQFRLSETK 

EITNPYAMRLYESLCQYRKPDG 

SGIVSLKIDWIIERYQLPQSYQR 

TSPCCCHMKKDVFASPSTMISS 

SRVSNNTSKTTIIKNQCQKDDS 

RRSLLVKNSRPAKCGSKRSCNT 

FLAGSLRCRSSPEHTTILRGGVR 

RCLQQQCEQTVRILHAKVAQK 

SYGNEKRLIIRPTIRVGPWSQTN 

NQTDDTSGTVVQSDYQTDDTS 

GTVVRTNNQTDD 


28376 












ELYH**HTSS*DHRQCRLiyiDYH 
CLEDNENRPVCWMALESLVNN 
EFSSTSDVWGLWSDAVGTHDS 
GPDALHGH 


28377 


58745 


B 


28551 


1 


1954 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28378 


58746 


A 


28552 


1424 


3807 


HPLWKWLEGDMNMIMIKKIVK 

QATVLTFTTA/LLAGGATQAFA 

KJENNQKAYKETYGVSHITRHD 

MLQIPKQQQNEKYQVPQFDQS 

TIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLKINGVEDHKTIFDGD 

GKTYQNVQQFIDEGNYTGDPL 

E AETA V IN HKKRKNSPRI VQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLKIDWIIERYQLPQSYQRT 

PDFRRRFLQVCVNEINGAVIGIP 

CVSIRKPDGSGIVSIKIAWIIERY 

QPPQSYQRMPDFRRRFLQSRPA 

CMHDWLCAEALAWSIQTASYL 

VTMQVNLTSLSSDTDRDLSVVS 

NSGWVSSGSLVRFNTIKTSSGEI 

EMPGHEVPVEEHFPEAGTNSGS 
PQGARKGDESMTKASDSSSPSC 
SSGPRVPKGAAPGSQTGKKQQS 
TALQASTLAPANLLPKAVHLA 


28379 


58747 


A 


28553 


2372 


3570 


EALLPGDQDSQSGKGVAAREV 

WFLPSSFAPVLLRLVGNHHVG 

DNSIDSWKNAGRAT^KDSDKFD 

ANDPILKDQTQEWSGSATFTSD 

GKIRLFYTDYSGKHYGKQSLTT 

AQVNVSKSDDTLKINGVEDHK 

TIFDGDG KTYQNVQQFIDEGN Y 

TSGDNHTLRDPHYVEDKGHKY 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRKESQKLQQSA 

KKRDAELANGALGIIELNNDYT 

LKKVMKPLITSNTVTDEI 


28380 


58748 


B 


28554 


1 


2232 




28381 


58749 


B 


28555 


200 


2602 










28556 








28383 


58751 


A 


28557 




2169 




28384 


58752 


A 


28558 




2259 




28385 


58753 


A 


28559 




2418 




28386 


58754 


B 


28560 




1974 
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i\0: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


^'^Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28387 


58755 


A 


28561 


3 


2077 




28388 


58756 


A 


28562 


1907 


5097 


TSKKIVKQAPVLTFTTA/LLAGG 
AIQAFAICENNHKAYKETYGVS 
HITRHDMLQIPKQQQNEKYQVP 
QFDQSTIKNIESAKGLDVWDSW 
PLQNADGTVAEYNGYHVVFAL 
AGSPKDADDTSIYMFYQKVGD 
NSIDSWKNAGRVFKDSDKFDA 
NDPILKDQTQEWSGSATFTSDG 
KIRLFYTDYSGKHYGKQSLTTA 
QVNVSKSDDTLKINGVEDHKTl 
FDGDGKTYQNVQQFIDEGNEGI 
LPISEPPIKQDFRLLG 


28389 


58757 


A 


28563 


610 


2303 


SLPNLDNAA1CSSSSSPTRTR*SL 

SEGATQVAFAKEKYPHKHTKKR 

SGVFHITRHDMLQIPKQQQNEK 

YQVPQFDQSTIKNIESAKALDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTSIYMFY 

QKVGDNSIDSWKNAGRVFKDS 

DKFDANDPILKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHVGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYRGPLESPSTHQAEFNPTS 

CVSSLGTLQGFPAPAWLALAHP 

VHPLKHKSGGSNRLSAAIWGIK 

RKPARVCPGTGIHASSQIQGEW 

RTECAVGPKAKAKATAGWRR 

GNNQHISSTYDINRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQTY 

ESIVIDSAPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

KYSNSNGSQSPWMEEQIRDAW 

GSMVLKNVVRETDEVGKGQIR 

MRTVFEQAIDQRSSTGAWRNA 

LSIWEPVCNEIFDRLIKPRWEIR 


28390 


58758 


A 


28564 


1 


2079 




28391 


58759 


A 


28565 


1 


774 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28392 


58760 


A 


28566 


1 


2124 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKANKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFFKR 

GAIFRVHKHAVNPMSPKCRRPG 

GRQAYPLVNWEDRNGRSQKTV 

HTEG DMNMNIKKI VKQATVLT 

FTTALLAGGATQAFAKENNQK 

AYKETA'PKQQQNEKYQVPQF 

DQSTIKN lESAKGVLD V WDSWP 

LQNADGTVAEYNGYHVVSALA 

GSPKDADDTSIYMFYQKVGDN 

SIDSWKNAGRVFKDSDKFDAN 

DPILKDQTQEWSGSATFTSDGR 

RSLESTTTAARPIWRKDVGGDQ 

TQEWSGSAPFTSDGKIRLFYTD 

YSGKHYGKQSLTTAQVNVSKS 

DDTLK1NGVEDHKTIFDGDGK.T 

YQNVQQFIDEGNYTSGDNHTL 

RDPHYVEDKGHKYLVFEANTG 

TENGYQGEESLFNKAYYGGGT 

NFFRKESQKLQQSAKKRDAEL 

ANGALGIIELNNDYTLKKVMKP 

LITSNTVTDEIERANVFKMNGK 

WYLFTDSRGSKMTIDGINSNDI 

YMLGYVSNSLTGPYKPLNTTG 

LVLQMGLDPNDVTWASLEPHE 

SFQWVRGLASSGVKLQTSVVL 

QLIKAMWTQRVSSSKVYCKEQ 

MNNASTMSKRTSAGCHCWQG 


28393 


58761 


A 


28567 


1 


3987 
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SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


28394 


58762 


A 


28568 


1 


1950 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

Q VPQFDQSTIKN lESAKGLD V W 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTGSLNSSKTEKY 

QVPHIDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYL/VFEANTGTEEHPQPQ\ERP 

RTQSFTSAFAERRECIPNVPADT 

KLSKIKTLRLATSYIAYLMDLL 

AKDDQNGEAEAFKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

VVVPGCCPHRSRAYKSDKYAH 

TLTVTASQHAPPPPTHMEGFEL 

FHLPDLCSPSQDAQTTGRTQMK 

PDHSPRPSHRVPQAKGNNVVIT 

SYMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTV 


28395 


58763 


A 


28569 


2 


1778 




28396 


58764 


A 


28570 


1099 


2224 


DGQQLIALHRLALRELQQAVH 
AGLPQQAKILFDGGSE/TRQNPL 
QQLVHMGLPRPLDKKNFQEP 


28397 


58765 


B 


28571 


1 


1938 




28398 


58766 


A 


28572 


1 


2367 




28399 


58767 


A 


28573 


4659 


13369 


TVFRPFHVGVHVLLIVDSCSKL 
EQHSTLSRAILLIYKGFCRFRNH 
HQTGFSPAGANQRGPLAATLSG 
PGGEGQSAVARLTGEKKNHPG 
AQYANRLSPRVGRFINAAGTTG 
FPTGKRAVSATQLMDFADFGT 
TIKQDFRLLGQTSVDRLLQLSQ 
GQAVKGNQLLPVSLVKRKTTL 
APNTQTASPRALADSLMQLAR 
QVSRLESGQGGEDSPNRFFDGG 
RKKQIRTVRQFIDEGNNTPADT 
QTLRDPHYVEDKGHKY 


28400 


58768 


A 


28574 


6803 


8521 




28401 


58769 


B 


28575 


2010 


17745 






58770 


A 


28576 


1 


1060 
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NO; 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucieotide 
deletion, V=possible nucleotide insertion) 


28403 


58771 


A 


28577 


1 


3585 




28404 


58772 


A 


28578 


44 


317 


LKALLLTQSLFGGLLTQTRMKF 
GAVTR1G\DLPWEINPLSSCSLL 
HEKDPPTTSGPQTHQPKEHLTN 
FKSGCSSPCRAKSQFFLSLCSST 


28405 


58773 


A 


28579 


98 


617 


KALLLTQSLFGGLFTRTRMKFG 
AVTQIGXDLPWEINPLSSCSLLR 
EKDPPTTSGPQTHQPKEHLTNF 
KSARFKK.1KACYHSPATAWPFK 
AYKLSLQFPHFTCPKTRQALQV 
SSGSVPYQPNCFAYPPHGAKPI 
YSPILNTSLHNPLFCSGSQTCFL 
YYSFAPFIPASLRFHLD 


28406 


58774 


A 


28580 


1 


1500 




28407 


58775 


A 


28581 


42 


257 




28408 


58776 


A 


28582 




425 


KTGKYD/AVIALGTVIRGGTAH 

FEYVAGGAS/NTLAHVA/QDSEl 

PGAFGVLTLKA*TNDERAGTKL 

HGGWGGKCLTACRSALWADL 

QIRPYDHKNRGSNVHNRVPAS 

GAAAMAIHCLECGWAPLAAGD 

NVGKVCVPDAGLLPA 


28409 


58777 


A 


28583 


327 


1512 


SYWTIHIQVSLEINHSYLPGGMS 
SLKKMAGRNSERKTVLVKSSF 
QEVNRGTEALALWENGDFEAP 
VLTFTTALLPEGATQAFGKENT 
QKASKERYGSLNITRNNMLQIL 
NKQQTEKYQVPQFDQSTIKNIE 
SAKGLDVWDSWPLQNADGTV 
AEYNGYHVVFALAGSPKDADD 
TSIYMFYQKVGDNSIDSWKNA 
GRVFKDSDKFDANDPILKDQTQ 
EWSGSATFTSDGKIRLFYTDYS 
GKHYGKQSLTTAQVNVSKSDD 
TLKINGVEDHKTIFDGDGKTYQ 
NVQQFIDEGNYTSGDNHTLRDP 
HYVEDKGHKYLVFEANTGTEN 
GYQGGVNADVGDVWRLPVW 
HRRGGEAVFMQVSRLQILRHLP 
HGVVAVDRDHHIAHDRRRHVA 
GDRSGSVRL 


28410 


58778 


A 


28584 


845 


966 
















IN 1 KKW 1 t/M 1 rUl^V VKlrolvjlNL 

QTVLQNRQPGGAIARCTGHIDP 
VTRFRPRAR*GSSHRNKAVDTQ 
RH 


28412 


58780 


A 


28586 


464 


847 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


[Nucleotide location of last 
codun for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=pos$iblc nucleotide insertion) 


28413 


58781 


A 


28587 


501 


823 


PEVQSPDVRH1PGGA*DVLPHQ 
GIKRPDALPGPLLHA*PDNLRCS 
CPRSGTAAGSIHQDARLRYSVW 
RWGLLDRLAAVICRQSTHSRCR 
RKQRRALYRRDAGYLRRN 


28414 


58782 


A 


28588 


335 


902 




28415 


58783 


A 


28589 


404 


733 




28416 


58784 


A 


28590 


2 


246 




28417 


58785 


A 


28591 


466 


861 




28418 


58786 


A 


28592 


122 


926 




28419 


58787 


A 


28593 


171 


733 




28420 


58788 


A 


28594 




774 




28421 


58789 


A 


28595 




1575 




28422 


58790 


A 


28596 


1 


105 


SVKLGWNGVSTYVPFCLTICSV 
SFFQENLHLTTCRA*PSIPPPAA 
RRSPKKCSP*KLRLP*LSGK.SSS 
YNL 


28423 


58791 


A 


28597 


237 


461 




28424 


58792 


A 


28598 


1 


1341 




28425 


58793 


A 


28599 


1 


792 




28426 


58794 


A 


28600 


16 


546 


QLNGRSIRHEVMSHRKFSAPRH 
GSLGFLPRKRSSRHRGKVKSFP 
KDDPSKPVHLTAFLGYKAGMT 
HIVREVDRPGSKVNKKEVVEA 
VTIVETPPMVVVGIVGYVETPR 
GLRTFKTVFAEHISDE/CRLLPL 
RQKKAHLMEIHVNGGTVAEKL 
DWARERLEQQVPVNPVFGQDE 


28427 


58795 


A 


28601 


1 


1251 




28428 


58796 


A 


28602 


37 


1307 


EFGFDGVMSHRKFSAPRHGSLG 

F\LPRKRSSRHRGKVKSFPKDDP 

SKPVHLTAFLGYKAGMTHIVRE 

VDR\PGfflRCNKKERWWRAVT 

HCI RPPPMV VGGHLVG\Y VET\P 

RGVLRTFK-RVFAEHISDECKRRF 

YKNWHKAVKKKAFTKYCKKRQ 

DEDGKKQLEKDFSSMKK\YCQ 

V1\RVI\AHTQ\MRLLPL\RQK\KA 

HLME1QV\NGGTVA\EKL\DWA 

REKLE\QQ\VPVN\QVFGQDEMI\ 

DVIGGDQRAKGFKGVTRS\WPT 

N*LPFKA\HLG\LSRVACFGAW 

HPARVAFSVARAGQKGYHHRT 

EINKKIYKIGQGYLIKDGKLIKN 

NASTDYDLSDKSINPLGGFVHY 

GEVTNDFVMLKGCVVGTKKR 

VLTLRKSLLVQTKRRALEKIDL 

KFIDTTSKFGHGRFQTMEEKKA 

FMGPLKKDRIAKEEGA 


28429 


58797 


A 


28603 


1 


2133 




28430 


58798 


A 


28604 


3 


245 
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SEQ ID NO: 




SEQ ID NO: 




coTormrllll"m'i"o"ldd 




NO: 




hod 


in USSN 


location of first 




*=Stop codon, /^possible nucleotide 




seqlie'lice 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, V^possible nucleotide insertion) 










sequence 






28431 


58799 


A 


28605 




1824 




28432 


58800 


A 


28606 


1 


1035 




28433 


58801 


A 


28607 


1 


496 




28434 


58802 


A 


28608 


1568 


1793 




28435 


58803 


A 


28609 


1 


1392 




28436 


58804 


A 


28610 


1 


1389 




28437 


58805 


C 


28611 


104 


253 




28438 


58806 


A 


28612 


114 


469 


VSRPTYAKVFTTSKTAPQKVFP 














TAWCSA/TGHETALSATQVPIQ 














WIATAPNSPAPPSDPRRQSWVS 














QIPSSATSPNFTM*EPRTQEVTE 














PHDSRPA 1 PSPA VPRRESCTGRP 














HLPATTP 


28439 


58807 


A 


28613 




2196 




28440 


58808 


A 


28614 


237 


348 


NPVN*SQTT*TSE 


28441 


58809 


A 


28615 


950 


1094 




28442 


58810 


A 


28616 


146 


822 


LGFLLRLSEMPRKQGVYRTRIW 














KFEDGLSNVLVl/PIEQINHMRD 














VFGSGSERATCLARGRGYINSL 














ARCQNLVNRDLDHLSLPQDSTL 














VHYIDDIVLHGFSEEEKGQVAQ 














SADLDEGLLKIPGDTFGPEADK 














DFLHKDLSTEIVGQSYNTHHM 














AQDSIPWNPSGQEPQVREHEAC 














HHLGSGSPPSWELCEQGPPVTE 














SFQVLVTSGLDKENMAYMHCG 














IICSNKKG 


28443 


5881 1 


A 


28617 


1 


1791 




28444 


58812 


A 


28618 


244 


416 




28445 


58813 


A 


28619 


2 


1520 




28446 


58814 


A 


28620 


95 


421 


PVTSTSTKRTPTQKPHPKVISLK 














DQIHHVDKSMMMRKNQCKNV 














EKSKNQNSSSPHDHNSSP\SARA 














ENWTEYESDKLTEVGFRGWVl 














NSSELKEHVLTHCKEAQNLHN 


28447 


58815 


C 


28621 


46 


174 




28448 


58816 


A 


28622 


425 


1291 




28449 


58817 


A 


28623 


1 


1410 




28450 


58818 


A 


28624 


14 


348 


GLFPNKIPFSVLEIRTWAHLSGR 














HHSAHCTSCAWPQVACLPLAT 














HPSCTCTFCSLQAPGRPGQSPLS 














PRRACGPEDLPPPPYV*DLAPSL 














GPSLGPLMSQSQPRRTPPLRG 


28451 


58819 


A 


28625 


96 


295 


PWKPHPAWRQRWELCHPPFP/I 














RPLTAALREQPGLLGRSTTVFT 














LMAREPPQPAAADSCLCIVQME 
A 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
•=Stop codon, /=passible nucleotide 
deletion, \-possible nucleotide insertion) 


28452 


58820 


A 


28626 


105 


389 


CQFAHGTASSPRVCLRHRCRS 

WQKAWAVVCCTFCSLQAPGRP 

GQSPLSPRRACGPEDLPPPPYV* 

DLAPSLGPSLGPLMSQSQPRRT 

PPLAWGS 


28453 


58821 


A 


28627 


461 


799 




28454 


58822 


A 


28628 


1 


384 




28455 


58823 


A 


28629 


301 


987 




28456 


58824 


A 


28630 


239 


384 


VLPAGAQAAARSSDTRP*PEPH 
FS\ESVFPRW1FSAFQSLNNFFQA 

RF 


28457 


58825 


A 


28631 


1 


1054 




28458 


58826 


C 


28632 


243 


392 




28459 


58827 


A 


28633 


1 


1104 




28460 


58828 


A 


28634 


194 


863 


YLLFVKNMSSLEISSSCFSLETK 

LPLSPPLVEDSAFEPSRKDMDE 

VEEKSKDVINFTAEKLSVDEVS 

QLVISPLCGAIS/LNWKGLTENT 

FEGKKVISL\EYEAYLPMAENE 

VRKICSDIRQKWPVKHIAVFHR 

LGLVPVSEAfa>*SFAVSS\AHRA 

AISLKLLSYC/AFDTFKRPRVPI 

WKK\EIYEESSTWKGNKECFW 

ASNTLITYVFRACNLNFVKLLL 


28461 


58829 


A 


28635 




338 


SSPPTAPAKLRIVPLVGGLPAR 
WCLSVCASQCPDTRVHVFLHW 

WCSSLCPAPVCLSLCRGL*GHF 
PPDSEDQSSPNCSGYTLEEYKL 
LRSQ riPSCNGKFPCPPRRAYDG 


28462 


58830 


A 


28636 


405 


800 




28463 


58831 


A 


28637 


265 


539 




28464 


58832 


A 


28638 


3 


1116 




28465 


58833 


A 


28640 


208 


350 


VWLKEPSAEPAPCTWSALCGSC 
LLGGL*NSAFLSHRPHTSGGFFP 
LN 


28466 


58834 


A 


28641 


563 


594 




28467 


58835 


A 


28642 


245 


580 




28468 


58836 


B 


28643 


1 


435 




28469 


58837 


A 


28644 


673 


1012 


QPQVSFSSEYAIHIMRCPHSKIS 

SLYYFNCFRY*DCYCH\TFATTS 

ISLVRYATGCKLIPRICVRTPRAI 

PVFSVTYEEKSCPVGKLNTGA 

WVRAWKATSTSVVHLTKWVL 


28470 


58838 


A 


28645 


1171 


1328 


MVIGGTKNERKHIDSDEPLFPSP 
NSSARGRAISSTS*ALVPGVRGF 
LSSIPLSLTTAYPPF*SPFSS 


28471 


58839 


A 


28646 


34 


266 


GSCS*DFLVRGAFNVrNIKAWA 
SGPVQGSAVDLSHGLHLGLHL 
KNDL*FYSFNSGIDKPEIAKLSG 
CSFGGTFLIWG 


28472 


58840 


C 


28647 


199 


309 
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SEQIl) 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ofHrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28473 


58841 


A 


28648 


808 


926 


YCYSSLDPVSLTSLLSLSLPKLK 
L* SYKSFFKWSPRCSP 


28474 


58842 


B 


28649 


107 


264 




28475 


58843 


A 


28650 


301 


470 


EIQLVLSLSGGGYSHAVLMIVS 
SHK1**FYK.GLFPTFALHFSLLLP 
CEEGCICFPF 


28476 


58844 


A 


28651 


2 


263 


WEKKDTEWRKKVILSSV*LRL 
VIF*PFSLM\LFSHPVWR*ARSH 
ESHLAITHLWALYF*PPCQICFL 
*DRGHQATDGLTNGTPSELN 


28477 


58845 


A 


28652 


63 


191 


DLPWTPGPAC*PMLQC**GGAN 
lYARRQGADAAGDQGSSCRL 


28478 


58846 


A 


28653 


1 


554 


MPTYCPGASLLILTYKTPKELLS 
lYVSTlRKSRCRERRNRRLGAR 
NFRSEEQIYDQWRLDQVGKFFP 
FPRPRENYHFGSEHVGSFSLDK 
CCNEKLYEVIDLHLKKKFLNTE 
TLSLVKCEVSRCWVTLNLLLPY 
H/ VLFQI * LSWRERQNQSCKTTN 
GSSNGAPDAVHN*NLLWSLGP 
AC*PMLRC 


28479 


38847 


A 


28654 


3 


317 


SRRLPFSLICMAKHWLPALPEN 
GYMKQFCVSGLGVLFHGCVFL 
CWHHCCFVL*VWSLGSPRSRG 
LHLVKAFFLCYPRSNCFLLNWG 
IVGVVQLRFPQEGCLWCH 


28480 


58848 


B 


28655 


1 


400 




28481 


58849 


B 


28656 


49 


492 




28482 


58850 


A 


28657 


1 


917 


TALETAPTLALPVSSQPFSLHTA 
EVQGCAVGILTQGPGPCPVAFL 
SKQLDLTVLGSPSCLHAVASAA 
LILLEALKITNYAQLTLYSSHNF 
QNLFSFSHLTHILSAPRLLQLYS 
LFVESPTITILPGPDFNLASHnLD 
TTPDPDDCMSLIYLTFTPFPHISF 
FSVPHVDHIWFTDGSSTRPDRH 
SPAKAGYAIESSTSIIEATALPPS 
TTSQQ AEL I ALTRAFTL AKG LH 
VNIYTDSKYAFHILHHHAVIWA 
ERGFLT/IARVLHH*CLFNKNSS 
QGCFTSKGSWSHTLQGPPKGV 
RSHYSRXCLC 


28483 


58851 


A 


28658 


3737 


3886 




28484 


58852 


A 


28659 


349 


1775 




28485 


58853 


A 


28660 


1 


1194 




28486 


58854 


A 


28661 


1 


704 




28487 


58855 


A 


28662 




275 




28488 


58856 


A 


28663 


159 


1504 




28489 


58857 


A 


28664 


275 


552 




28490 


58858 


A 


28665 


178 


619 




28491 


58859 


A 


28666 


3 


369 





3722 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28492 


58860 


A 


28667 


1 


340 




28493 


58861 


A 


28668 


516 


734 


WTGDWRRTCDRENQHVSGAA 
RTAF1PTNGA1SPG1NYSPGH*Y* 
DCHLPQA*P*LCRAAGQNRCH 
VARTCLG 


28494 


58862 


A 


28669 


1 


1163 


MHTHARETCLALGKPADDATL 
TAAIEAVGLENAARVLKLYPFE 
MSGGMLQRMMIAMAVLCESPF 
llADEPTTDLDVVAQARILDLLE 
SIMQKQAPGMLLVTHDMDKW 
GRIIADVESQYRYQTTNPKIFAG 
GDAVRGADLVVTAMAEGRHA 
AQG II D WLGLD VDKLG ALEERR 
KVLQVKTENLQAERNSRSKSIG 
QAKARGEDIEPLRLEVNKLGEE 
LDAAKAELDALQAEIRDIALTIP 
NLPADEVPVGKDENDNVEVSR 
WGTPREFDFEVRDHVTLGEMH 
SGLDFAAAVKLTGSRFVVMKG 
QIARMHRALSQFMLDLHTEQH 
GYSENYVPYLVNQDTLYGVGL 
YPLGALASGW/WALASGWLPK 
RKERKD/GDTGAHGVPRGSRKP 
RIARKVRGT 


28495 


58863 


B 


28670 


1 


4770 




28496 


58864 


A 


28671 


1069 


1398 


VIGAQPVLRIRRKQARRQINRL 
TLILLHYCLTTKLKNGVKPGIV 
AAFYFLPGAG*IHPAGCHGTQL 
*SFGKMRVQYTRVTLSQQASG 
KISAYLIDLGKPLLKLIIHCGVH 


28497 


58865 


A 


28672 


4246 


4453 




28498 


58866 


A 


28673 


1 


1185 




28499 


58867 


A 


28674 


723 


878 




28500 


58868 


A 


28675 


1085 


1246 




28501 


58869 


A 


28676 


1 


1254 




28502 


58870 


A 


28677 


1 


2175 




28503 


58871 


A 


28678 


340 


994 




28504 


58872 


A 


28679 


37 


261 


TITPAGRRMHCKGACMKPLLD 
VLMILDAVRELE*TITPAGRRM 
HCKGACMKPLLDVLMILDAVR 
ELEKQAIKLHEGWENELVIGVD 
DTFPFSLLAPLIEAFYQHHSVTR 


28505 


58873 


A 


28680 


410 


896 


WAWAASAVQPRSIWQ/GAGVG 
NLTLLDFDTVSLSNLQRQTLHS 
DATVGQPKVESARDAPHIAITP 
VNALLDDAELAALIAEHDLVL 
D/WYG*RCGT*STERQQR*RG* 
RSAPAMTAHDRDAIASSSETCA 
RSRWSVEYASPVCAPPDSRSKR 
RSASNSAASHVF 


28506 


58874 


B 


28681 


1 


2298 





3723 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ficid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28507 


58875 


A 


28682 


1915 


5313 




28508 


58876 


A 


28683 


1 


4221 




28509 


58877 


A 


28684 




1007 


MAALQMVNGQKWVSSNQKY 

WLVYKTTDPPRLRPIFSGYQPM 

CPFNGRPFWIHKNPMGVHWAV 

ATGLALIPIVGIAEFGWFWFGG 

ETYMAAWNVSGLGTFGAIQST 

FNVTLWSFIGVESASVAAGVVK 

NPKRNVPIATIGGVLIAAVCYV 

LSTTAIMGMIPNAALRVSASPF 

GDAARMALGDTAGAIVSFCAA 

AGCLGSLGGWTLLAGQTAKAA 

ADDGL\FPP1FARVNKAGTPVA 

GLIIVGILMTIFQLSSISPNATKE 

FGLVSSVSVIFTLVPYLYTCAAL 

LLLGHG H FGKARPA YL A VTTl A 

FLYCIWAVYITHIDACVVVYIA 

GYRAAKLTCA 


28510 


58878 


A 


28685 


867 


1681 




28511 


58879 


A 


28686 


865 


1290 


RWWENRLFRKNPARAQKMVL 
PERFG* SAYPNGFAGTWRLDKL 
PIAQIHAHMIGVLAAVDMEKQ 
QISPAQVVVRHNRCPAIVVHLI 
GRARELSLKDLVVGIKNQPATV 
KAFIRPRTAPDVRLAKLLLQAV 
NRHFGNVMQMVAA 


28512 


58880 


A 


28687 


1 


709 




28513 


58881 


A 


28688 


2 


657 


LMWALPKVTRGPVYMAGSPQT 
AFIQVGPRVHAHLQPRAAPL*A 

GEVWKPRLVGRSHWASRPSPA 
LQKGEPGSPSWENACVPQAPH 
RLLHQQKAF 


28514 


58882 


A 


28689 


3 


227 


NSQDFPACGGLCHAELDRTAA 
GLVHQHVRHPGHTSVAAEKLCH 
GDVEGDGCNGPASD/PGYI*GQ 
AAAPAPLPDLL 


28515 


58883 


A 


28690 


1227 


1719 




28516 


58884 


A 


28691 


1 


1701 




28517 


58885 


A 


28692 


15 


3298 
















YL^UI 1 rllNo 1 L.L. I L^o vL,i\.0 I AK 

AVWRYQTDIAANLE*RRLPSGA 
GKSDWSSGDSEKAKTAAHTIY 
RDAGRRVRGYRQL 


28519 


58887 


A 


28694 


1 


370 





3724 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


28520 


58888 


A 


28695 


1 


910 


MDKERIIQEFVPGKQVTLAHLI 
AHPGEELAKKIGVPDAGAIGIM 
TLTPGETAMIAGDLALKAADV 
HIGFLDRFSGALVIYGSGNYTL 
ARKTQAVEFNDKGDIDTPGEYF 
NHPRWYHALITTLQDVDMLSP 
LIWGFRNYKDVQVIKATPHKIV 
ILMGILLSPSVFATDINVEFTAT 
VI<CATTCN]TLTGNNVTNDGNN 
NYTLRJPKMGLDKIANKTTESQ 
A D F KLV A\MG A A V AS VGL 1 PL* 
PEMHHQAHLSLLYRSLVIHLRR 
QVISVWVSKNGLLMMPLSLNL 
TVRKRYAGAQTRCSPIRVLK 


28521 


58889 


A 


28696 


605 


2021 




28522 


58890 


A 


28697 


2256 


2336 


CIKCCARRIAREPGYLFS**RCK 
YPG 


28523 


58891 


A 


28698 


1802 


4488 


TLLRQGSNFLMTRRCATKSWN 
V*SWIKSS/MQMGQKMGVKISD 
EQLDQAIANIAKQNNMTLDQM 
RSRLAYDGLNYN l YRNQlRKE 
MIISEVRNNEVRRRITILPQEVES 
LAQQVGNQNDASTELNLSHILl 
PLPENPTSDQVNEAESQARAIV 
DQARNGADFGKLAIAHSADQQ 
ALNGGQMGWGRIHASLPGIFA 
QALSTAKKGDIVGPISSGGRFD 
GTVEVKDGHLIVNGKKIRVTAE 
RDPANLKWDEVGVDVVAEAT 
GLFLTDETARKHITADTPAALR 
WLEENQLEDGHECLLRRVISSD 
GRSRGFINGTAVPLSQLRETSTT 
TGARRVIRAIRRTNSSDASTIPTL 
MAITISNNTVSDMHSSMTMMS 
TRIRTLITTIYNGDLRMIRQRKL 
CKTAIARTYGNDDTFHPGMRH 
QRMHRVFKNAPHLDQPVVTLN 
lYPKADESSSLKASRGTRGAAY 
RPARQNLYSASSGKKDENPVIE 
FK.NVSKHFGPTQVLHNIDLNIA 
QGEVVVIIGPSGSGKSTLLRCIN 
KLEEITSGDLIVDGLKVNDPKV 
DERLIRQEAGMVFQQFYLFPHL 
TALEN VM FGPLRVRG ANKEEA 
EKLARELLAKVGLAERAHHYP 

oi:l.LoljLil^V^v^K V AlAK 1 LA V Ivri 

KMMLFDETTFDFDPELVHEVL 
KVIHEFAEKGITNDSLTENPAKT 
QGEGGCLQSQERGPQREPTPRH 


28524 


58892 


A 


28699 


1 


2307 




28525 


58893 


A 


28700 


3 


976 





3725 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28526 


58894 


A 


28701 


2 


136 


YLSAV*FCSPGQPPSALLVCGR 
RGYWCLWPLSSCHLTLRLCVS 


28527 


58895 


A 


28702 




608 




28528 


58896 


A 


28703 


222 


329 




28529 


58897 


A 


28704 


387 


728 




28530 


58898 


A 


28705 


1 


1184 




28531 


58899 


A 


28706 


478 


627 




28532 


58900 


A 


28707 


33 


1072 




28533 


58901 


A 


28708 


35 


516 


RVVEFADEGQGPAALSLWSGS 
SPETLKLHWPHVQN*1RFSSWK 
TFRIRSRDFWADRLMRTLLRNF 
LSKWDHL*GQTLGVSLRRV*NE 
GSSPCHTPRPSAVLPPVLLDGG 
R * THMK L H A A SSRG WLRTRLT 
ELEYSLVIRIRRDGGLAGLRGN 
SGAQGGDA 


28534 


58902 


A 


28709 




777 




28535 


58903 


A 


28710 


531 


704 




28536 


58904 


A 


2871 1 


294 


617 




28537 


58905 


A 


28712 


804 


1020 


HFLSGGRRQRPPRWTl V A* SPR* 
PRCRCWGSG*RPGrRGALPQPR 
S*WHPSGSARGRHSGSGLETSG 
PTVS 


28538 


58906 


A 


28713 


102 


510 


PWPHTGGRRQRPPRWTIVA*SP 
R*PRCRCWGSG*RPGTRGALPV 
VRKQPGDPKTPLASCPELNQPV 
PEPAAAPTRQSKRLCYLSHVAD 
Gl LQVQARGRHSGSGLRRLLGR 
PSHEGPWLKGTSCRSGTTCRDR 
PWV 


28539 


58907 


A 


28714 


2 


1580 




28540 


58908 


A 


28715 


286 


352 




28541 


58909 


A 


28716 


1 


531 




28542 


58910 


A 


28717 




1440 




28543 


58911 


A 


28718 


238 


567 


FGDAGKFDGK.FSSHSKLLSGFD 
AWTELALNHRFLLQLVEVLPE 
ANRQLRQSGAGDGGQQAVF*F 
HRFLASVHQHKAASASPPYLFR 
IKCPVPRLRAKPALLLIDNRLYG 


28544 


58912 


A 


28719 


1 


3534 




28545 


58913 


A 


28720 


1846 


2121 




28546 


58914 


A 


28721 


176 


462 


TSRHSVY1SDTELK.PRKSSK.PTF 
CGCDSLFSPICHFP/HGLSDVALI 
VQQLRQRG * PLQPARLP VH WR 

nt^N A V V UO V L.^lJC,fNljlJ AU WU 

RAWLRIRRS 


28547 


58915 


A 


28722 


225 


3465 




28548 


58916 


A 


28723 


937 


1770 




28549 


58917 


A 


28724 


142 


484 





3726 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
ol peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknawn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28550 


58918 


A 


28725 


1 


1521 


MIPITWPKFAELHPFCPPEQAEG 

YQQMIAQLADWLVKLTGYDA 

VCMQPNSGAQGEYAGLLAIRH 

YHESRNEGHRDICLIPASAHGT 

NPASAHMAGMQVVVVACDKN 

GNIDLTDLRAKAEQAGDNLSCl 

MVTYPSTHGVYEETIREVCEVV 

HQFGGQVYLDGANMNAQRRD\ 

MAGKPGPLTVRKMRGSRVTVR 

AL*/ASVW1GFDDHRRNLGHTT 

ASGAIKDQISGYEGGAKSAQPA 

WDAYMKAVLEGVPEQPLTPPP 

GIVTVNIDRSTGQLANGGNSRE 

EYFIEVNEIVVNPNATLDWQLA 

LRQAAGKTDLARDMLQMLLDF 

LPEVRNKVEEQLVGENPEGLV 

DLIHKLHGSCGYSGVPRMKNL 

CQLIEQQLRSGTKEEDLEPELLE 

LLDEMDNVAREASKILGGHDN 

GGNALLHKALPPGNVGKWAM 

APIPPPFPQPGKSVTICWKPASS 

ENRSNLLEIFLRELISNASDAAD 

KLRFRALSNPDLYEGDGELRVR 

VDEVLSPASVPYS 


28551 


58919 


A 


28726 


1 


1279 




28552 


58920 


A 


28727 


3 


762 




28553 


58921 


A 


28728 


1 


1472 


MTQDELKKAVGWAALQYVQP 

GTIVGVGTGSTAAHFIDALGTM 

KGQIEGAVSSSDASTEKLKSLGI 

HVFDLNEVDSLGIYVDGADEIW 

QTCKAQRCQSPCSKTLGAQPEN 

PDLSQISRFPQDERRISNCSSGK 

AANPVLYWSKIEEKIASEPASIY 

SPMTLKDFSKFVKDEIGFSYTG 

YSRSGGGTASHGSPKSWAIGSL 

GRFGNEYSGWFDLQLKQRVYN 

ENGKRVDAVVMMDGNVGQQ 

YSTGWFGDNAGGENYMQFSD 

MYVTTKGFLPFAPEADFWVGK 

HGAPKIEIQMLDWKTQRTDAA 

AGVGLENWKVGPGKIDIALVR 

EDVDDYDRSLQNKQQINTNTID 

LRYKDIPLWDKATLMPRIPTQR 

YGLAKA/SLEADAVRY/MANAM 

/^Dcr:\/i?A/TvT A I*; Ar:r\TPTT a a or: 
Urc.LiVKVlNAloAOV,;livl LAArO 

IK\DSRK\MLAHCEPVTPIRRTVT 
lEDVGNSAAFLCSDLSAGISGEV 
VHVDGGFSIAAMNERDPFTDL 
HRYRMNLIMMMNYGAQRNM 



3727 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


28554 


58922 


A 


28729 


2 


419 


RPRPRPRHMLQGTHRQRHLHA 
GPGVARRRWGGMARRAARGR 
PRLRLCIFSRSRQLGLRLRFLSST 
VNEGDQVKTVAVRSGHFCGGLS 
SFSFSSSFSSGKKRPSNSPGSMR 
LGSPPSGAGRAGGIVTVAC*AR 
LSTCNTKQ 


28555 


58923 


A 


28730 


725 


2804 




28556 


58924 


A 


28731 


661 


1218 


DVREGDRDPFMIKVHSCVFVDF 
AKTMHDGA/SVSLRGNLISHKG 
EDRYAVFRDKSGEINVVIPAAA/ 
FDGREVQPDQMINISGIADKLP 
VIAPTNATSKLKLASQPEDDSEI 
YDGCNGAQPGDYWFAAFVSG 
MFSRWLAKTILSRHILSVTIRSC 
KNGEWLAVGGAENGAYSDSR 
VAVMLLLSAWGLFDF 


28557 


58925 


A 


28732 




624 




28558 


58926 


A 


28733 




1281 




28559 


58927 


A 


28734 


114 


266 




28560 


58928 


A 


28735 


1487 


1570 




28561 


58929 


A 


28736 




3402 




28562 


58930 


A 


28737 




2466 




28563 


5893 1 


A 


28738 


372 


647 


SGWSWNTKFPTGGFRWPAQPG 
TELESSQPR*LVMPATTSPFRAL 
DVCEYLPACVAVISGCHPSRFA 
RSYVSAPD*QNVQLTYPHIVLN 

RHL 


28564 


58932 


A 


28739 




2235 




28565 


58933 


A 


28740 


3 


293 




28566 


58934 


A 


28741 


737 


963 




28567 


58935 


A 


28742 


3 


282 


RRLRASGCIDKLPSG**YARPAR 
♦DP APGFR* STP VRKCDQTRSPA 
MKVIAAADRKLWCGAICPLSA 
KPPAGRAPNAPAAPASPNRPMT 

PSL 


28568 


58936 


A 


28743 


2 


289 




28569 


58937 


A 


28744 


1 


1662 




28570 


58938 




28745 


421 


2634 




28571 


58939 




28746 


134 


954 




28572 


58940 


A 


28747 


1036 


1383 




28573 


58941 


A 


28748 


2 


589 




28574 


58942 


A 


28749 


1 


801 


















28576 


58944 


A 


28751 


3 


916 




28577 


58945 


A 


28752 


3 


589 




28578 


58946 


A 


28753 


1 


1675 




28579 


58947 


A 


28754 


1 


522 





3728 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblG nucleotide insertion) 


28580 


58948 


A 


28755 


1229 


1660 


LMVSGFLTSPKDHERIIVAKPEQ 
FWKLRQVMFMAIVISLPTIGER 
FSPFLLK.SPL1RPSRCGTTDF1SG 
LTARPEFSQSRMVLIAASTITSL 
MCAGSFLPIRPLASICSLNATTS 
**LPFSSGRDSSRKRRTQAITCSP 
RCGS 


28581 


58949 


A 


28756 


1 


230 


HAVCLAAVHFSSWALNNSETF 
NSIWSCASAILGNLGILTGSPPL 
ALCRTLCLTYPI*CPRDAKALR 
RPRECVIRHD 


28582 


58950 


A 


28757 


1 


850 


MPVMFLASLSGKHQGHHFPKG 
ERGKFKIKERGTVATEDRRSGD 
STFYAIQPTRRQKRVYGLALLL 
QLHRRRQNLNIDSVSSVGLAAL 
VTAFIGVDFFANGEQTYSQPLW 
TWMSVGDFNIGFNLVLDGLSLT 
MLSVVTEGYSR*EHRPTPSQPR 
YISSRLSASTRTTM/PGDEQVGV 
SEEARVALSDHREHGQRQAVQ 
HQVKTDVKVAYRHPRPQRLAV 
CLLAVSEEINADKGGYQRRQA 
HRAY 


28583 


58951 


A 


28758 


20 


282 




28584 


58952 


A 


28759 


38 


966 


RDGLESRGRVCSLRTAFQRSSS 
EAFTSDLQAAELQNRASNRPAR 
IGHAHLVIFPVQSSWM*RKLAS 
PRNNLVIPQEKALKEYIKIGNLV 
MSLAAAPLNR*GLL/IEWNDND 
GGCKGACDRVPHQNVTALNLR 
DQCINGECYDEVLFHGLEEYIN 
NLQGDGVIVLHTIGSHGPTYYN 
RYPPQFRKFTPTCDTNEIQTCTK 
EQL VNTYDNTL VYVD YIVDKA I 
NL LKEHQDK.FTTSLVYLSDHGE 
SLGENGIYLHGLPYAIAPDSQK 
QVPMLLWLSEDYQKRYQVDQ 
NCLQKQAQTQKDCVLLIFAKQ 


28585 


58953 


A 


28760 


1120 


1335 




28586 


58954 


A 


28761 


846 


1245 


TVRKRGTRHPHGSRRTLSLPLR 
HSSDRCNRTRS ADRSTG PRL/A 
QPRYISSRLSASTRTTMPVTTES 
MVSDRPSSTRLKPMLKSPTDIH 
VHSGWLYVCSPVAKKSTPMKA 
GTTAGRPTEPTPTIATSGLNALL 


28587 


58955 


A 


28762 


265 


1179 




28588 


58956 


A 


28763 


188 


322 





3729 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=po$$ibie nucleotide 
deletion, \=possible nucleotide insertion) 


28589 


58957 


A 


28764 




3114 


MLQQDSNDDTKDVSLFDAEEE 
TTNRPRKVKIRHPVASFFHLFFR 
VSAIIVCLLCELLSSSFITCMSKK 
WLAVVIVGVVLQGANLYGYLR 
CKGQEVRETFAEPSLQATQMK 
LKRARLADDLNEKIAQRPGPM 
ELVEKNILPVDSSVKEAIIGKTL 
KIYYLGAPAEAATKEDERTTSG 
PGHHATNYHFLLKFDFYLSWL 
HFVHKDAILSGHPLVRLLSTRV 
LRGPNDVFHGVSSVDSVLAIFV 
LAEPMGSLSASLEN 


28590 


58958 


A 


28765 


1 


3219 




28591 


58959 


A 


28766 


3 


245 




28592 


58960 


A 


28767 


2 


1193 


CANQLRDCLVIPTITGLVRLVV 

AGANGDRLGQPVTGADVRLSR 

CRKVMPSRSVEMGLVPSSSVIV 

TVLPLIGFVLLAFSRGRWSENV 

SAI VG VG S VGLAALVTAFIG VD 

FFANGEQTYSQPLWTWMSVGD 

FNIGFNLVLDGLSLTMLSVVTG 

VGFLIHMYASWYMRGEEGYSR 

FFAYTNLFIASMVVLVLADNLL 

LMYLGWEGVGLCSYLLIGFYY 

TDPKNGAAAMKAFVVTRVGD 

VFLAFALFILYNELGTLNFREM 

VELAPAHFADGNNMLMWATL 

MLLGGAVGKSAQLPLQTWLAD 

AMAGPTPVSALIHAATMVTAG 

VYLIARTHGLFLMTPEVLHLVG 

IVGAVTLLLAGFAAL*Q*K*HP 

RHPKHRNAG**TRVLQRGAGC 

AGAIRVTDHFRG 


28593 


58961 


A 


28768 




2191 




28594 


58962 


B 


28769 


1 


2263 




28595 


58963 


A 


28770 


1089 


4965 




28596 


58964 


A 


28771 


41 


249 




28597 


58965 


A 


28772 


533 


709 


VSFLIVSSSLIALWSERQFVIISV 
LLHLLRSALLPTMWS1LE*VWC 
GAEKNVYSVDLG 


28598 


58966 


A 


28773 


2714 


3599 


LGSQWH*IYKLPWAVWSFSQY 














GKVQCHRGLIHVNWLPPVKKF 
*LRQKGKPTSSSQETPKTEPGRL 
LKP 


28600 


58968 


A 


28775 


722 


856 


GNDLCPKTIRTGDAWCVPGTT 
RKSAWK*GKISGSLSFLPVRIXj 



3730 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=posslble nucleotide 
deletion, \=possible nucleotide insertion) 


28601 


58969 


A 


28776 


474 


1338 


PANQKKPRTRWIHSRILPEVRR 

GAGTIPSETIPNNRKGGNPP*LIL 

*GQHHPDTKTWQRHNKK*KFQ 

AN1PDEH*CENPQ*NNGKPNP\E 

HSKKLIHHNQVGFISGMQGWF 

N 1 CKSINII HHINRTNDKNHM I ISI 

DAEKAFDKIQHPFMLKALNKL 

GIDGTHLKIIRAIFDKPTANIILN 

GQKLEAFLLKTDTRQGCPLSPL 

LFNVVLEVLARAIRQEKEITGIQ 

IGKEEAPQKQQRLFCRYYHGK 

RAPQLLITHLEEDDEWDIIRYY 

NVMSEEEIKRMKEIVKPKII 


28602 


58970 


A 


28777 


2289 


3225 


LTNQNKSRTRWIHSRILPEVQR 
GAGTVSSETIPNNRKRWTPP*L1 
L*GQHHPDTKTWHRHNKKRKF 
QAM IPDERQC1CNPQ*NTSKPNP 
AAHQKAYP**PSQLHPWDARL 
VQHMQTNKHNPSHKQNVHDKN 
HMIISRDAEKSFNKIQQPFMLKT 
LNKLGISGTYLKIVKMHTMSSS 
H LFYLALCLLTFTSSATAG PETL 
CGAELVDALQFVCGDRGFYFM 
EQCTMAVSIRGRELLGPSEQEM 
LHKESGKQRQKANTIPVTSKIV 
HLALYATLLLFVMEQFLGESHK 
SREIFSFEQQISELGKESMKFSEE 
KEKE 


28603 


58971 


A 


28778 


1177 


1272 




28604 


58972 


A 


28779 


480 


766 


SSEIQHWFQGQPRWSRCRVSGR 

LG*NRSMP/HVSESSRTLVL*EV 

TKHQVSSNFKMRDKDRSGRAS 

SLRKHRRE 


28605 


58973 


A 


28780 


1 


1344 





3731 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 

•sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location ofHrst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28606 


58974 


A 


28781 


971 


2314 


PTNQKKSRTRWIHSRILPEVQG 

G AGTIPSETIPINRKRR]SIPL*LI L* 

GQHHPDTKAWQRHNKKEEL*T 

NSPDEH*CKNPQ*NTGKPNP\EH 

IKKLIHHDQVGFIPGMQGWFNI 

HKSINVIQHINRTKDKNHMIISI 

DAEKA FDKIQQPFMLKTLNKL 

GIDGTYLKIIRAIYDKPTASIILN 

GQKLEAFPLKTGTRQGCSLSLF 

LFNVVLEVLARAVRQEKEIEGl 

QLGKDEVKLSLFADNMIVYVE 

NPIISAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTKSQIM 

SELPFTI ASKRI K YLGIQLTRDV 

KDLFKENYKPLLNEIKEDTNK 

WKNIPCSWIGRINIVKMAILPKV 

lYRFNAIPlKLPMTFFTELEKTTL 

KFIWNQKRARJAKTILSQKNKT 

G G 1 MLPDFKL Y YKPT VTKTK W 

YWYQNRDIDQWNRIEPPEIISHT 














VLHSYAI*IASALKVGISRHHP* 
GSIPSRSLLVATTPTRGVTAALE 


28608 


58976 


A 


28783 


1 


1938 




28609 


58977 


A 


28784 


1389 


1499 




28610 


58978 


A 


28785 


1 


351 
















KNLDEKLLPASSSSCRIWATSP 
VHHLWQVLKKILF/GLEPYEIST 
LFEQRQAM/LQSIKEGWAVDD 
RGEVTLINDAAQELLNYHNFIR 
SRSLPVFVLASACGSGTRRRRA 


28612 


58980 


A 


28787 


1 


419 


VRPGHLLDIDDTDMPSLRYSDP 
EAQRIGQPFKGDDILKALNGEE 
N V A INRGFL AQALRVFTPI YDE 
NHKQIGVVAIGLELSRVTQQIN 
DSRWSIIWSVLFGMLVGLIGTCI 
LVKVLLG/IIFG*TYKSQLFEQR 
QAMGRL 



3732 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28613 


58981 


A 


28788 


1 


1795 


MWIISCVMKRTAMNCVLWRK 

RRRKVCASIFTGKNRANQKRD 

NVELFDARCRPLNDAADTVRY 

LPVLTVQLLDKQPRLTVLKKIL 

FGLEPYEISTLFEQRQAMLQSIK 

EGWAVDDRGEVTLINDAAQE 

LLNYRKSQDDEKLSTLSHSWSQ 

VVDVSEVLRDGTPRRDEEITIK\ 

DRLLLITTVPVRSNGVIIGAISTF 

RDKTEVRKLMQRLDGLVNYA 

DALRERSHEFMNKLHVILGLLH 

LKSYKQLEDYILKTANNYQEEl 

GSLLGKIKSPVIVAGFLISKINRA 

TDLGHTLILNSESQLPDSGTAA 

CGQSLNVLYQRIVGERKLHTGS 

LMSAAGKSNPLAISGLVVLTLI 

WSYSWIFMKQVTSYIGAFDFTA 

LRCl FG AL VLFl VLLLRG RGMRP 

TPFKYTLAIALLQTCGMVGLAQ 

WALVSGGAGKVAILSYTMPFW 

VVIFAALFLGERLRRGQYFAILI 

AAFGICTATQRNRLLPCKNQPC 

KANQYQGTGDVLNQLHIDFRA 

FSGVMVAGSRQIFANEISSGAS 

NVGVVIFSTQDSANTFNVLNAS 

GGSRSVYPVMSDDMNGSSWKF 

STRMQKIDPALSVTSGQLMSHV 


28614 


58982 












28615 


58983 


A 


28790 


199 


293 


RYPPAETELS*RLCRLLR*STTV 
RL*LCRPL 


28616 


58984 


A 


28791 


685 


1557 




28617 


58985 


A 


28792 


1 


2850 




28618 


58986 




28793 


265 


535 


K.1A 1 lIvrlrov^L^rUvVLiLJl,^ I jJoljrK 

TATTQRHCRRMHMMTIGYQFQ 
PGALVR*SRANHFPGRGDVNLS 

SRYSNAPGRRHQHQMRRGFVA 
RSQ 


28619 


58987 


A 


28794 


409 


1305 





3733 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide Insertion) 


28620 


58988 


A 


28795 


379 


1703 


LKTVLVDGVVKAEKLVEGAKA 
VLRQAINGDLDWKAKRQPKLE 
PLKLSKIEATMSFTIAKGMVAQ 
TAGKHYPAPITAVKTIEAAARF 
GREEALNLENKSFVPLAHTNEA 
RALVGIFLNDQYVKGKAKKLT 
KDVETPKQAAVLGAGIMGGGI 
AYQSAWKGVPVVMKD1NDK.SL 
TLGMTEAAKLLNKQLERGKID 
GLKLAGVISTIHPTLDYAGFDR 
VDIVVEAVVENPKVKKYPSAG 
VFHQLYCRDVVIPMFAIYTFGP 
QIVGLLGLGVGKNAALGNVVIS 
LFFMLGCIPPMLWLNTAGRRPL 
LIGSFAMMTLALALLGLIPDMG 
IWLVVMAFAVYAFFSGGPGNG 
FNRVKEEFDHERFLVALTNYGT 
AMCAFEDAARYAN/LARAVWR 
GYWSFPVDSGKIRPHGDQIKLH 
EK.HAV*SSVESRQRHHHLWRC 
SDVQILLRQCGI 


28621 


58989 


A 


28796 


713 


902 


CRLARPSPLKRCFQFCSTTHSCI 
PPPLAATRWPVRRRWRPSMCC 
WSRTYR\PG*AKRRYTSPA 


28622 


58990 




28797 




1521 




28623 


58991 




28798 


j48 


599 


RHFQRSLSRSSDSNP*LDPTLFA 
SALASRQRVTESWSERHPDPLQ 
VRRKTEDVKTTPPFLQQSAHRS 
VNIVLWIRGFSPTLLV 
















28625 


58993 


A 


28800 




1443 




28626 


58994 


A 


28801 


1051 


1173 


PETYRRIAGRYGATCGTLR*RA 
SGG*TGETDAAGPGYPPAR 


28627 


58995 


A 


28802 




2742 




28628 


58996 


A 


28803 


435 


1143 


SRPAYHPAPREFQRQWRQDPAP 
GLAITPGQQLFITIKLWNDDH\K 
RPREALLDSLKKLQLDYIDLYL 
MHWPVPAIDHYVEAWKGMIEL 
QKEGLIKSIGVCNFQIHHLQRLI 
DETGVTPVINQIELHPLMQQRQ 

OIS.O V r Ui^K. V IKL/L AUK. Y O K. 1 

AQIVIRWHLDSGLVVIPKSVTPS 
RIAENFDVWDFRLDKDELGEIA 
KLDQGKRLGPDPDQFGG 


28629 


58997 


A 


28804 


1040 


1079 
















oALirlSJVkSO 1 KoL/lJ V JvrOAL-lj 1 

TLYQRR*VH*\WSTVH\KPETSS 
SKMHGQRGSGLLAKSLVANVI 
CSLIRNPLPIMPMPLCAFVSLKM 
IKKRPRRH 



3734 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28631 


58999 




28806 


167 


327 


KNNSS1SGINATER*KTDENNTS 
VFSSPGKFYRTRTAPLTDRRTN 
SPAYLSEL 
















28633 


59001 


A 


28808 


1 


4104 




28634 


59002 


A 


28809 


1 


1368 




28635 


59003 


A 


28810 


82 


1143 




28636 


59004 


A 


28811 


72 


212 




28637 


59005 


A 


28812 


1 


1078 


MKDVTL VRPQD AG ANTC A HIL 

SQLPHLQLPTLETLGLINALGY 

APGDMQPSDSATWGVAELQHE 

GGDTFMGHQEILGTRPLPPLRM 

PFRDVIDRVEQALVSAGWQVE 

RRGDDLQFLWVNQAVAIGDNL 

EADLGQVYNITANLSVISFDDAI 

KIGRIVREQVQVGRVITFGGLLT 

DSQRILDAAESKEGRFIGINAPR 

SGAYDNGFQVVHMGYGVDEK 

VQVPQKLYEAGVPTVLVAHHQ 

RVFAIFAVAIDITQVINIQYCRC 

QQAACGRRKDQCRNQSKENQY 

GNITQTDITIRTIAHGVWIAAMI 

DNPPRIRKPTKSAS*LWWPLFY 

LLAVSLFTLWNRYRVFHGLSAS 

SSPLRPTPY 


28638 


59006 


A 


28813 


429 


611 


AAKHPCCGYSFRRRTDVDHNG 
YSGNACTRLHHAGGIRQ* *PNF 
GYSPPASSCGQVSQNSS 


28639 


59007 


B 


28814 




2703 




28640 


59008 


A 


28815 


1931 


2407 


HGLRTRQRLSKASRICAALLCR 
LLTYELSSARWMWTITTAVCV 
SSCRRWKKPAALVRPLPPASAP 
GFITTSAKrcCASRNG*KSSFQR 
TLH VSRHQSRTS* SPQVDTSDN 
SSEIVNNQAPTARTGSGLRVAV 

LtyK V l,;xirLAAlN Ar rvJLK V SAl 

NAAS 


^^^^^ 




|— 


Hil^ 


430 


^7 






i?5T5 — 












28643 


59011 


B 


28818 


204 


2659 




28644 


59012 


A 


28819 




2817 




28645 


59013 


A 


28820 




1089 




28646 


59014 


A 


28821 


1 


1891 




28647 


59015 


A 


28822 


2972 


3318 


KYALTLVRFVTLKVQSVTALK 

A/Pr;T VDTFFT F\/inDnAI PTCt: 
A/L-OL 1 K I LjC Lit ivlUisJJJAl^r 1 tlc^ 

RQFAAYKALAEACGSQAVIVR 
TMDIGGDYELPYYELPERRDPV 
SSAGALFVSRWIVERSCADKFR 
VFCGASGFR 



3735 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 

sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide localiun of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=pussible nucleotide insertion) 


28648 


59016 


A 


28823 


1 


1030 


MMCIMYRTASSLANQYHIDSE 
QARRGSQNAFDVNFEAWQLEl 
NHVLEAASAQSQRNYQISALVF 
ISMIIVAAIYISSALWWTRKMIV 
QPLAIIGSHFDSIAAGNLARPIA 
VYGRNEITAIFASLKTMQQALR 
GTVSDVRKGSQEMHIGIAEIVA 
GNNDLSSRTEQQAASLAQTAA 
SMEQLTATVGQNADNARQALG 
TGKNAATTAQAAAVQFIDRCQ 
ADFTRGAYRYRSGTYFICQYLT 
VTVSGIDAHQRGQTDTQRILLQ 
LFLVQFDTHRQTLNDFDPVTGR 
ILRWKQLDRAAGDITGHRTDN 
TSTLQRQPGVTYFGGSLLHGWA 
*SSSLVPRIIA*LALYC 


28649 


59017 


A 


28824 


1 


3087 




28650 


59018 


A 


28825 


376 


1564 




28651 


59019 


A 


28826 


1 


1174 


MVNLALWLKKHRFRLDQVQN 
FYPSPLANSTTMYYTGKNPLAK 
IGYKSEDVFVPKGDKQRRLHK 
ALLRYHDPANWPLIRQALEAM 
GKKHLIGSRRDCLVPAPTIEEM 
REARRQNRNTRPALTKHTPMA 
TQRQTPATAKKASSTQSRPVNA 
GAKKRPKAAELQCPLVMTSGN 
LSGKPPAISNEQALADLQGIAD 
GFLIHNRDIVQRMDDSVVRESG 
EMLRRSRGFLPTGRGLRIDYKQ 
KMRGTRRAGCNFNQSGQGRPS 
LKRGIEQTDIKKAKKQATGLAG 

ALPLTPQMLMESPS\ATCSA*RR 
TPGWAGTPTSSPAKRC*LSALRI 

XCC/^CTDCr^CDDUW/Dl^D A DT>Cr\ 

1 SSOo I raCoKJ\J^ WKJsJvAKKilJ 
AUrlxloivr 1 V W r V 1 v^riS^r^LiK. 
















28653 


59021 


A 


28828 


1050 


1154 




28654 


59022 


A 


28829 


1 


2649 




28655 


59023 




28830 


59 






28656 


59024 




28831 




— 


















ro lol IrlA I V aolvoKlor ri 1 KcA 

MIVNDHSKRAWLYALRRRAGR 
TRHRCPGRTGRQRLL 


28658 


59026 


A 


28833 


1 


727 




28659 


59027 


A 


28834 


1 


3069 
















FLPKSLGDSSGESRKHRRRRRA 
FSPDQHPAGNYRTRLSARPFV* 
RCLYYSR*ARRGNYRQH*TTSP 
ALYQAASPFQ*SIAG*RAGKTR 
YRSSVYLCVDHFDHSGSW 



3736 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino aeid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 




59029^^ 




28836^^ 




^^^^ 






59030 


■J— 
— 


28837 




I245 






59031 

— — 


— - 


28838 

— — 




"ms 








— 






491 






59033 




28840 


T092 


2827 




28666 


59034 


A 


28841 


162 


1760 




28667 


59035 


B 


28842 




3378 




28668 


59036 


A 


28843 


434 


763 


















28670 


59038 


A 


28845 


576 


783 


PGNVLRLENLPAADADQLAGN 
GGCHS\QVRSIWMIGLHAFAKC 
ETRMYPEEPVYLPPRYRGSIVIH 
SIAF 


28671 


590j)9 




28846 


855 


1134 


PGNVLRLENLPAADADQLAGN 

V Ivol WlVlluLrl/\r AlsJv. 

ETRMYPEEPVYLPPRYRGRIVL 
TRDPDGEERCVACNLCAVAWP 
VGCISLVS 


28672 


59040 


A 


28847 




890 




28673 


59041 


A 


28848 


420 


943 


CLAADALHLRCLINARHNAQQ 
EDALVEKAKQA/TWRLLAAGV 
CLLTVSS/VARADSLDEQRSRY 
AQl/KQAWDNRQMDV/VFIHAM 

P rMTA l?PX A C^CTriXl lUT \/C\/I A 
1 1 N 1 AKr 1 Ac>o 1 OJMrllj V 0 VLA 

GAPARWSACWDHCNDQIAPCR 
ELSRRLLRLHAQYQNTKRVHT 
QFSGYKTPEMANTAVPTISSQR 
RALFNPH 


28674 


59042 


A 


28849 


1 


1247 




28675 


59043 


A 


28850 


533 


1029 


SKSIMLLCRSVVSMIRRSTVAA 
FTLAAISVARSVALNLIIRDIGM 
QAMPLCRSTTGRNRWTSSAKR 

KKILSDGKSVTLGALLADVTQS 
DEPL*GSPAGS/TGQMPAIQPAQ 
KTHHVKAHSFCS*PAQSSPVNP 
DDIISFSKSK 














SPHMPGITAGTPFS VPLAI SAPSI 
SAK.SLPGKTA*AWPNIMALTPG 
ISLR**TEFSAITLYGSADSPECA 
RTT/INIGTFLAHFRHVFAHGFG 
NIIHRHFPG 


28677 


59045 


A 


28852 


260 


717 


RQLRTELSAGIAAFRTGNAPAIL 
RFMKLAPPP»WRRKPLTGV*RV 

ivvjivUoVK V/Vr Vr 1 VoAlvl^L 

DPRSLLQQDAFKKAGLDPEQPP 
KTAVQDLAA^LCRETESLRHEV 
RLRQRLAGLDPTGKL*AWNGM 
MPYDADAKDAPQKPLSAEPAC 


28678 


59046 


A 


28853 


776 


2730 





3737 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nuclcutidc 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28679 


59047 


A 


28854 


383 


1367 


RPTCWTSIEWVRRVRTAALRSS 
GKTWVFCCRRRIAGELMLTNR 
HTGGVMVTTFRASEAFAGALE 
LTGKATLVALINRCIGAVIRYM 
LIAVIPDIFQRLQVVLNVWILAV 
ANETTVRQRRVRRFKVDLVVR 
VHLLLHIEVETVGVVTFIGHAR 
HHAKLSSIETAEAIAQVFTRRA 
VETETITRFFFPLIHCLTQTFNN 
GDTFRAKLLVVVNMLAAEQRV 
NGFVDADVTQRNRRTTVFEDF 
RNIIVSIETHATSTRYG*CVGPP 
AMRACSG A VQPVQWLHPG KL 
RQGEPSRDLVRQRPAALCLPRR 
HRILRGYNGNIQRRLYSTGNGL 


28680 


59048 


A 


28855 


1 


1477 




28681 


59049 


A 


28856 


1 


793 




28682 


59050 


A 


28857 


1 


1020 




28683 


59051 


A 


28858 


1 


613 


SAGDGARIEQFDRKGMVNNKF 
NYFIMSKLAEAGIPTQMERLUS 
DTECLVKKLDMVPVECVVRNR 
A AG SLVKRLG 1EEG1\ELNPPLF 
DLFLKNDAMHDPMVNE\SYC£ 
TFGWVSKENLARMKELTYKAN 
DVLKKLFDDAG L IL VDFKL E FG 
PVQGEVVLGDEF/SPDGSRLWA 
QETLEKMDKDQFRQSLVGGLIG 
AYEAVARRLGYT 




59052 







i 


1002 








— 










28686 


59054 


A 


28861 


625 


750 


RNVQALQGAHGTGGALTDPA* 
QHLGTLCADLL*NGLSPSPRD 


28687 


59055 


A 


28862 


1 


1449 




28688 


59056 


A 


28863 


105 


297 




28689 


59057 


A 


28864 


55 


423 


DRPQRNRATLMQLYSRGSPGIR 
KL t, HKr liN. V r \j r c V r IrOr 
Iv^^OlvLOKrijU V lW\Li V rOlU 1 UL 

FQLQAVKNLDGF*FDEASASQP 
GSDNILRELRVRATGRADGSGT 
GFTEDANSFTSYR 


28690 


59058 


A 


28865 


1 


2340 




28691 


59059 


A 


28866 


314 


696 





3738 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codun fur peptide 
sequence 


Nucleolltle location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L'nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pussible nucleotide insertion) 


28692 


59060 


A 


28867 


458 


2160 


PTLRAFYRVTPHRSLSVMLALK 

CHGINPLRSWVGTG*VE*EEKY 

NMQT*E/LENWK.PISNLHDMSS 

SHSKTLGYKRLTKSNPISCQILL 

YKSRSKGRKNQRSTRTHCHHPS 

PKIYSASAKEPWILATNLPVEIR 

TPKQLVNIYSKRMQIEETFRDL 

KSPAYGLGLRHSRTSSSERFDl 

MLLIALMLQLTCWLAGVHAQK 

QGWDKHFQANTVRNRNVLST 

VRLGMEVLRHSGYTITREDSLV 

AATLLTQNLFTHEEAPANSVPA 

AAVIRRVQALIGITGRKAHAGG 

SWNGTASSDNFPNIFILPQNDF 

MALAAAVAPPELEALLAAGKV 

SVKIQEPCDEILFSRAKVWNGE 

KWACVTIVGGHTNIVHIETHDG 

VVFTQQACVAEGEQESPLTVLS 

RTTLAEILKFVNEVPFAAIRFIL 

DSAKLNCALSQEGLSGKWGLH 

IGATLEKQCERGLLAKDLSSSIV 

GSGNQGIGTELNVSCRFPATNL 
FVHDPTQQAMQRNQRRFAVQT 
FPVWRVAQIICAVRPFRQRIGQ 
LRDIFHLKGDQFTNRPAKIVAF 


28693 


59061 


A 


28868 


2095 


2722 




28694 


59062 


A 


28869 


789 


2509 




28695 


59063 


A 


28870 


57 


440 


CSWDPQDPHGILQGAGKEDSQ 
AQKTTARQKRKTRKTATRQKK 
HEKQSEESTNEDT»ARKVEETQ 
HKHDAESTSGSVIQGCVQLFTQ 
SFTATPAASATTATRPTILCSSR 
ARAGYPSTTGVSRRESPL 


28696 


59064 


A 


28871 


3057 


3495 


MPVRGQRPVSLARHPGTRSDK 
KGHFVVAHPAF/P/DQFLHAAM 
DIKQPVISI DNLLAl HKQAEVTR 
FIGGDMQRADRDHPRIA VALID 
KRIRFGISRRFRAQSIIHRIFAQR 
MHIFRPVIGQHQATGNSRLSAS 
TQRLHHNPAFFGPFH 


28697 


59065 


A 


28872 


1609 


2112 


HQPVLTVVMVPVSPLIIRADNP 
FRDEVGFLCQPAVTVIPVKIVR 
VTGDTVIRPHAEGAVRVQLRV 
GQAVTCRVCGIRDADIQIRCGG 
VNAGQPAGGAVAVTPGLARAA 
DADEFAVVVPGVIAVRQQAVQ 
VLAL*LPGRG1SGGEFITAEVRS 
VSRCRRSRVYSTRGIL 


28698 


59066 


A 


28873 


2 


712 




28699 


59067 


A 


28874 


337 


383 





3739 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28700 


59068 


A 


28875 


65 


436 


REVWEHAKRMLGDSSLDMGM 
nnpi Tviv/fVA vcvinRi nk'TATi 

il WlvVJvoor^olVl V WoAo V WN.lVm 
AT I5*T CDTI DDXirkCtJCT C*AC\/D 

CL.I\.L,AAoW 1 NJV1S.N.JNO 1 rlAooA 

IRLTLTWKPKPFLSRL 


28701 


59069 


A 


28876 


206 


403 




28702 


59070 


B 


28877 




2046 




28703 


59071 


A 


28878 




1335 




28704 


59072 


A 


28879 




974 




MEAPPIEDVSSRDLNRRRNYGH 

PADLFWFYSVLRALPEVYASSD 

AHEKFVKDFVAAWSLNVLYQR 

IVGERKLHTGSLMSAAGKSNPL 

AISGLVVLTLIWSYSWIFMKQV 

TSYIGAFDFTALRCIFGALVLFI 

VLLLRGRGMRPTPFKYTLAIAL 

LQTCGMVGLAQWALVSGGAG 

KVAILSYTMPFWVVIFAALFLG 

ERLRRGQYFAILIAAFGLFLVLQ 

PWQLDFSSMKSAMLAILSGVS 

WGASAIVAKRLYARHPRVDLU 

SLTS\WQMHVCRQLASQLPLSH 

GAMPRCRRPGHSSNPDRLANVI 

A K K V JLKO IVl 3 JN Kl^ r V r i^l^ 1 


28705 


59073 


^ 


28880 


1789 


2026 


CRFFW1T4* YCN VSFGANLERA* 

1 oroAi^r lUbyrrO i K 1 1 1 oivl IK. 
V ooobilvOrl V LLJJnor nJJblN 1 
LWISTNAFRFGN 


28706 


59074 


A 


28881 


568 


717 




28707 


59075 


A 


28882 


1760 


3092 




28708 


59076 


A 


28883 


1 


1206 




28709 


59077 


A 


28884 


1 


575 


MSGSYSSVWAEDDIQFDSRFLE 

LKGDTKIDLKRFSSQGYVEPGK 

YNLQVQLNKQPLAEEYDIYWY 

AGEDDVSKSYACLTPELVAQF 

GLKEDVAKNLQWSHDGKCLKP 

GQLEGVEIKADLSQSALVISLPQ 

AYLEYTWPDWDPPSRWDDGIS 

GIIADYSITAQTQHAKLNTEDD/ 

SNESTGSVWQGLWRLQDD 


28710 


59078 


A 


28885 


1 


718 




28711 


59079 


A 


28886 


1326 


1953 


PARSPEAEAAAACFRSWEWSR 
YYAWRAXLPSLKAKLALGEDY 
LNSDIFDGFNYVGGSVSTDDQ 

MLPPNLRGYAPDISGVAHTTAK 
VTVSQMGRVIYETQVPAGPFRI 
QDLGDSVSGTLHIRIEEQNGQV 
QEYDISTASMPYLTRPGQVRYK 
IMMGRPQEWGHHVEGGFFSGA 
EASWGIANGWSLYGGALGDEN 
YQSAALGVGRDLSTFEA 



3740 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28712 


59080 


A 


28887 


491 


681 


PTGHRAQKKWNT*TRHSNSY* 

KNFAKKLI*GD1REKLQKLEGF 

AGMNATQLIEVATEVYINCDQE 

AKKETEQRLRKKANLLAAALT 

KRKINIVKGRECSHGCGHGRGQ 

VEQRAKRWLRLRGGWVKAFP 

VRTEKAREVTKVLLRDIIPGFGL 

PLTLASDNGPAFIAKIVQELTQL 

LKIKWKLHIAYWPQSSEKVEH 

MNQTLKQLLKKFCQETHLRWD 

QVLPMVLLRVRYTPTKQTGYS 

PMRSCSANLK 


28713 


59081 


A 


28888 


1 


963 




28714 


59082 


A 


28889 


123 


593 


KRQVLAGFLITPRRLPKNWTHC 
WCWWSM/PAQVKQVLFGETG 
VAQHLKPGTAVMVSSTIASAD 
AQEIATALAGFDLEMLDA PVSG 
GAVKAANGEMTVMASGSDIAF 
ERLAPVLEAVAGKVYRIGAEPG 
\QVRP*KLFTSC*RAYILLPEPKR 
WHLQPVR 


28713 


59083 


A 


28890 


263 


467 




28716 


59084 


A 


28891 


1218 


1505 


AGGDAANRRRLIQHVCSLPLYT 
GLPRGPHGRAAGNPVDQQFAA 
GDLGLSPHADAHPGGTDDVRW 
CLIST*KRWDSGV*AGAGQYSG 
WRRRSLRWR 


28717 


59085 


B 


28892 




2118 




28718 


59086 


A 


28893 


1084 


8334 




28719 


59087 


A 


28894 


2029 


3313 




28720 


59088 


A 


28895 


1168 


1236 




28721 


59089 


A 


28896 


1 


284 




28722 


59090 


A 


28897 


1 


1188 




28723 


59091 


C 


28898 


20 


878 




28724 


59092 


A 


28899 


1904 


2281 


CSAYAGLHPFWLKSTRFCTHIL 
APATAISPNTTIDAPPITAAGMV 
♦ISAPNFGEKPNSMAMTAAATN 
TSVE*TLVTAITPIFSA*VVTPLP 
PTEPESIVARPSPTNARPIYGSIL 
RPVIPATALR 



3741 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28725 


59093 


A 


28900 


773 


6228 


MKARLHLLYPMGLRAWCGPV 
RLCWNLISLGLWSCFSKGWVT 
TPTTLSCPSPPRRGRMAPWAW 
GRSRARMCWSWSWSTRPSRPC 
AVRWSWSSGATGSCWRRPVST 
APPRPPPWRPAAPTPAPLWART 
RMPSHWPSTTAPAATAY*/DPD 
AGYQPTPLAAPAEPGSKYSLAS 
LDRGQGRGGGGGGALEYVPKA 
VSOPRRHSRPVPSGKYVVDNSR 
PPTDLEYDPLSNYSARHLSRAS 
SRDERA A KRPRG SRG SEP YT 


28726 


59094 


A 


28901 


1116 


1497 


RG LI SDLPSKPSCLM WAASCRN 
PASLLASE*TVSNA*1PAERAAC 
KMEQRANSSSVPSGERSVRRLR 
T*SSAPRAIPI 1CRSEA*AISTARVI 

DCr^r^CI A A CT>D\/7 Dr:CT?Dr* A UCTD 
roOUoiAAoKr Vi^rOoKrt^ArolK 

RISFSISRTS 


28727 


59095 




28902 


J 


2916 




28728 


59096 


A 


28903 




2001 




28729 


59097 












28730 


59098 


A 


28905 


1591 


1806 




28731 


59099 


A 


28906 


531 


949 




28732 


59100 


A 


28907 


44 


477 




28733 


59101 


A 


28908 


161 


333 




28734 


59102 


A 


28909 




394 


MEGVAFLTFLAARAAVGNRPA 

SPQIVRKQREGHGGILTRDPVA 

FDDVAVNFTQEEWALLDISQR 

KLYKEVMLETFKNLTSVGKSW 

KDQNIEYEYQNPRRNFRSLIEK 

KVNEIKDDSHCGETFTQVPDDR 

LNFQEKKASPEVKSCDSFVCAE 

\/r;i/^XTCGirMTv>fQfpr:r\Tr;TTV A VP 
V OlOiNaor [N MolKOL' 1 OrllvA i Ci 

YQEYGPKPYKCQQPKNKKAFR 
YRPSIRTQERDHTGEKPYACKV 
CGKTFIFHSSIRRHMNSHWEKP 


28735 


59103 


B 


28910 


1 


534 




28736 


59104 


A 


28911 


238 


434 


LPCKIHTPNHGPLKNIPSTKN*Q 
RRRNTSQR*LRHQPFFSSASRPG 
SRLRFAIGPLQPAEAGMVT 


28737 


59105 


A 


28912 


358 


878 


KLCHIACIHSVSFQCESFHVFTG 
FLSSVCPFMKSKIFDRSEGFPKL 
LTLIGVLSSVSPFMISKGSEGNK 
GFPTLLTLIGFLSSVRFFMYLK* 
LGRIKAPPTYLTFIRSLYRVHYV 
CLCPFMNSKVLGRSEGFPTFLT 
CIGLLSIVCRFPTLLTLIGFLSSV 
SPYMISKGTGMR 


28738 


59106 


A 


28913 


1382 


1416 





3742 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 

In USSN 


roilon for peptide 
sequtncc 


Nucleotide location ofiast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*=Stop codon, /=possible nucleotide 
deletion, \=possible nuclentide Insertion) 


28739 


59107 


A 


28914 






MFQDPVAFDDVAVNFTQEEWA 
LLDISQRKLYKEVMLETFRNLT 
SVGKSWKDQNIEYEYQNPRRN 
FRSLIEKKVNEIKDDSHCGETFT 
QVPDDRLNFQEK.KASPEIKSCD 
SFVCGEVGLGNSSFNMNIRGDI 
GHKAYEYQEYGPKPCKCQQPK. 
KAFRYHPSFRTPQRDHTGEKPY 
ACKECGKTFISHSSIQRHVVMH 
SGDGPYKCKFCGKAFHCLSLYL 
IHERIHTGEKPYECKQCGKSFSY 
SATLRIHERTHTGEKPYECQQC 
GKAFHSPRCYRRHERIHTGEKA 
YQCKECGKAFTCPQYVRIHERT 
HSRKKPYECTOCGKAL*YSLKS 
GSLMP*ALFFWLRIVLAMWAL 
LWFHMNFKVVFSNSVKKVIGS 
LMGMAWNLQITLGSMAIFMILI 
LPIHEHGMFFHLFVSSLISLSSGL 


28740 


59108 


A 


28915 


1619 


2353 




28741 


59109 


A 


28916 


1 


1252 


MSYSVMFALLLLTPLLFSLLCF 

ACRKRRLSATRTVTVLHSLGIT 

LLLILALWVVQTAADAGEIFAA 

GLWLHIDGLGGLFLAILGVIGFL 

TGIYSIGYMRIIEVAHGELSPVT 

LCDYYGFFHLFLFTMLLVVTSN 

NLIVMWAAIEATTLSSAFLVGI 

YGQRSSLEAAWKYIIICTVGVA 

FGLFGTVLVYANAASVCGTDH 

GGRMMRSWNGGQLISKLLAIT 

P\DKLVLDFGSQAEDNIAVLKA 

QHISIS\AETQGAKVEFTVDQLQ 

QSEYLQLPAFITVPPPTLWFVQR 

RRYFRISAPLHPPYFCQTKLAD 

NSTLRFRLYDLSLGGMGALLET 

AKPAELQEGMRFAQIEVNMGQ 

WKj V r MrUAV^LilalatKK. V iUVjlN. 
iN-b 1 Ir lrKL(arKrljIN V or I VliKV^ 
Lv^Kllr oLllK±jAKillw\IJlSi.V KJJ 


28742~ 


59TT0 


— 


28917 


2 


M82 




28743 


59111 


A 


28918 


518 


1046 




28744 


59112 


A 


28919 


8 


893 




28745 


59113 


B 


28920 


1 


3129 




28746 


59114 


A 


28921 


1 


1284 





3743 



wo 01/075067 



PCTAJSOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 

codon for last amino acid 


Amino acid sequence ( X=Unknown, 

*=Stop codon, /=possiblc nucleotide 


28747 


59115 


A 


28922 


3612 


5412 


pglkhqnnghrgpdaetkgvt 

rdfgpnakplaga/rln/lerlr 

dthhidvaplvarldqmmesv 

sqllqlaragqsfssgnyqhv 

klledvilpsydelstmldqrq 

qtlllpesaaditvqgdatllr 

mllrnlvenahryspqgsnimi 

klqeddgavmavedegpgide 

skcgelskafvrmdsryggigl 

glsivsritqlhhgqfflqnrqe 

tsgtrawvrlkkdqgaypmse 

kvvfsqlsrkfidendatpaea 

qqvvyyslaighhlgvidclea 

altcpwdeylawiatleagse 

arrkmegvpkygeividinhvp 

mlanafdkaraaqtsqqqew 

stmllsmlhdihqenaiylmg 

vfimliffpapvasekplspdcw 

ttthtlrmigensglvsymrek 

avspncwnvihysgflhlells 

sydvdvnqiinticewislik.tr 

gvrrpefqtlltgsgsehgerfi 

mnrptlfftdlafhvdrftqyv 

HDTAQSRFTYRDFNRVFEVFYI 
QTATQT VG G THCD A PG WWFP 
GAVQSVPAAALIAVAAAPGLA 
SFLPFARRVPRTVVALLAQAAA 
YADGMPARADGSFNSP 


28748 


591 16 


A 


28923 




2910 




28749 


59117 










PGFGDARKLISLNFFIWV*TA*I 
M*P/LAGSDFVYRNS*RNVFIAQ 
TLQLRSRQPVTMHHATRAFQT 
EHNLILRFECCEYSRYLFT 


28750 


591 18 


A 


28925 


599 


1117 




28751 


591 19 


A 


28926 


279 


455 


SLSHSSGRCSRGGISFWVVWEF 
GPVACLAASVV*L*VSVVWLW 
LSPSGQGCLGCRVWL 


28752 


59120 


A 


28927 




^^'■^ 




28753 


59121 




28928 






















28755 


59123 


A 


28930 


9 


107 




28756 


59124 


A 


28931 


1 


2106 




28757 


59125 


A 


28932 


1 


1123 




28758 


59126 


A 


28933 


260 


709 




28759 


59127 


A 


28934 


467 


631 


LEV1EAPQPNWS*SVQQSACST 

W r W V ULitltUrK^ V W V W i c W 

TTKRASLLPIFQD*LKALRKAQ 
VWAFAS*STWPGCWVDLEDPQ 
VWVWYEWTTKRASLLPIFQD 


28760 


59128 


A 


28935 


989 


3010 





3744 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=po,ssit)le nucleotide insertion) 


28761 


59129 


A 


28936 




183 


GLYAKSFAQTLYLEQRLAVLR 
AYFYCALWNHSVSVVAG*CKT 
DDSANAGDGGSGADRSR 


28762 


59130 


A 


28937 




1006 




28763 


59131 


A 


28938 


185 


384 




28764 


59132 


A 


28939 


2 


615 


WAFRVIRFI VTAN WSLKA V WM 
RRLIVVAALLTLRTVPMRQLNR 
LLLITPSLSRHMVSTGPATSCVN 
RGFLSPTVVSVLSGSPFC/WQDG 
DQTLTFKVDYIATGKATSEGEE 
QI SLG VRNTSPDVPYLIQSWVM 
TPDNKKSADFIITPPVFVLNPGN 
ENLLRJMYIGAPLAKDRETLFFT 
N VRA VPSTTKRKEGNTLKI AHK 
RMITN 


28765 


59133 


A 


28940 


1 


1686 




28766 


59134 


A 


28941 


76 


981 


















28768 


59136 


A 


28943 


300 


506 


DLYWSLNSGKQIQSGRIDDRSA 
KTVAPHAPAHRQWSASYWRSA 
*SSSFRLNKKCHTQNHSNCIKM 
ARE 



3745 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoii for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28769 


59137 




28944 




2539 


MPIEEPALRSWQRPFLKWAGG 

KYSLLPELDRLIPAGKRLIEPFV 

GGGSVFLNSDKHERFLLADVSA 

DLINLYQMLAVVPDSVIYEAM 

KAFRHLNDAENYTLIREAFNAQ 

RLDAVERAAAFLYLNRHCFNG 

LI R YNLD VFFN VGFGKHKQMT 

NNESKGPFEGLLVIDMTHVLNG 

PFGTQLLCN MG AR VI KVEPPGH 

GDDTRTFGPYVDGQSLYYSFIN 

HGKESVVLDLICNDHDKSFGHT 

GPLKDAPAYDTIIQAMSGIMME 

TGYPDAPPVRVGTSLADLCGG 

VYLFSGIVSALYGREKSQRGAH 

VDIAMFDATLSFLEHGLMAYIA 

TGKSPQRLGNRHPYMAPFDVF 

NTQDKPITICCGNDKLFSALCQ 

ALELTELVNDPRFSSN 1 LRVQN 

QAILKQYIERTLKTQAAEVWFT 

PFSNKYNGHRIARTDKASMPTV 

YSESLFVEGllRASTSMTTKQGP 

SLRTGRTLRKFCPLSETAATTDS 

SIFPSKFTPTASRLPGFSFIRSPK 

MTQSVLLPPGPFTRRQAQAFTT 

TY SNITLEDDQG S H PRE V VRDT 

EGRMASVQTRPPADREAFTRIH 

LPEHTLYPHTPAIAAGVFIDGDl 

PMTTQTQHDLAPANQPEFELTV 

TPVPDEQRIDFWPQYFGAIPQW 

LLLEPHIFAWMDRFCEGYSGGI 

WSFY l LSNGGAFMSPEPDNDET 

WRLFNCLNATMPPYRMTCGTV 


28770 


59138 


A 


28945 


907 


1917 




28771 


59139 


A 


28946 


1 


3033 


MVWGFTCSTTATLEGQSTAAS 
SRTSNQDISASSQNHQTKSTETT 
SKAQTDTLTQMMTSTLFSSPSV 
HNVMETVTQETAPPDEMTTSFP 
SSVTNTLMMTSKTITMTTSTDS 
TLGNTEETSTAGTESSTPVTSAV 
SITAGQEGQSRTTSWRTSIQDTS 

TT4P TT'iTPQFQP<5VT4>«.n/xr:T\/Cr\ 
1 rlK J i o 1 r iroro VrllN v 1 vj i V ov^ 

rv J brbUb I A 1 £)oH^t>V 1 JN 1 oMM 

TSEKITVTTSTGSTLGNPGETSS 
VPVTGSLMP 


28772 


59140 


A 


28947 


636 


725 




28773 


59141 


A 


28948 


I 


1123 






59142 


A 


28949 


2345 


3644 





3746 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide localion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide Insertion) 


28775 


59143 


A 


28950 


34 


437 


CGRLLQKSGFVVSVGIDGIERL 
NTRRARGLPNGTACGQQFSSFR 
GAFCTQ V AH 1 VFCTEG DTDQ/D 
ARKRERFPLRG*SPAEIQSPPAG 
RCCRVHDHRLFRYAGSFFQYPE 
HPERYRFSADAQRPHHRERRLP 


28776 


59144 


A 


28951 


1 


457 




28777 


59145 


A 


28952 


176 


757 


KPMKSTAAAADAALLSAXERQ 
VIDDAAAHLSEVAQGDDVDAI 
EQAIKNVDKQTQDFAARRMDQ 
SVRRADRSDLIETFDHVCTVIFI 
RDGITSAEVETADTARGNVDVI 
RTGEVGAVCGTEETKSILQYLQ 
YAITKDIFATLCVLLQDGKNNV 
LLTHTSQVFQPHIFAESDQLRN 
RRJFGDRFDSPVSIRMMFGI 


28778 


59146 


A 


28953 


1 


1503 




28779 


59147 


A 


28954 


425 


619 


AGWSFLPSPAEQNRWRFPLSRF 
CQ1PAPLQVRS*LACRFFAAYSP 
PLLRKSPAASMAYTTSRLH 


28780 


59148 


A 


28955 


55 


476 


SYHALANVFYQRRMAITQVAG 
RQAQVFKAHLRDDVHHHIDGQ 
VTATES VMEGN RH A VL * THAT 
NRFFQVGAQFAIARFFSLVGLL 
WRVLESGKIAFSATIPGRYPFLS 
LRLFNFLRHFDCLILRGCRKVL 
HGRAPDGRDR 


28781 


59149 


A 


28956 


92 


3254 




28782 


59150 


B 


28957 


12 


271 




28783 


59151 


A 


28958 


309 


1238 


GSGSCYSALVKRKWSARSLRA 

DRNGARRGAYVGRKFGHFGPG 

LAGFFSAHASNLCRRSDRAPAH 

YHQLLNFADPVDMMQ* KRGM 

VFLLLMDQRQQRVDDWRRLPS 

LLSVWQSCGDSGRRAPGGR*FH 

WRFQATVFQALAEDLRRNLQl 

VVATVAF/GMGINKPNVRFVVH 

FD/IPRNIESYYQETGRAGR/DGL 

PAEAMLFYDPADMA/WLRRCL 

b b Jvr\^vj v^]j»s^ JJ/ 1 c. tvrl KLIN A M \j A 

P A tr A/^X//^DDI \/T T XTVT7/^T7/^I?r\ 
r AcAV^ 1 /^KKJj VLLiN Yrvjc-OKl^ 

E P/ CGNC Die LDPPKQ YDG/STD 
AQIALSTIGRVNQR/FGMGYVV 
t V IK V >\/\r J_f cr T orlKJ' 


28784 


59152 


B 


28959 


1 


2123 




28785 


59153 


A 


28960 


1 


2834 




28786 


59154 


A 


28961 


1 


2505 




28787 


59155 


B 


28962 


145 


494 





3747 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEO ID NO: 
in liSSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion* \=po$sible nucleotide insertion) 


28788 



59156 





28963 
— 


1019 


1329 

— 


lovjvrrAi^r 1 ENOoINvj LAiiL^riA 
p*Di ! r;r^crjr'PKir:\/Tor:p CM A u 
LMlNUvjrijKKV J ALrirV^l^ YKr Hri 
L r r>l i J_* 1 A lUl rl L I U iN A IN rlA <^ 1 U K 
Ivr AriVll\.L(A\jVJ 1 A 1 Ml^ 




— — 




§80^^ 


-! 


~ 





















^^^^^ 













^066 






















28793 


59161 


A 


28968 


1 


1215 




28794 


59162 


A 


28969 


1 


1678 




28795 


59163 


A 


28970 


1 


4674 




28796 


59164 


A 


28971 


1 


393 




28797 



59165 



A 


28972 



2026 


2703 




NSRCVWNAEFGHQLIAGDHFF 

HHFQAHLVQFGGDFFQLFNLG 

EGQLVVSIFTPVRLAVHGVKIE 

TVFVGFSSLIHGSQTVLVSSASG 

AS VASTRGKCTI VTSG 1 SG A'l A 

KND/GLPRVHGATAPSCASQFL 

vc A A PTDDT>r»Pi-ir;*T?TrirsCTP/^ 
V fAAr 1 t^ivrUKnLi K 1 lJUo i Jr^l^ 

RLSSPAVEKAPTASSASGNSRN 
DKPLREITLITSDRPVPDAAVSP 
TGFWPLTIPFHRCRRMSSLPGIPI 
RQSSA 


28798 


59166 


^ 


28973 


475 


661 


AYGNPVEYSGRRAPGGR*FHW 
RFHGHGFPGAGGGSPAKPVNR 
RAAAPIDSAPAPAADGRVSR 


28799 


59167 


A 


28974 


367 


1464 




28800 


59168 


A 


28975 


904 


1473 




28801 


59169 


A 


28976 


738 


893 




28802 


59170 


A 

— 


28977 


1 


1108 


MADTRYFGMHMSQETPASTTE 

AQIKNERRISPFWLLPHALMIA 

SWLIWDSYQDRGNTVTIDFMS 

ADGIVPGRTPVRYQGVEVGTV 

QDISLSDDLRKIEVKVSIKSDMK 

DALREETQFWLVTPKASLAGV 

SGLDALVGGNYIGMMPGKGKE 

Q DHF V A LDTQPKYRLDNG DLM 

lrlL.v^Ar^JL^ljUoL«JNaOoJ_(V irKKlr 
VvjIvV ilJi AlINt iNJvl^wV VliJVL«l 

tilsjvr 1 ULi V ivJ\.vj aivr w in v avj v u 
AN VSl SG AKVKLESLAA 


28803~ 


59T7I 




28978 


J 


861 




28804 


59172 


A 


28979 


5 


337 




28805 


59173 


A 


28980 


1 


612 




28806 


59174 


A 


28981 


128 


1742 




28807 


59175 


A 


28982 


1 


2688 





3748 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ofiast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /=po5sible nucleotide 
deletion, \=pussible nucleotide insertion) 


28808 


59176 


A 


28983 


361 


738 


FLQPFPFKRErNKFIRDIANNMK. 
1 Ur r i>AV 1 Lr lUv.^ v 1 VML Wll'r 
FQ RKFFLKG FI * PPLG SF YRE * 1 IT 
SLFLYLLCNIFLATHRISCDDFSF 
NIQHVKKFWDSCNLIRFLIRLDL 
SDDQTVHC . 


^^^^^ 


^ilZZ 



























K.GYSRRSGKHRQGCCNVLRLR 
FPDHQTAPRPMPLKRQTRAPGQ 
SPPGLPADPHPGQF*LPLLRGRF 
AR 


28811 


59179 


A 


28986 


1 


1035 




28812 


59180 


A 


28987 


275 


721 


LMVSGFLTSPKDHERIMSGEAR 
AILIASNSSVLVCAFRNFNKSFT 
DLLPSELAQSASERISFNNTLKD 
bOiVlrOoI Wi^r o I IMrL. i IL V Krr 

TSSDLTVSISCRVYAAPYASSA 
HTSISPKR*PPNTQRLLTGPVGT 
F WGRKPPL FPTP 
















28814 


59182 


A 


28989 




1567 




28815 


59183 


A 


28990 




453 




28816 


59184 


A 


28991 




777 




28817 


59185 


A 


28992 




1431 




28818 


59186 


A 


28993 




561 


VDSRGYPYGSRGAGKCRESERL 

GSESRNPGSIGLENELTAEDVAS 

ADM VI LTKDIGI KFEERFAGKTI 

VRVNISDAEFLMTNRISRLKTA 

LFANTREISLERALLYTASHRQT 

EGEPVILRRAKATAYILEHVEISI 

RDEELIAGNRTV/ITARRDYVA 

GNGPLLAAERAGSIPDASAGPL 

CYQRRRL 


28819 


59187 


? ..... 


28994 




3414 




28820 


59188 




28995 


1082 


1297 


MIMWLAAVAIREINHDSGSATF 

Kl rKJJrivl VAOK. i INHjAoL i Is. 

SELLA*LHSAGAGCLSCQRAKL 




— 





















T68 


J\T 




28823 


59191 


A 


28998 


1331 


1471 


RWSNGTLENGTL*LLTLPSASLI 
STNKSPLDDVE*RSLISKAPGDT 


28824 


59192 


A 


28999 


147 


1456 




28825 


59193 


A 


29000 


1 


439 





3749 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possiblc nucleotide insertion) 


28826 


59194 


A 


29001 


722 


2805 


TPRAERTASSVALPTSRLLRAR 

AETTTAPSTPMKTHRVISMVFF 

TCSQTGTPSASPVKSSLKVSSLN 

IIIASTTNRPSA'QQF/WPVSPPG 

DGTRRYPXSISLTVLTGNDN VN L 

LRAGIDLATYFDDAPSAQLTHH 

FLMDEEILPVCSPEYAQRHALT 

DTVINLCHCTLLHDRQAWSND 

SGTDEWHSWAQHYAVNLPTSS 

GIGFDRSDLAVIAAMNHIGVAM 

GRKRLVQKRLASGVYPPRCAY 

PRTHLLETSTTSGVNGVGTYSA 

PFWRMLLNSFVMAFSITLGKIT 

VSMLSAFAIVWFRFPLRNLFFW 

MIFITLMLPVEVRIFPTVEVIAN 

LQMLDSYAGLTLPLMASATAT 

FLFRQFFMTLPDELVEAARIDG 

ASPMRFFCDIVFPLSKTNLAALF 

VITFIYGWNQYLWPLLIITDVDL 

GTTVAGIKGMIATGEGTTEWNS 

VMVAMLLTLIPPVVIVLVMQR 

AFVRGLVDNPAANYIHYGVRE 

SGM rAIANGlAHHGGFVPYTAT 

FLMFVEYARNAARMAALMKA 

RQIMVYTHDSIGLGEDGPTHQA 

VEQLASLRLTPNFSTWRPCDQV 

EAAVGWKLAVERHNGPTALIL 

SRQNLAQVERTPDQVKEIARGG 

YVLKDSGGKPDIILIATGSEMEI 

TLQAAEKLAGEGRNVRVVSLP 

STDIFDAQDEEYRESVLPSNVA 

ARVAVEAGIADYWYKYVG 


28827 


59195 


A 


29002 


2253 


2546 




28828 


59196 


A 


29003 


279 


629 


NGAGHL*RPPVDGATAAPAGG 

PVAI4I PVr'DCQT P\X/T 141 DAW/PI 

YRSGS*SAPCHCRNHRSGSAWQ 
KHYGNRFRFRTVRPYRGRALH 
LRGRNTAITQAADWRLATAQL 
LEIAGVGDE 


28829 


59197 


A 


29004 


313 


638 


RWRQRWFWCLHCLVLFRITPR 
TFALSQCRPWDDSRSQDTSMSH 
SIQWNRMYCNCSMQDEQEADE 
ANGKGPAQVGDRQAWAGR/CR 
SHRREGTIPGNPHPRAS*RAGW 
QR 


28830 


59198 


A 


29005 


1 


1182 





3750 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


6 

Hi 


Met 
hod 


SEQ ID NO: 

in USSN 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possibic nucleotide 
deletion, \=possible nucleotide insertion) 


28831 


59199 


A 


29006 


1 


535 


RPYVLP\VAGSNALGA\LGYVES 
ALEMQQCEGAVNISSVVVASG 
SAGTHAGLAVGLEHLMPESELl 
GVTVSRSVADQLPKVVNLQQA 
lAKELELTASAEILLWDDYFAP 
GYGVPNDEGMEAVKLLARLEG 
ILLDPVYTGKAMAGLIDGISQK 
RFKDEGPILFIHTGGAPALFAYH 
PHV 


28832 


59200 


A 


29007 




1953 




28833 


59201 


A 


29008 


1 


656 


MKLMAIQEQARGEQCFRDSEW 
DLQFHIQVALATQNSALAAIVE 
KMWTQRSHNPYWKKLHEHIDS 
RTVDNWCDDHDQILKALIRKD 
PH A A KL AM WQHLENTK 1 MLFN 
ETSDDFEFNADRYLFAENPVAI 
AKELELTASAEILLWDDYFAPG 
YGVPNDEGMEAVKLLPRLEGIL 
LDPVYTGKAMRGLIDGISQKRF 
KDEGPILFIHT\GGAPALFAYHP 
HV 




59202 












28835 


59203 


A 


29010 


338 


528 


RHPRCDPYGFCPFTADADDA** 
LGACHHYWRGQRKIYAGSGDS 
RCQPDGRRSAPARRPLRRQR 




59204 












28837 


59205 


A 


29012 


48 


320 


LCRPDKAFTPHPA*TKRILSA1 * P 
SSFKEGIDHSATFFFAARFALVA 
AAIFCVFADGFFAFLASFFAAFG 
FVFFSPRKALSGSKFTFLPT 



3751 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28838 


59206 


A 


29013 


767 


1428 


FTPLSLRAVVJQLANRQYLDEK 

SDRAVHQGHIPRQFY*SLRRNL 

TNRHIQLIAIGGAIGTGLFMGSG 

KTISLAGPSIIFVYMIIGFMLFFV 

MRAMGELLLSNLEYKSFSDFAS 

DLLGPWAGYFTGWTYWFCWV 

VTGMADVVAITAYAQFWFPDL 

SDWVASLAVIVLLLTLNLATVK 

NVGEMEFWFAMIKIVRPLSGSR 

TKKMSKSDDNRNNVIGLLEDP 

KSVVKKIKRAVTDSDEPPVVRY 

DVQRPKRSALLERAPERFQEVF 

ILKGREDKRLLPLIHALESQGG 

GYPVGKPPISRREICRPCRASGA 

YSPPVLLILIMDPLGNLPIFMSV 

LKHTEPKRRRAIMVRELLIALL 

VMLVFLFAGEKILAFLSLRAET 

VSISGGIILFLIAIKMIFPSASGNS 

SGLPAGEEPFIVPLAIPLVAGPTJ 

LATLMLLSHQYPNQMG HL VIA 

LLLAWGGTFVILLQSSLFLRLL 

GEKRVNALERLMGLILVMMAP 


28839 


59207 


A 


29014 


1 


632 




28840 


59208 


A 


29015 


1 


1215 




28841 


59209 


A 


29016 


38 


457 


LNRLLKLVHASQSSRAMVFSSI 
RSFMFFSTLF]LVRRQFSR*T1ML 
SANSDSLTSSLPIWLLFISFSCLT 
ALARTSSTVLKRSGESGHPCLV 
PVFRGNTFNFSPFSIMLAVGGV 
LHCEINCRICSTGRSANPPLDSCI 


28842 


59210 


A 


29017 


899 


991 




28843 


59211 


A 


29018 


1740 


1868 




28844 


59212 


A 


29019 


1 


1084 


MSAEITAPWYRLQLDLFTKLVA 
TCMEQFRPKTIPPLAIPERLNAH 
CEELYELIASLNNILNLYMPAG 
QEAEHRFAMGELPDEVLEICQR 
LAKLTEMLRGLAELFLNDLSEK 
TGSHDIVRLHRLILQMNRALGM 
FEAQSKLWRLASLAQSSGAPVT 
KWATREEREGQLHLWFHCVGI 
RVSDQLERLLWRSIPHIIVTSAT 
LRSLNSFSRLQEMSGLKEKAGD 
RFVALDSPFNHCEQGKIVIPRM 
RVEPSIDNEEQHIAEMAAFFRK 
QVESKKHLGMLVLFASGRAMQ 

IsJrLUl V ll-'ijivLlVit_vL,Vv,;OUV^r^K 

YRLVEL\PANASPTVSAACWW 
AYSHLPKGLI*KVICSARCISTK 
SLFRPSTARW 


28845 


59213 


A 


29020 


1 


2022 





3752 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=posslble nucleotide insertion) 


28846 


59214 


A 


29021 


878 


1267 


LNSWLPSVPTV*SSVFNAL*TG* 
ISPAFNPFADM*SASGLP*IKSPL 
STSTLFFTSLRASLIRLAVRTSPN 
FSVAVSL**SKSIMLLCRSVVSM 
IRRSTVAAFTLAAISVARSVALN 
RFLIKSTGNACK 


28847 


59215 


A 


29022 


294 


2305 




28848 


59216 


A 


29023 


5 


337 


GAPQHQMMSTYRINGRESPML 
TYPSTPNFFWLAWQARDFMSK 
KYG\RRFPIARFLWRSTPAPGVR 
KTIFIFISLVFVLMCANSWITIW 
RTSAAAGCHCQVVCAGMNTW 
RVG 


28849 


59217 


A 


29024 


1 


1753 


MPSTRYQKINAHHYRHIWVVG 
DIHGEYQLLQSRLHQLSFFPKID 
LLISVGDNIDRGPESLDVLRLLN 
QPWFTSVKGNIIEAMALEAFET 
GDGNMWLASGVYRIPLAVIWII 
GSLTSKAYICAEVQQRREAFNR 
AKM DYDHLVRQIQQVGGLEGF 
lAKRTMLEKMKDElLGLPEEEK 
RALAALHDTARERQKQKFLEG 
FFIDVASIPGVGPARKAALRSFG 
lETAADVTRRGVKQVKGFGDH 
LTQAVIDWKASCERRFVFRPNE 
AITPADRQAVMAKMTAKRHRL 
ESALTVGATELQRFRLHAPART 
MPLMEPLQPTVSVVDKVVEKK 
GTKEVAEAYLKYLYSPEGQEIA 
AKNYYRPRDAEVAKKYENAFP 
KLKLFTIDEEFGGWTKAQKEHF 
ANGVIAVVAAGIGVWKLTGEE 
SDTLRKIVLEECLTNQQQNQNP 
SPCAEVKPNAGYWLKDLSGPL 
PYLLMPTYRINGTESPLLTDPST 
PNFFWLAWQARDFMSKKYG\R 
RFPIARFLWRSTPAPGVRKTIFIF 

loL.Vr VLMCAINoWl 1 1 WKl oAA 

A r^r* PI I T>T CDT I CGQCtr 
Av^CrLLrL.L5rL*L(oa^>L>r 


28850 


59218 




29025 


865 


974 


IMPRISGSQSGEHQQPLVATAR 
WFARA*ILIIPL 


28851_^ 


5^19 




29026 ^ 


_1936 


2490 




28852_ 


59220 


— 


— 


no5 


|518 









— 




^ 


75^5 










29029 








28855 


59223 


A 


29030 


3338 


3553 




28856 


59224 


A 


29031 


95 


1289 




28857 


59225 


A 


29032 


1 


732 




28858 


59226 


A 


29033 


1 


672 





3753 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ofpeptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=passible nucleotide 
deletion, \=possible nucleotide insertion) 














ARNE V AQPG VH ETLDELTTRL 

AEGLLEAAEEAGIPLVVNHVGG 

MFGIFFTDAESVTCYQDVMAC 

D/GGTL*AFLPYDAGRRCLQHG 

RYQ 


28860 


59228 


A 


29035 


852 


933 


PAPYALLLLPMHPHGLRRRDR 
QGRIHNLNDRRRHWHRVRVCH 
LLRRERSRKDAPADGHPPL\RA 
VGGRNQN *FGELRTTTCFTQTD 
FLTFNLTSVTSNEASFTQFRTQG 
LVVFHQSAGDTVTDRTSLTRDT 
TTFNGDVQVQFLNHVDQFQRL 
TNYHAGSFTTEVLFQRTLVDYD 
FTVARFDENASCGTFAATSAVV 
LIFSHCLRLLCRVVVLVTRVNF 
QFTEHSTTQRAFWQHAFNRDF 
NHTLRTASNHLFKGRLFDTTDV 
AGVVIVHFVSTLVAGYSNFVSV 
QNDDVITGIYVRSVFRFVLTAQ 
ATSQFSSQTAQSFTGRVNNIPV 
AFYGFWFSCAKYYRHGARWCS 
NGRKIDQRHTHCFFCPCIRTDFA 
VEIGKEEFIT 


28861 


59229 


A 


29036 


1 


797 


MIVFIENFKTSSPKYADILLPDL 
MTVEQEDIIPNDYAGNMGYLIF 
LQPVTSEKFERKPIYWILSEVAK 
RLGPDVYQKFTEGRTQEQWLQ 
HLYAKMLAKDPALPSYDELKK 
MGIYKRKDPNGHFVAYKAFRD 
DPEANPLKTPSGKIEIYSSRLAEI 
ARTWELEKDEVISPLPVYASTF 

bu W IN brbKK I r rLv,>L,Hjr H Y Kb 

RTHSTYGNIDLLKAACRQEVWI 

NPIDAQKRGIANGDMVRVFNH 
RGEVR\LPAKVTPHPVGTWTAE 


28862 


59230 


A 


29037 




1019 




28863 


59231 


B 


29038 


1 


2727 




28864 


59232 


A 


29039 


1 


2250 




28865 


59233 


A 


29040 


1 


2850 





3754 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codoii for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28866 


59234 


A 


29041 



1 


1339 




MTGK.CGKFGNFLESWRAQKTG 
ICGKVWNFLENLLNGFGQNAY 
SDTDNEVQAEVVSDKDKELVG 
NWSKGHSCYAKRLAAFCPCLR 
DLWNFELERDDLGYLVEEISKQ 
QTIQEEADHKNLESLQTEDAIE 
KKTPFSGEKFKLAAEICISNKDP 
NINSQDDGENVPRVAVHPNGC 
FAWKLPVLSRKFERKPIYWILS 
EVAKRLGPDVYQKFTEGRTQE 
QWLQHLYAKMLAKDPALPSY 
DELKKMG lYKRKDPNGHFV AY 
KAFRDDPEANPLKTPSGKIEIYS 
SRLAEIARTWELEKDEVISPLPV 
YASTFEGWNSPERRTFPLQLFG 
FHDKSRTHSTYGNIDLLKAACR 

r\CA/M/TMD7r\ A r^VDr'T A Mr^T^A>tT> 

V^fc V W JJNrllJA^^lVKUIANUJJMl 

YVFSSQMAKFTPRTAGLSSLIWK 
AHKCGEALETLQKQ*C*QSGAT 

Lr AUrKAJvA W rr Y rKJLr r J OLA 

CVDLHGNARJCAT 





; 

592j5 




29 


j78 


53 




AFLPYDAGRRCLPGTVSV*SGL 
YVRGAQHGRYQ*HHRCCTSDK 
IWRADKG 


28868 


59236 




29043 




1617 




28869 


59237 




29044 




^2Z_ 




^^^^ 







=— — 


5~ 










— 




— 


rr^T 




^^^^^ 


59240 


— 


§9047 


475 


732 




28873 


59241 


A 


29048 


1 


219 




28874 


59242 


A 


29049 


1 


2438 




28875 


59243 


A 


29050 


2 


175 




^^^^^ 










i— 


Ti^ 
















I CI I DPI r;pwA Ai T PAr:p Anc 

A I T'A/DXIl>Dr\A D VP ATT i^Vi^n 
AL 1 / V tvpiKrUAK Y K A I L«l^ YvjU 

L^OUOoAAoU I rjrrLO wo I rl 1 


28878 


59246 


B 


29053 


1 


1641 




28879 


59247 


A 


29054 


1 


3036 




28880 


59248 


A 


29055 


1 


1419 




28881 


59249 


A 


29056 


1 


1500 





3755 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possitile nucleotide insertion) 


28882 


59250 


A 


29057 


2 


1760 


KSQLHDPCCAPIQQEAVRAVV 

GQPPQQHLGFPVERGVCQREC 

DFEKELEARIASLSDSVSNAREE 

RMALRQEQEQLQSRIQSLMQR 

APVWLAAQNSLNQLSEQCGEE 

FTSSQRTHGHSEGNITKRGLLG 

ELRFENGDPSNDQSYGRHKDG 

MAEIGTFHGGDLRGLTNKLDY 

LQQLGVNALWISAPFEQIHGW 

VGGGTKGDFPHYAYHGYYTQ 

DWTNLDANMGNEADLRTLVD 

SAHQRGIRILFDVVMNHTGYAT 

LADMQEYQFGALYLSGDEVKK 

SLGERWSDWKPAAGQTWHSFN 

DYmFSDKTGWDKWWGKNWl 

RTDIGDYDNPGFDDLTMSLAFL 

PDIKTESTTASGLPVFYKNKMD 

THAKAIDG YTPRD YLTH WLNQ 

WVRDYGID/GFRVDTPKCLRCN 

PS1TIGTNYSAS*PQWSSIPGAL* 

G*/PAWAG/GLPWAPSVLLLDH 

LRQGFTMLEENLGNTIQDIGMG 

KDFMSKTPKATVTKAKIEKWN 

LIKLKSFCTAKETTIRVNRQPTE 

WEKIFAIYSSDKGLISRIYKELK 

QIYKEKNKQPHQQVGEGHEQT 

LLKRRHGCSQQTHEKMLNHQ 


28883 


59251 


A 


29058 


1 


1119 




28884 


59252 


A 


29059 


3 


2599 




28885 


59253 


A 


29060 


225 


1245 


RGSTGAHPRSAGKHYAKTSAG 

NAAGDP*YGQMGPHHRGCGKP 

VPLPDHQSENLRWW*RRAWCG 

SGGYR\MAEGRHAAQGIIDWLG 

LDVDKLGALEERRKVLQVKTE 

NLQAERNSRSKSIGQAKARGED 

lEPLRLEVNKLGEELDAAKAEL 

DALQAEIRDIALTIPNLPADEVP 

VGKDENDNVEVSRWGTPREFD 

FEVRDHVTLGEMHSGLDFAAA 

VKLTGSRFVVMKGQIARMHRA 

T criPNyfT r\i UTi:;riur:vci:7XTv\/D 
l^oi^rJYll^ULrl 1 ill^rHj Y ^clN Y Vr 

YLVNQDTLYGVGLYPLGALAS 
GWLPKRRERKDATPGPTGYPG 
AHGNLELPERSEGPRAGGEPRR 
RTGHTQKGSPDRGQTPPKGP 


28886 


59254 


C 


29061 


201 


1244 


















28888 


59256 


A 


29063 


675 


920 


RTYRLAGRQKQRRGGGTDSRS 
QNPWRSHRRHLP* RSSG AGKR 
GGKRFAGGAERRNPRLCRKPEP 
PAGGDGRRRRLAAAGAD 



3756 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
In USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibIe nucleotide insertion) 


28889 


59257 


A 


29064 


498 


707 




28890 


59258 


A 


29065 


510 


554 




28891 


59259 


A 


29066 


600 


734 


PECLSAPDH*YKHCCSTGTQAR 
QPDADCPLLPPRLAAHNERQTR 


28892 


59260 


A 


29067 




1295 


MCCNRCRNYAPGKGFSDVSFD 

LWPGEVLGIVGESGSGKTTLLK 

SISARLTPQQGEIHYENRSLYA 

MSEADRRRLLRTEWGVVHQHP 

LDGLRRQVSAGGNIGERLMAT 

GARHYGDIRATAQKWLEEVEIP 

ANRIDDLPTTFSGGMQQRLQIA 

RNL VTH PKLVFMDEPTGGLD V 

SVQARLLDLLRGLVVELNLAV 

V 1 VTSSPDQDWGFTPEPRLA AR 

FPGSTHSSRSRRNRGRRHPRPRS 

LPTPSAPHSRAPGDGVKLVPPP 

ARVTRNEPAPSDSVTLGVPHEP 

GACIGTPILTFVRPSTSAINAAA 

EESTGTILFG AGGFKRTDLN DT 

ESDSTTLVASRYWDLSSGWQR 

AINLRWSLDHFTQGEITNTTML 

FYPGVMISRTRSRGGLMPTWG 

DSQRYSIDYSNTAWGSDVDFSV 

FQAQNVWIRTLYDRHRFVTRG 

TLG WIETG DFDK VPPDL* LKSR 

VGQRSELGSQYTPRARVEPPKL 

LSRKVRAHFGSRAPGAGRA* RH 

LRAPDCGVRWVWAGSGAGDG 

GGRGCGGSGTSEWILGSGRRGE 


28893 


59261 


A 


29068 


84 


128 




28894 


59262 




29069 


1547 


1822 


CSRCSIPAFRVKPAPLKPRVFSP 
AWNVPERLWHLAPSTFSGGEQ 

QRVN1AR''ELYRRLPHSAA*RN 

YRI,P*RQ\'SA AL,SRr.YAAFLPR 
PQYHH 


^^^^^ 


59263 




29070 


_1520 


_1656 




^^^^^ 





— 



















— 


'Wl 




28898 


59266 


A 


29073 




1097 




28899 


59267 


A 


29074 




2490 


















28901 


59269 


A 


29076 




1317 




28902 


59270 


A 


29077 


1428 


1619 


YAARRRALCGSPCPFPGGCNGE 
NCRLPPQLHADLTARJFYETRG 
WWWWSPRRWILNE*LPGWQ 


28903 


59271 


A 


29078 


468 


638 


AQTSPDCGRCPWLSDYAKSG* 
HQLWARWQNNGLAHTPRADS 
THQQSALDGRISSLT 



3757 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 

codon for peptide 
sequence 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28904 


59272 


A 


29079 


1886 


2329 


PLLVWINTRPSLTTGRESASPAT 
LVCHATVPSLVIASHVLSFL*W 
SFTVLVISRJGVAFAHAIFWSIT 

A CI ATI31V^ A DA r:l^D A/^ A t CI lAT 

GTALAMVLGLPLGRIVGQYFG 
WRMTFFAIGIGALITLLCLIKLL 

PLLRRTVKYTSGC 


28905 


59273 












28906 


59274 


A 


29081 


3 


194 


STSSLAAQSLRFGYETSQTGLA 
TYCGEKIQ*FFADLQQPVCADS 
YPLLVQMKKLGPIVFFFDI 


28907 


59275 


A 


29082 


3109 


3384 




28908 


59276 


A 


29083 


703 


1000 


DCFLRRLIKRPFGTSMKDQAVR 
FEEGFMAMGALGLAMVGMTA 
LAPVLAHVLGPVIIPVYEMLGA 
NPSMFAGTLLAWVIWAAVFLAK 
ELAGGVRLLVLIF 


28909 


59277 




29084 


2040 


4603 




28910 


59278 




29085 


^ „. 


94 




28911 


59279 




29086 




148 


VACUNyfl ^\/^y^CCT/^^\VX/>vTPT>D A 

Y AJlHIVU^JbVIVll>I>iUiJY l/jNrJtvrA 

SRPVTKFDQRGHRLGHGVWNL 
MFERVK 


28912 


59280 


A 


29087 




'^V . .. 




28913 


59281 


A 




^ 


1^55 










29089 








28915 


59283 


A 


29090 


1 


1473 




28916 


59284 


A 


29091 


1 


720 




28917 


59285 


A 


29092 


45 


208 




28918 


59286 


A 


29093 


1 


2499 





3758 



wo 01/075067 



PCT/USOl/08631 



SEQ m 
NO: 


SEQ ID NO: 
or peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28919 


59287 


A 


29094 




725 


MHPRFQTAFAQLADNLQSALE 
PILADKYFPALLTGEQVSSLKSA 
TGLDEDALAFALLPLAAACART 
PLSNFNVGAIARGASRRSAKNIP 
RAVRQVFWRILLFYVFAILIISLI 
IPYTDPSLLRNDVKDISVSPFTL 
VFQH AGLLSAA A VMNA VI LTA 
VLSAGNSGMYASTRMLYTLAC 
DGKAPRJFAKLSRGGVPRNALY 
ATTVIAGLCFLTSMFGNQTVYL 
WLLNTSGMTGFIAWLGIAISHY 
RFRRGYVLQGHDINDLPYRSGF 
FPLG PI FAFILCLUTLGQN YEAF 
LKDTIDWGGVAGTYIASGGEPA 
VNSHAFGVLRNVVSIAVFFHQF 
GDAIKRLFPTDLLPFIRTWRTVF 
RKLQTAFGVDEIHQASAFRTKC 
TAVDRVIRIAFDMDRLDFFSWR 
SGYISR1PL1GLYFACALERHQN 
ERQPIILLSDQNAIATINQLAIER 
DVLNCRVIIARSLSELVAIREEIE 
PLLllNNSHYLLDDAVNNYITVK 
NIITAAGIEQIKHFLATAFIRQQP 
ERFFSAPGSFHYSNVRGESWQH 
ITRQICAQLVAQHI IITADEAQRI 
lAREGEGENLIVNRLAIPHCWSE 
QERRFR*TVAWWRAA*CAVCD 
DGDCRSVLPDLHVWQPDGIPV 
AAEHLRDDGFYRLAGDCH 


28920 


59288 


A 


29095 


3 


453 









|— 





1 


^fr 
















LLVFINQEEADFHTQRGGPVFQ 

0ATFTL*QLALFA1EPGLMTDP 

DIQVRGTTLPYGRGAAHGVYT 
SNWTCLTFRRILY 


28923 


59291 


A 


29098 


1 


2862 





3759 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for pepiiilp 


Nucleotide location oflast 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pnssible nuelentirte insertion) 


28924 


59292 


A 


29099 


1 


1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEVILRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFNVLLADTPGLDI 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERKDLALNQAMIPLGSCT 

MKLNAAAEMIPITWPEFAELHP 

FCPPEQAEGYQQMIAQLADWL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLAIRHYHESRNEGHRDIC 

LIPASAHGTNPASAHMAGMQS 

RKTAGICCVHLWAGFGKVAIIG 

AG PAGLQASVTLTTQG YDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEIARIEKMGVPMKCTTEV 

G\NTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGDISIPQSALIIGGGDV 

AMDVASTLKVLGGQAVTCVAR 

EELDEFPASEKEFTSARELGVSII 

DGFTPVAVEGNKVTFKHGDLR 

TAPFLGVADKRNKSAGNHP 


28925 


59293 


A 


29100 


107 


892 


LAICTGTYSGRQVLPRFVDRGA 

SLIAEERNGAGRRRAGIRTTSA 

GGGLCAYAIVEF*CWRNCARFE 

LN/AGISVPI/SEFIGATMQQTVH 

AEQSAISHAWLSGEKALAAITV 

NYTPCGHCRQFMNELNSGLDL 

RIHLPGREAHALRDYLPDAFGP 

KDLEIKTLLMDEQDHGYALTG 

DALSQAAIAAANRSHMPYSKSP 

SGVALECKDGRIFSSEYAENAA 

FNPTPDIQRAVLAEKADAPLIQ 

WDATSATLKALGCHSIDRVLL 


28926 


59294 


A 


29101 


1 


3100 




28927 


59295 


A 


29102 


1878 


2699 


GTARNLTVSLSLSYSSSGTPSNA 
PNARMEELGPHPGEASSLFHPE 
SPLLDELFLPEYKAGRTPNPDA 
GHYVRRADWDGKSRLLRGLDS 

NKDQSYFLYTLSHEQIAQSLFP 
VGELEKPQVRKIAEDLGLVTAK 
KKDSTGICFIGERKFREFLGRYL 
PAQPGKIITVDGDEIGEHQGLM 
YHTLGQRKGLGIGGTKEGTEEP 
WYVVDKDVENNILVVAQGHE 
HPRLMSVGLIAQQLHWVDREP 
FTGTMRCTVKTRYRQTISLGPL 
RKPPHMRCLEI 


28928 


59296 


A 


29103 


358 


1160 





3760 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID iNO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
corlon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


28929 


59297 


A 


29104 


234 


930 


KRAFLCSFCANRRNAANSALAL 

PGNCPVAHAQKRHSAPGTLSPD 

ARNEKQPLYGVGAAPETPNPRL 

PPLDSGILGGYIAPDNLTITLSV 

GHSLFDERFGLAPQMPKKLQK 

MTRFPNDSLDAALCHGDVLLQl 

CANTQDTVIHALRDIIKHTPDLL 

SVRWKREGFISDHAARSKGKET 

PINLLGFKDGTANPDSQNDKLM 

QKVVWVTADQQEPAWTIGGSY 

QAVRLNQFRSVVrN 


28930 


59298 


B 


29105 


1 


837 




28931 


59299 


A 


29106 


1 


1701 




28932 


59300 


A 


29107 


733 


1323 




28933 


59301 


A 


29108 


1 


736 


MKPSVILYICALPDDLLQRLQEH 
FTVHQVANLSPQTVEQNAAIFA 
EAEGLLGSNENVNAALLEKMP 
KLRATSTISVGYDNFDVDALTA 
RKILLMHTPTVLTETVADTLMA 
LVLSTARRVVEVAERVKAGEW 
TASIGPDWYGTDVHHKTLGIVG 
MGRIGMALAQRAHFGFNMPI/R 
L*RAPPP*RSRR.TLQRPLLRFGY 
SVTRVRFRLPDPAVN**DASSV 
WRRTIRG PSLGLSPG WNTRVSL 


28934 


59302 


B 


29109 


1 


1359 




28935 


59303 


A 


29110 


874 


1926 


















28937 


59305 


A 


29112 


137 


376 




28938 


59306 


A 


29113 


1197 


1391 


EIRATIVRSSTEGGRNSGLQSGN 
FC*RHGS*KITAGYIVPLPEESA 
TATGASWTHPWGRQDASW 


28939 


59307 


A 


29114 


1846 


2126 


LMELIEKHVSFGGWQNMYRHY 
SQSLKCEMNVGVYLPPKAANE 
KLPVLYWLSGLTCNEQNFITKS 
GMQRYAAEHNIIVVAPDTSPRG 
SHVADADRYDLGQGAGFYLNA 
TQAPWNEHYKMYDYIRNELPD 
LVMHHFPATAKKSISGHSMGG 
LGALVLALRNPDEYVSVSAFSP 
IVSPSQVPWGQQAFAAYLAEN 
K.DAWLDYDPVSLISQGQ/LRCG 
NHG*SGVE**FLRRQLRLQI*KD 
WPQ*EAAHVH 



3761 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28940 


59308 


A 


29115 


184 


985 


LGKRLVTYHTDANGQPVNQIL 

VEAATDIAKELYLGAVVDRSSR 

RVVFMASTEGGVEIEKVAEETP 

HLIHKVALDPLTGPMPYQGREL 

AFKLGLEGKLVQQFTKIFMGLA 

TIFLERDLALIEINPLVITKQGDL 

ICLDGKLGADGNELFRSLILRE 

MRDQSQE\DPREAQAAQWELN 

YVALDGNIGCMVNGAGLAMG 

TMDIVKLHGGEPANFLDVGGG 

ATKERVTEAFNPPGYIGPYQGV 

PPAGPG VTRMGKS V RRI VQ VG 

CQVAAGSH 


28941 _ 


5930_9 _ 




29116 




3186 




28942 






29117 _ 




1903 




28943 


5931 1 




29118 




2139 




28944 


59312 




29119 


345 


431 


AASGSADDNLHHQYN*GDIAF 
CLHALLP 


28945 


59313 


B 


29120 


1 


2616 




28946 


59314 


A 


29121 


1 


1521 




28947 


59315 


A 


29122 


I 


783 




28948 


59316 


A 


29123 


96 


215 




28949 


59317 


^ 


29124 




292 


MWWGGLLYWLAALVTLLWA 

ASQIQALKKLTCAISQTLEEQPV 

LNSKSWLTSLQNDYSLPDSLTE 

RIWLTLISQR1SRGELREF*TGRR 

KLVTEQCLV 


28950 


59318 


A 


29125 




529 




28951 


59319 


A 


29126 




884 


MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLl 

PSFLLTGQQTPAFGRRVSGVIEI 

GDGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERESRSEGLDLLRMKVEEG 

DVILVKKLDRLGRDTADMIQLI 

KEFDAQGVSIRFIDDGISTDGEM 

VLDKLARGYADLSKAESQWDE 

MMRTAGSLKLGTIHASELIRSL 

LKSSRPSGLAQAIMEVGRVNKT 

LYLLNYIDDEDYRRRILTQLNR 

GEGRHAVARAICYGQRGEIRKR 

YREGQEDQLGALGLVTNAWL 

WNTLYMEEALSWMRRNGEEIl 

DEDIARLSPLMHGHINMLGHYT 

FTLPEDILKGELR*RHLPPPSSSA 

SPALPIGIHVHKHLLGDNRYPI 

WIMQPSAHHPARQPEHDNHFR 



3762 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQIDNO: 
of peptide 

sequence 


Mel 

hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28952 


59320 


A 


29127 


143 


523 


NQTLMIKGAAHGIFNPLCIKAT 
AG\AGAYHGARKRLCANAALA 
N*RNAGISVSCATTAPLSLALFT 
GAGQIAASNTGELDVLQQLGFS 
FIPRLILPGRSSARNRSARPRIGS 
AGAAVMFSNNELMDA 


28953 


59321 


B 


29128 


1 


4107 




28954 


59322 


A 


29129 


1892 


2720 


PTAWSPPRPTSMTSISWVICCM 

ERSNLSQPMPATKGR\QARGAG 

VEVDVDWLIAERPGKVRTLKQH 

PRKNKTGINIEYMKASIRAQVE 

HPFRI I ICRQFGFVKARFKGLLK 

NDNQMGDVFHAGQPVSGGPN 

DTIGKFA DVACAGPLLA AELDA 

LGKALKEPARPMVAIVGGSKIV 

GALILLIAGFAILRLLFRALISTA 

SALAGLILLCLFGPALLAGYITE 

RITRLFHIRCAGSAYFIKNIQQN 

GITPEDISKRNGRVFLLVFILPFS 

LRRVGHAHH 


28955 


59323 


A 


29130 


1332 


1635 




28956 


59324 


C 


29131 


1 


1677 





3763 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlino>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28957 


59325 


A 


29132 




1114 


MAEACNIGLEPLIKHNIPALTRH 
RLSWVKQNYLRAETLVSANAR 
LVDFQSTLELAGRWGGGEVAS 
ADGMRFVTPVKTINSGSNRKYF 
GSGRGITWYNFVSDQYSGFHGI 
VVPGTLRDSNFVLEGLLEQQTG 
LNPVEIMTDTCGCLBKQEEPPS 
LLRLNNRIKQLLPPVDLTELLLE 
IDAQTGFTHEFAHVSESGARAQ 
DLHISLCAVLMAEACNIGLEPLI 
KHNIPALTRHRLSWVKQNYLR 
AETLVSANARLVDFQSTLELAG 
RWGGGEVASADGMRFVTPVK 
TINSGSNRKYFGSGRGITWYNF 
VSDQYSGFHGIVVPGTLRDSNF 
VLEGLLEQQTGLNP/D*NHDRH 
LRLSGETGRATIIASSK*SDQTA 
TPTGRFNGTVTVEIDAQTGFTHE 
FAHVSESGARAQDLH1SL\LRY* 
WLKPVIS/ALEPLIKHN 1 PALTRH 
RLSWVKQNYLRAETLVSANAR 
LVDFQSTLELAGRWGGGEVAS 
ADGMRFVTPVKTINSGSNRKYF 
GSGRGITWYNFVSDQYSGFHGI 
VVPGTLRDSNFVLEGLLEQQTG 
LNPVEIMTDTCGCLEKQEEPPS 
LLRLNN RIKQLLPPVDLTELLLE 
IDAQTGFTHEFAHVSESGARAQ 
DLHISLCAVLMAEACNIGLEPLI 
KHNIPALTRHRLSWVKQNYLR 
AE 1 LVSANARLVDFQS I LELAG 
RWGGGEVASADGMRFVTPVK 























— 


— — 


— 











iM^^ — 















Ti^i 








J— 










28962 


59330 


A 


29137 


177 


361 




28963 


59331 


A 


29138 




849 




28964 


59332 


A 


29139 




564 




28965 


59333 


A 


29140 




1593 




28966 


59334 


A 


29141 


1164 


1635 


EGPNRQNGRDYRSVMPTNL\LL 
RRFHEATAQNAPDVVVWGSGT 
PMREFLHVDDMAAASIHVMEL 

AT4T7\^U^ T7XTTr*r>\/fT CI-irM\/r'Tr^ 

\/r\r'TTDPT AHTI A V\/\//^VttT:P\^ 
VL/\_- 1 IKt/LAy liAKV VOl IVVjKV 

VFDASKPDGTPRKLLDVTRLHQ 
LGWYHEISLEAGLASTYQWFLE 
NQDRFRG 


28967 


59335 


A 


29142 


538 


1116 




28968 


59336 


C 


29143 


1 


2967 




28969 


59337 


C 


29144 


1 


2214 





3764 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
iNO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide lucatian of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, y=possible nucleotide 
dclelion, \=possible nucleotide insertion) 
















28971 


59339 


A 


29146 


780 


1052 




28972 


59340 


A 


29147 


617 


2408 




28973 


59341 


A 


29148 


2 


488 




28974 


59342 


A 


29149 


1 


1083 




28975 


59343 


A 


29150 


527 


3213 


SWRSVQLLPATSIPSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

AFKKLNPHEHPVLHSDQGWQY 

RMRRYQNILICEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LA SRTV MTCGPAPY MDWVEQE 

VPCALGVTRFFKEKFFTPVAEAA 

TSGLKFTKLQPAREFYAPVGTT 

LLEALESNNVPVVAACRAGVC 

GCCKTKVVSGEYTVSSTMTLT 

DAEIAEGYAVVALIKPGAQIGR 

SPVNCDVASCHVISFNLRVELAI 

MRRLLCRJAVLMSYRIEQRLMF 

LERLRHVGLIAHPAKKAIKKTR 

KPGMKVTFEQLKAAFNRVLISR 

GVDSETADACAEMFARTTESG 

VYSIIGVNRFPRFIQQLENGDIIP 

DAQPKRITSLGAIEQWDAQRSI 

GNLTAKKMMDRAIELAADHGI 

GLLRLAGGGKRLYWHLLDQLH 

RRNDNISLDLGNNAEAVILRED 

MLPRENFRPGDRVRGVLYSVRP 

E A RG AQLF VTRSKPEMLIELFRI 

EVPEIGEEVIEIKAAARDPGSRA 

KIAVKTNDKRIDPPTQHEDEED 

EGLYDDPFPLNECSVGPGHRHR 

FAPPEAQFRRPETLKGAPTSRIP 

ETSVGVSAGSDFEPHLMRELTC 

RLTALTWCYPGSAYAVHQPDE 


28976 


59344 


A 


29151 


1 


812 




28977 


59345 


A 


29152 


1 


1830 





3765 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28978 


59346 


A 


29153 




1308 


MMPLIDLEDPRLLVRREIGMLL 
HVDYLDLVHEKVTCRGRNGGQ 
DREKTTMEKVRSSGTICPQAPE 
VVNHYFTTDDGYRIISARFGVP 
RTQVRTWVALYEKHGEKGLIP 
KPKGVSADPELRIKVVKAVIEQ 
HMSLNQAAAHFMLAGSGSVAR 
WLKVYEERGEAGLRALKIGTK 
RN 1 AI S VDPEKA A S ALELSKDRR 
lEDLERQVRFLETRLMYLKELK 
AL AHPTKKVTLSLH REGKQINH 
KAVQRLMGTLSLKAAIKVKRY 
RSYRGEVGQTAPNVLQRDFKA 
TRPNEKWVTDVTEFAVNGRICL 
YLSPVIDLFNNEVISYSLSERPV 
MNMVENMLDQAFKKLNPHEH 

rv LnaUKJ^vvKJx KJVIKKYlJJNlLiS. 

nUrilk'OQN/fCPVi^XTPl r\XTA\/\7TT 
Jbii01K*^0iVl0I\Jv0lNCLL'iNA V \ tl 

CFFGTLKSECFYLDEFSNISELK 
DAVTEYIEYYNSRRISLKLKGXL 


28979 


59347 


A 


29154 




836 




28980 


59348 


A 


29155 


1 


1566 




28981 


59349 


A 


29156 


297 


936 


RTSSSLMRSSSSLLRICSGVSPRS 
lPRWFrSVSLPSSFlR\R]TTFRYT 
PGHVAPASRRSCYKYRR*PMRL 
YTMIQSLSA'GSRPSGLRAFSSD 
CSPLPRTCSLSRRRVLMITTSRS 

I I O V JJr l3 V Kr V l^AAAoll Y r 

SRR\YAGFQNPHNLLVSG*YQG 
NYRHFGFLRGYPG/TLKNSNFQL 
TRSARISLSSRSSICTSTGGNTTL 
PPSSPPDC 


28982 


59350 


A 


29157 


5 


861 


SWRSVQLLPATSIPSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LA KLNIIQ/RPVMNMVENMLDQ 

AFKKLNPHEHPVLHSDQGWQY 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

V is_Aj-.0 V 1 ivr r JSJiivr r i r v AJz,A A 

TSGLKFTKLQPAREFYAPVGTT 

LLEALESNNVPVVAACRAGVC 

GCCKTKVVSGEYTVSSTMTLT 

DAEIAEGY 


28983~ 


59351 


— 


29T58 


TsTs 


1991 


SPSHIRRTAPNGLRHYQR*IQQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 


28984 


59352 


A 


29159 


3 


601 




28985 


59353 


A 


29160 


415 


549 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknoY¥n, 
*=Stop codon, /=pos$ible nucleotide 
deletion, \=^possible nucleotide insertion) 


28986 


59354 


A 


29161 


2 


501 




28987 


59355 


A 


29162 


1 


1347 




^^^^^ 







^Hi^ — 




T^i5 












T419 




IPr'AQI Ql m VAniTTAPTI Tvriv 
11 CAoLoL»vjL# I AOIliAK.lL 1 Jvvj i 

TRK*IQQ*APSDQKRDFLVPHG 
ADSAMAKHGGSHRAVLPQGC 
DPHMESLI 


28990 


59358 


A 


29165 


1 135 


2067 




28991 


59359 


A 


29166 


1 


1364 


MA G N RRFMCTPKTHGLS 1 SQH 

GTFPEHAGCKIRCAGRSGRVRP 

AELLAPYTGDIAAEGISKAMRG 

GAKFLHHGIKRQQRYVAEAITE 

EWRMAPGPLEVAWFAGVIYHL 

YYYRARFFCAAQPLVSGFHEAE 

LSLDDAKWVLHPGPDAGFHVF 

D V DG RF V L A WMLFQG S Y L AG 

ALGDQPVHIHLGQLLALWRPL 

QITQLIEVMLVGRGGDQAVGQ 

ATLGIDTNGGLYAKGPLIAFLG 

LMHLRIALLLFVLGRTGCAYDG 

GRPQLAEKLYSELRAQGIEVLL 

DDRKERPGVMFADMELIGIPHT 

IVLGDRNLDNDDIEYKYRRNGE 

KQLIKTGDIVEYLNAALLIAVT 

VLTSMEASDLVDLGMTLSPAD 

YAERLAALTQKCGLDGVVCSA 

QEAVRFKQVFGQEFKLVTPGIR 

PQGSEAGDQRRJMTPEQALSAG 

VDYMVIGRPVTQSVDPAQTLK 

AINASLQRSA*CRDAGTLRLRA 

WLC*FLQRRYHRYKGPAVPQV 

ELCQICQRNEFCTQRVPGMCHV 


28992 


. 

59360 


— 




29167 




627 






854 


DT7VPXrPXIDni-rRPQVT7T A A/^pr*!? 
rt, T KiN^^WrUrlivraV r LAAvjKL>r 

APTMCHDASE 




5^61 




29168 




T593 




28994 


59362 


B 


29169 


1 


3789 




28995 


59363 


A 


29170 


940 


1326 




28996 


59364 


A 


29171 


1 


1377 




28997 


59365 


A 


29172 


1 


2547 




28998 


59366 


^ 


29173 


561 


845 


AKIVQLRPRJLRPSRSARRCPSA 

RGQI VN VPARRIIRQKRICCCK V 
AGSA 


28999 


59367 


A 


29174 


1 


1284 




29000 


59368 


A 


29175 


624 


866 




29001 


59369 


A 


29176 


1 


1384 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


29002 


59370 


A 


29177 


2268 


2684 


RCRRCKRRLLRRFRRSLLSLAG 
SPENHARFYCRNSLPDEWFFRH 
HPRST*PPRSREIRRCHCG*RQC 
SSDGRKITSVHRGRNADGRELT 
HQAVRLLAYLSDRFARHHRHL 
RNAHRRGPDRIPKERHFPATKL 


29003 


59371 


A 


29178 


1 


2142 




29004 


59372 




29179 




246£ 




29005 


59373 




29180 























29007 


59375 


A 


29182 


891 


1000 


FDSFHWHSHPMLCCDRGQHKE 
NPQSRGPISCQ*IQQ 


29008 


59376 


A 


29183 


1 


846 




29009 


59377 


A 


29184 


90 


411 




29010 


59378 


A 


29185 


1 


1580 


MSKPKYPFEKRLEVVNHYFTT 

DDGYRllSARFGVPRTQVRTWV 

ALYEKHGEKGLIPKPKGVSADP 

ELRl KV VKA VI EQHM SLNQA A 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALKIGTKRNIAISVDPE 

KAASALELSKDRRIEDLERQVR 

FLETRLMYLKKLKALAHPTKK 

AAEIPRSTFYYHLKALSKPDKY 

ADVKKRISEIYHENRGRYGYRR 

VTLSLHREGKQINHKAVQRLM 

GTLSLKAAIKVKRYRSYRGEVG 

QTAPNVLQRDFKATRPNEKWV 

TDVTEFAVNGRKLYLSPVIDLF 

NNEVISYSLSERPVMNMVENM 

LDQAFKKLNPHEHPVLHSDQG 

WQYRMRRYQNILKEHGIKQSM 

SRKGNCLDN\AVVECLFGTLKS 

ECFYLDEFSNISELKDAVTEYIE 

MTCk'TCCFV A VTTT17T nr^XfUTDAI 
V isJvr MlACarl c V LirtiL, i O JVlOrl 
UOoKKW Y Ac WKJ'LrlKV rltlraU 


29011 


59379 




29186 


1375 


3174 




29012 


59380 




29187 


604 


1268 




29013 


59381 




29188 




288 




29014 


59382 




29189 




2412 











^^ifr — 

















HsT 


Wi 




29017 


59385 


A 


29192 


1 


3156 




29018 


59386 


A 


29193 


1 


1824 




29019 


59387 


A 


29194 


1 


1922 




29020 


59388 


A 


29195 


1369 


1743 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
In USSN 
09/540,217 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


N uclcolide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29021 


59389 


A 


29196 


21 


432 


GPGCNGVHRLCTE\QRDVRGTV 
RIVLKTFNNCRDTVFVAFEVNN 

i VoLUVA 1 1 UIVll oOU 1 Al V V 1 1 

1 Or V oAAINt:, Vv^lLAl rl^OL' V or 
FPVATTTDTLSVTFNFPFNYQG 
VNDFDFDFKQFLHSSFDFCFGR 
VFSNFE 


29022 


59390 

















290_2_ 


59391 


— 






— 




29024 


59392 


— 


— 

29199 




170 






29025 


59393 


A 


29200 


1 


1713 




29026 


59394 


A 


29201 


1 


6729 




29027 


59395 


A 


29202 


1 


753 




29028 


59396 


A 


29203 


1 


1470 




29029 


59397 


A 


29204 


665 


1773 


ASSQVKSGWLSAKIPVISSIYGP 

LLSVRLLSHAWPNSLCPQLHCF 

LPGAIWSASSLLKSGNRPLIRLA 

SIVLPVPGGPISKRLCPPAAV/HF 

QSSLSLFLTDN1TE1ML*RPDTW 

THVMYVLHHADKPNLYHGLPE 

NPEISETVKFWKGIWKPLAAVG 

FAATFAASIFHYVGVGPNRADE 

EENNLHEEKDEERKCSQDIQLV 

KERVIFLTGQVEDHMANLIVAQ 

MLFLEAENPEKDIYLYINSPGG 

VITAGMSIYDTMQFIKPDVSTIC 

MGQAASMGAFLLTAGAK.GKR 

FCLPNSRVMIHQPLGGYQGQAT 

DIEIHAREILKVKGRMNELMAL 

HTGQSLEQIERDTERDRFLSAPE 

AVEYGLVDSILTHRN 


29030 


59398 


A 


29205 


948 


1620 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cndon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide Insertion) 


29031 


59399 


A 


29206 


1782 


3667 


HRRRCRHGYPVPAYRCRIWKC 
GQFHPTGIAGCGRTGHRRLPW* 
RRLSAEQTWRTFYGALCAERQ 
RPGGP*RG\SRSIMIEIREGRGCD 
GPWGPHAKLKLDHLGKEVLES 
RLPGILELSRTFAHVDPSRFRLS 
HLSLHDGRYSDQSYRYNDTRD 
MVPINGSIHRIGREPHYHYQRG 
QQY IG LCRNCN V IDTI IICl YL VD 
QPIMDDIRRLLLYSEISSAIIWLL 
PVVQGEHYMLVDPDTNEREER 
GRSETRGFPRVPLGRTVSTVWY 
PLSNAATLAATRCSRSPHAFAE 
PSSNNGFITATPLGRTHFLGMA 
FPPSACWRLLRAEPERVEAVLS 
ASGMNKAMRCGVSLICNFRLD 
YAPIEK.QWDLHFADYFAEDLK 
LLAPLAKDGLVDVDEKGIQVT 
AKGRl RRLRRIRH LSMMPDA AL 
VASYQAYDFLRIRHKQRASAK 
QPNHCGTQHGSNGSLRTLWNSI 
DSGSVLTWCASLIFSSRKSLSPI 
QLVRSVDRGDVKKRYSMREFS 
LGETHSEAEFRELLEQNPSFVFF 
KPQSFAPVKGASAVPLVGRASV 
ASDRSllPPGTTLLAEVPLLDNN 
GKFNGQYELRLMVALDVGGAI 
KGQHFDIYQGIGPEAGHRAGW 
YNHYGRVWVLKTAPGA 


29032 


59400 


A 


29207 


1351 


1806 


VIVGITSNSVTVAAVSSWCRTW 
VPVSVLCLNCYPASMALVRGVI 
RGV*TCLSLCPNCAAIFIFAFGA 
VIFCITSVGFLFPPMVYKSGLRF 
FVFT*MRDTGVPQRLRAPRRSL 
SAKLGPACPFAYIVPHIWCRWI 
GWGTCVCLAICVCVCVAD 


29033 


59401 


A 


29208 


1308 


1647 


RSWEVSIVEFYVVRPTGHV*HA 

oO r»l L*k> r1 MKJS.KIlr l_» A IJt^ A AK1S.VJ 

ETVPPRGRRS\WRTQAHP*HLR 
QH RG QHP AS LPTRTGTPQPGRR 
AIYRIPVRTAGQFQRIEVGDFQR 
VGHQ 


29034 


59402 


A 


29209 


1 


2184 




29035 


59403 


B 


29210 


81 


1356 




29036 


59404 


A 


29211 


1 


2349 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

codon for peptide 
sequence 


Nucleotide location of last 

codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


29037 


59405 


A 


29212 


514 


1136 


1 LRl MQRGMKQFAGLLRLSG IK 

MLPSA**LGELLHAAGSFFQRG 

CLLFSTGGKIGVARRNFTGTGl 

DGI*TFADMSDGVSQRALHM* 

NALRQVAHFTAPVNGQGIRQV 

TTG DFAN VSNNFCQRSKQHTA 

NA VPRHQQNQYHHQRDNRQLP 

LGKSVIICVVSDDIAIQFFTAEG 

VLSKRFAHCLMPSLGGLSKIGP 

SMPLFRIISQFS 


29038 


59406 


A 


29213 




2992 




29039 


59407 


A 


29214 




168 




29040 


59408 


A 


29215 




537 




29041 


59409 


A 


29216 




1881 




29042 


59410 


A 


29217 


1532 


2160 


KHWSDSIPGTEADWSASTTSGC 

AGFAAFACSSS*VICLLSGAVA 

AYAPQLRHQAIRKVIIRRTSAFP 

LMD*TWSFLSSTNGLASCSAS1S 

SAGSGAGSASGVTKVSVDTAS 

GWPIFVTDRLSSCSTRFTLPGAN 

RLITVEPSLKRPISWPFSSATEPS 

FSPAGQVQRLMIPSRGGVMVP 

AQTVSMLPTIVAPTGPYSSHLL 

GSFTLSPP 


29043 


59411 


A 


29218 


1 


1713 




29044 


59412 


A 


29219 


2159 


2715 


TIPAKPVPSMVASGTVRFGFLTI 
PVLTAADSTPTKAHRQSRILLMI 
A*PSVVSAVFQLAA*VAASNQC 
QPTIAVITTGIRTSTRPIVA/CITG 
FVTGAVEIVLVANSVIDISVGSP 
FSIPQMFSARLGIATMAICPIMV 
SFSVAAINSASHNRQGFALQFFF 
NDAACGSGEFRILMQEEHPDSV 
VFC 


29045 


59413 


A 


29220 


2 


102 


DFADFGTTIKQDFRLLGQTSVD 
RLLQLSQGQAVKGNQLLPVSL 
VKRKTTLAPNTQTASPRALADS 
LMQLARQVSRLESGHHWRSGE 
SGVPAACINLVCSALYAAGNM 
SVDLCHRDFADFGTTIKQDFRL 
LGQTSVDRLLQLSQGQAVKGN 
QLLPVSLVKRKTTLAPNTQTAS 
PRALADSLMQLARQVSRLESGM 
IGGAGSLAFPLPALIWCAVRYT 
PQVTCLLTFVTGILPISEPPSNRI 
FACWGKPAWTACCNSLRARR 


29046 


59414 


A 


29221 


1 


1464 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


INucleotlde 
location of first 

codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29047 


59415 




29222 




29 


MQTEQQR/AVTRLCIQCGLFLL 

QHGAESALVDELSSRLGRALG 

MDSVESSISSNAIVLTTIKD/GQC 

LTSTRKNHDRGINMHVVTEVQ 

HIVI/LAEHHLPDPEP*EQQRR 


29048 


59416 


A 


29223 


5 


307 




29049 


59417 


A 


29224 


5 


948 




29050 


59418 




29225 




696 




29051 


59419 




29226 




1083 




29052 


59420 




29227 


817 


978 


LAUL-Y 1 IVlLi^UJNljrAUIVIrlACIa 

KLDK*AAVKKRISE11HETnIRGRY 
g y rrvplslh 


29053 






29228 


198 


362 




29054 


59422 




29229 




2907 




^^^^^ 







5?Pt — 


i 


T5^i 


















29057 


59425 


A 


29232 


3 


601 




29058 


59426 


A 


29233 


1 


1347 




29059 


59427 


A 


29234 


940 


1326 




29060 


59428 


A 


29235 




2547 




29061 


59429 


A 


29236 


527 


1383 


SWRSVQLLPATSIPSWQTETNQ 

FMG RDRPTPTAESPY A VLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

AFKKLNPHEl IPVLl ISDQG WQY 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

V KALG VTRFFKEKFFTP V AEAA 

TSGLKFTKLQPAREFYAPVGTT 

T T r?AT COXrM\7DV/\7 A AI^U A/^\//^ 
LLb ALtbiNIN V rV V AACKAvj VV^ 

GCCKTKVVSGEYTVSSTMTLT 

DAFIARGY 


29062 


59430 


A 


29237 




2496 




29063 


59431 


A 


29238 


3 


2056 




29064 


59432 


A 


29239 


1135 


2067 




29065 


59433 


A 


29240 


1 


1566 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29066 


59434 


A 


29241 




1605 


MKVPRGDVMFQLNLRKDDGQ 
FEDQLLLLVLLPKHRGHLLLQV 
ADDVWFKNRRAKCRQQRQQQ 
KQQQQPPGGQAKARPAKRKAG 
TSPRPSTDFRSRDGIPEKATRTS 
CPSDSSVFSLQRPPLSSTGRGSS 
LSWDSSQ VLVI LSTLTPSGTl VT 
AEPKYPFEKRLEVVNHYFTTDD 
GYRIISARFGVPRTQVRTWVAL 
YEKHGEKGLIPKPKGVSADPEL 
RIKVVKAVIEQHMSLNQAAAH 
FMLAGSGSVARWLKVYEERGE 
AGLRALKIGTKRNIAISVDPEKA 
ASALELSKDRRIEDLERQVRFL 
ETRLM YLKKLK A L AH PTKK VT 
LSLHREGKQINHKAVQRLMGT 
LSLKA A 1 KVKRYRS YRGE VGQT 
APNVLQRDFKATRPNEKWVTD 
VTEFAVMGRKLYLSPVIDLFNN 
EVISYSLSERPVMNMVENMLD 
QA FKKLNPH EHP VLH SDQG WQ 

Y KIVIKK I V^INILJVt^riOtN*sjJoM6K 

KGNCLDNAVVECFFGTLKSECF 
YLDEFSNISELKDAVTEYIEYYN 
SRRISLKLKG\LTP1 


29067 


59435 


A 


29242 




1119 




29068 


59436 


A 


29243 




846 




29069 


59437 


A 


29244 




3383 


MSEKLQKVASARAGHGSRREIE 

SIIEAGRVSDDGEIAKLGDNVE 

AWYRARLAGAFTLQECVMAA 

STFFIPSVNVIGADSLTDAMNM 

MADYGFTRTLSVTDNMLTKLG 

MAGDVQKALEERNIFSVIYDGT 

QPNPTTENVAAGLKLLKENNC 

Uo V loLOOLiorr1IJ(_.AIvUJAL V A 

AMnnniPT^vpnvriPC A VDr»T d 

AINOOUIKU I no V LlKoAlVr Vfi--" 

MIAINTTAGTASEMTRFCIITDE 

AKJIIIS.1VIAI VL/JsjiV lrL»L<oVINJJ& 

SLMIGMPKSLTAATGMD 


29070 


59438 


A 


29245 


104 


1381 




29071 


59439 


A 


29246 


1 


375 




29072 


59440 


B 


29247 


1 


5082 




29073 


59441 


A 


29248 


119 


343 


RMPKRRRWGKLSTIRCSTTCKK 
RLT* 1 VLPVRTPGRLCSSLKSVP 
ASHCLASCKAYSNKPWKRQPS 
KRHYVTMR 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

location of first 

codon for peptide 


Nucleotide location oflast 

codon for last amino acid 

of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


29074 


59442 


A 


29249 


468 


935 


VPLAVPYGRLWRTIFSPLPSSFR 
STRVR*EVSGRSSPS1SSLASLVR 
PIT/SLLIVNAHPVELLQVVFPTL 
DKHIAAARIHAVFDNRHFATRL 
FTRRVFRTVNKAAQVTLFNPTE 
A VDLFFH FN A VTKG FHLRQGD 
KEGYVQAHTNNGDLRVRTSNP 




^'^'^^ 




^^•^^^ , ... 




2145 




29076 


59444 




29251 




177 




29077 


59445 




29252 




1767 




29078 


59446 




29253 




2499 




29079 


59447 






?.._ 


-•^^ .. 




29080 






.^^•^^^ .... 


^ 


^'^ 




29081 


59449 




29256 


2977 


3913 




29082 


59450 




29257 




2091 




29083 


59451 


A 


29258 




751 






59452 




29259 




927 


















29086 


59454 


A 


29261 




875 




29087 


59455 


A 


29262 




450 




29088 


59456 


A 


29263 




522 




29089 


59457 


A 


29264 




912 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29090 


59458 


A 


29265 


1 


2416 


MLAQSLQALEQDGFLNRIAYPV 

VPPHVEYSLTPLGEQVSEKVAA 

LADWIELNLPEVLAVRDERTRY 

DIAVPRKRYGHAVSRNTFALRS 

QERYGHSVLETVGNSGSSKQFS 

MDILDPCARGPGQISLITVNHKL 

HVRCESIAYSVQTMVVKGGSA 

FAAFFIAVVLWMIGYVPNVEQS 

TQALLGMQFIMIALPTLFFMVT 

LILYFRFYRLNGDTLRRIQIHLL 

DKYRKVPPEPVH ADl PVG ARLS 

FAERVMEGLSDGGQSLQSPSAL 

FSKQTLKNMSIYKIPLPLNILEA 

ARERITWTLNTLPRVCVSFSGG 

KDSGLMLHLTAELARQMGKKI 

C VLFl DWEAQFSCTINY VQSLR 

ELYTDVIEEFYWDALPLTTQNS 

LSQYQPEWQCWEPDVEWVRQP 

PQDAITDPDFFCFYQPGMTFEQ 

FVREFAEWFSQKRPAAMMIGIR 

ADESYNRFVAIASLNKQRFADD 

KPWTTAAPGGHSWYIYPIYDW 

KVADIWTWYANHQSLCNPLYN 

LMYQAGVPLRHMRICEPFGPEQ 

RQGLWLYHVIEPDRWAAIGSP 

ADREEDAEEYLEAIMEARVTV 

AGMGLVMEVQDYFDGEA\DRL 

AKAWLP\EYTPQIKSLKDERKE 

AYRQIVEMSTEPQDVDLVRPA 

NKFEMTRVREGEKEADLPVWK 

HHLLCDESGNYPALLNHWETK 

VFEIETKREGFAFWYRNPQYTG 
















29092 


59460 


B 


29267 


1 


10161 




29093 


59461 


A 


29268 


1 


882 




29094 


59462 


A 


29269 


1 


2484 




29095 


59463 


A 


29270 


548 


945 




29096 


59464 


A 


29271 


17 


352 


DLQDTGCFMLMNTGEKAV/KS 

ENGLLTTIAC/GPTGE/VNYALE 
GAVFMAGASI/QWLRDEMKLIN 
DAYDSE/YFATKVQNTNGVYV 
VPALPGWSLLWTRTCHRIFPRH 
RISGAAGYK 


29097 


59465 


A 


29272 


799 


984 


QGDIALVIATNQFCIKLAPl lELN 
TDFLCLINHMVVGQHIAFTGVD 
DDTGA*TFEGLCRLIR 


29098 


59466 


A 


29273 




975 
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SEQID 
NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=passible nucleotide insertion) 


29099 


59467 


A 


29274 


65 


562 


DFRWHGDSRKVHRKNRLIKPL 
MILLTRLSNRTNWPLTAAVIWP 
GKV*SACRKSANAPKNIRRLCV 
SGWKSANWMSTQSSSSSSSTSS 
SIIIIIINSSSSLQCQPCASKYLAH 
YFTVSSIAAYSTPVVSTQEPWA 
TRHHPHHQQTDRRRPATRKSPR 
QYHNETNRQ 


29100 


59468 




29275 


1409 


1641 


PENGRPVYAGGRDAAWRDVY 
AEFPRLSLPDGFRAAAVHRADA 
ALHHADL*HHE*APSALGLCL* 
RLAGGDWCRDYSL 


•^^'^^ 


59469 




29276 




3252 




29102 


59470 




29277 




2760 




29103 


59471 




29278 




723 


















29105 


59473 


B 


29280 




1201 




29106 


59474 


B 


29281 




1866 




29107 


59475 


A 


29282 


1067 


2753 




29108 


59476 


B 


29283 




1144 




29109 


59477 


A 


29284 




724 


LAQLYGDPPAWPTPTRGVSEIR 

LALRFKSNDSLLRHFKDTSTLY 

LEIVDYPGEWLLDLPMLAQDY 

LSWSRQMTGLLNGQRGEWSA 

KWRMMSEGLDPLAPADENRLA 

DIAAAWTDYLHHCKEQGLHFI 

QPGRFVLPGDMAGAPALQFFP 

WPDVDTWGESKLAQADKHTN 

AGMLR/ERFNYYCEKIVLVD/CL 

Q/PLNSGHSIYDMRWPDALIKFS 

YG/QRTVQRCFITPRAQSA* SGT 

TSGDLTRR 


29110 


59478 




29285 




1863 






^9479 




29286 




8L? 






5^5^T — 


— 
^ — 


I^Mi 


















2691 




29114 


59482 


A 


29289 




1212 




29115 


59483 


A 


29290 




2328 




29116 


59484 




29291 




531 




29117 


59485 




29292 


188 


358 




29118 


59486 




29293 


2545 


2713 


LLVVQFFFQHL VPSGTSP L*H 
LCRSLGAVCLY 


29TT9~ 


59487 


— 


29294 





2046 




29120 


59488 


A 


29295 


3 


654 




29121 


59489 


A 


29296 


2 


182 




29122 


59490 


A 


29297 


1 


1215 




29123 


59491 


A 


29298 


141 


266 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29124 


59492 


A 


29299 


669 


887 


VYRSSVYRDSGCLSGGDLRSGN 
ASGHAKRQSDGDLRSRAATGG 
DHSAGDWCGRR VQTSAG * L WR 
KARPWPNR 


29125 


59493 


A 


29300 


2353 


2758 


SQAYHQVLPVCEAAPIPDDNHT 
LAALR*HGVYEKHMDQDCWA 
SFLPEERLFWRPIPAPRSDRVEC 
VDSLPLTAVGKVDKKQLRQWL 
ASRASARAQRRSPLAEARKPQY 
VHQGMDNARTALQKPEQARA 
HTEVHWT 


29126 


59494 


A 


29301 


5 


793 


FLQRFVADLPCGAQVVKFSTFR 

TQCRQTEATLKVLFLHGTFNVV 

TSIGATTQVTNDARTDLRKQLV 

IDILFGIRRQTLLHFLDRHNRHF 

CRCRSRNTFLFQLLRMIRDFND 

FELV/NPLSLDSVLGMQPLREEI 

QQADRDDDKHHQGAGLLELET 

ANRFPQGDADPACADHADDGR 

RADVGFEAIEGVGDQQWHHL 

WQHAVEDLFELVGTGGANAGP 

GSIASTASESSLESTPVVWINSA 

STPARQRTGRGRRRPRTAWRRP 


29127 


59495 


A 


29302 


1 


2457 




29128 


59496 


A 


29303 


1 


292 


















29130 


59498 


A 


29305 


593 


864 


RTSAEPINPAPPVIRIFLISARLC* 
WTLSPLITLN*L* STSITSTSAVA 
SASSSCARVQSPVSFFGNWWM 
LGSTTRVSPLCHWAISSADF 


29131 


59499 


A 


29306 


2 


696 


VPAGRYTGRDLHLHI/ILPFRES 
LPARHRVRRYRPLEAC*TPCTD 
GYHRIFYRLKGESAKDGSVMT 
LRSFLDKDGHPIDVEDINDQAR 
HLVRLMPVLRLRDARFMRRIR 
NGTVPNVPNVEVTARQLDFLA 

DPT CCUOrMMT QFinnTUr^riT CAA>f 
V v<|L<Lc.n Y r atv^vj A\j v,IAK. i K.LIV1 

RRRASNEQRSWRYLDIINRMID 
RPGGRSYRVILLGLFATLLQAK 
GTLRLDKDARPLLLIE 




I^?3T 


















29308 


1204 


T?TT 


LRPALYQPARLSDAAVRKTG*F 
AVVSGSEHAESDAG*SGELLEQ 
LSEVLR*PDEIFLWRCRAEREQL 
GL 


29134 


59502 


A 


29309 


236 


645 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29135 


59503 


A 


29310 


1 


776 


MELAALRSENPQPDEKPLGETL 

KDLFSRPVLPEMTDVHLPLNLN 

lEEFMGEQLHVTGDTDlYREHH 

AAEMSNIDGNTKLDALDIDSSQ 

GIVDASGTAHLSDNWPVDITLN 

STLIVEPLKGDKVKLKMGGAL 

REQLEIGVNLSGPVDMDLRAHT 

RLAEAGLSLNVEVNSKQLYC/L 

AHCMSSMPKESGADEKNSDNR 

WCRVYWLGAGALYHQRNERR 

GGSGR* ADLRRKPDVAGTGRA 

KRALCL*ES*YLRSGRTGTR1H 


29136 


59504 


A 


29311 


955 


1095 


HRRHPIPFLIHHRDQPFRHQLRK 
SFP*RPNAKCITRCQQTHS*FFIR 


29137 


59505 


A 


29312 


1029 


1490 


RLPPAVDPTARLRRPASGRRYP 
CIPAFVGTPAVSLLCWPTGADD 
SYCRKSLFRRWRGIRAAGKAAF 
RGWSGL\DRQANPAQVEI]EIRQ 
LA'RKSPQTAHSPARIWRRLRSA 
SSRTYARRCCRFQCSKGPADGF 
PSVGSGKYQRSRRARRPASAG 


29138 


59506 


A 


29313 


22 


443 


RRRHSCNSPTDEGASIiTWTQTL 
SLSDKCRQGTVSGRLSLRKSDC 
TPISHASCSSSSLHGH* VSVAVR 
LRMTDFSRTVGKDVQRFDAGL 
GWTLERLLSAHAAFRVALKAG 
DMAILASRPPTVTPNSMRLLGR 
LYRSGVYGR 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location 
codon for last amino 
of peptide sequence 


f last 
acid 


*=Stop codon, /=posslble nucleotide 
ticletion, \=possihle nucleotide insertion) 


29139 


59507 


A 


29314 


2 


2104 


STLAQQWQAGDSIWSRPAIRVF 

ATYAKWDEKWGYDYTGNADN 

NANFGKAVPADFNGGSFGRGD 

SDEWTFGAQMEIWCSYLLALR 

QCQADIHSAGCICHGVVLVND 

QCLPPVKCWGRCGAKSPFCAIT 

FRVRWTIRKSTKCCANRAYKR 

NITVGRJRRLRRIRQPLPDATLC 

VLSGLQTEHNRRWPNSVCHFSP 

DSTFYNDLSGRMKNVRLMFNG 

IHRDNGFSKRPTDLNYTRKPLV 

LAFQTAWFITVRVEIVGFRGINR 

LSLMLEQNNVLIGENAWGKSS 

LLDALTLLLSPESDLYHFERDD 

FWFPPGDINGREHHLHIILTFRE 

SLPGRHRVRRYRPLEACWTPCT 

DGYHRIFYRLEGESAEDGSVMT 

LRSFLDKDGHPIECRG1*PIKAR 

HL V\RLM P\VL\RLREC PV LMRR 

IRVNGTVPNVPNVEVTARQLDF 

LARGGQARYRLMRRRASNEQR 

SWRYLDIINRMIERPETRYTREI 

GFTSTNIDLIYGLPKQTPESFAF 

TLKRVAELNPDRLSVFNYAHLP 

TIFAAQRKIKDADLPSPQQKLDI 

LQETIAFLTQSGYQFIGMDHFA 

RPDDELAVAQREGVLHRNFQG 

VTTT\r;r*xr>T i r^Kvinvc ATCiViiTrir* 
I 1 1 ^^OIJllJL.i-(JIWvj VoAloJVlivjlJ 

CYAQNQKELKQYYQQVDEQG 
N ALWRG 1 ALTRDDCIRRDVIKS 
LICNFRLDYAPIKKQGDLHFAD 
YFAEDLKLLAPLAKDGLGDVD 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

cndnn for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


29140 


59508 


A 


29315 


1 


2237 


MLTGYRAVSRHKSQRYTADDA 

EEMIGKLTGMPIPLNSLRQWIL 

GLPGDATDYKLDDQYRLSEITY 

SQNGKNWKVVYGGYDTKTQP 

AMPANMELTDGGQRIKLKMD 

NWIRADGYHTLQTLFQFLDYG 

DTISIELRDDGDIRLLTPVEGVE 

HEDNLIVRAARLLMKTAADSG/ 

LSSDGKR/RSSSCARVQSPVSFF 

GNWWMLGQTTRVSPLCHWAIS 

SAISHRRAFAQVINIRFKRQTKA 

GDFQFTGAFIGSRQAISHRRFHL 

IDNPERFVIVHFARGTDKPRLLG 

VLCHDKPRINSNAVTAHARAR 

LKNINARVTIRQANQFPDVNPLI 

GTNQRHFISKSDIHIAEAVFEPSI 

lAADRLNPLVNELIIMPDlEKRL 

DAFVRIAHEELLYLLGILMNPA 

NKDHVLPLILTGPKESADYFRV 

LDEFVVHTLGENARRHYRIIIDD 

AAEVARQMKKSMPLVKENRR 

DTGDA YSFN WSM RI APDLQMP 

FEPSHENMANLKLYPDQPVEVL 

AADLRRAFSGIVAGNVKEVGIR 

AIEEFGPYKINGDKEIMRRMDD 

LLQGFVAQHPGSYNDLLLMEL 

LPHLLVEGMLISAVSAESLPWL 

HLSCVANISKRQLICAVPLPKPP 

KAGLLGKNIMGTGFDFELFVHT 

GAGRYICGBETALINSLEGRRA 

NPRSKPPFPATSGAWGKPTCVN 

NVETLCNVPAILANGVEWYQNI 


29141 


59509 


A 


29316 


1 


2892 




29142 


59510 


A 


29317 


19 


649 




29143 


59511 


A 


29318 


2471 


3036 


KVTWVTCSILPMTLSPSAAFSSL 
FRMKILSLK**KRILR/SSGKPAA 
RQGDMTQYGGSIVQGSAGVRI 
GAPTGVACSVCPGGVTSGHPV 
NPLLGAKVLPGETDIALPGPLPF 
ti QTJTVQCVDTit'TD APA/r:QT nor: 

ILoK.! I Y Ki IVl rAr VOjLOrvj 
OKaL. Y r trlLr rUtUU i ory K. V 1 

VACAPRRGKTG 


29144 


59512 


A 


29319 


1 


1476 




29145 


59513 


A 


29320 


688 


1578 




29146 


59514 


A 


29321 


i 



















MLIVFSL-PSDTLVLSPL*PNFRT 
RPFRPSSVPR**PKKDLKIATSA 
MMEAAYSSVIANVVLVPVMDA 
KWLAR 


29148 


59516 


A 


29323 


3 


260 





3780 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 




Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possibIc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion. \=rossible nucleotide insertion) 










sequence 






29149 


59517 


A 


29324 


1 


1545 




29150 


59518 


A 


29325 


443 


1041 


LSS L KI VKLLRSTANSQVIDFQR 














WLGHDKRATLLLWKLEAAGSP 














LRPLSVQVTTPQEVAETDNHAD 














NSYNAGLFIVNSLYTAEGVMD 














K.H SL WQRY VPL VRH E ALRLQ V 














RLP A S VEL DDLLQ AGG IGLLN A 














VERYDALQGTAFTTYAVQRIR 














GAMLDEL\AAVTGCRAACDAT 














RVKWHRQ*GNWSRNLAAKPR 














KLR*RNV 


29151 


59519 


A 


29326 




^^^^ .. 




29152 


59520 


B 


29327 


1 


747 




29153 


59521 


A 


29328 


275 


729 




29154 


59522 


B 


29329 


1 


2469 




29155 


59523 


A 


29330 


1 


969 




29156 


59524 


A 


29331 


148 


"^'^ 




29157 


59525 


^ 


29332 


56 


170 


VHA*GSLFFPELSMHQDLSQGH 














EVQLPPVNRSLKPNQK 


29158 


59526 


A 


29333 


' 


3246 




29159 


59527 


A 


29334 


482 


765 




29160 


59528 


B 


29335 


1 


1713 




29161 


59529 


A 


29336 


123 


287 


GDCSGCVEKQERCCNRNTT**A 














S APGN/ARWNS YVG * KHH\SCQ 














WGDYRRQCFRGE 


29162 


59530 


A 


29337 


1 


3189 




29163 


59531 


A 


29338 


1 


1344 




29164 


59532 


B 


29339 


1 


1233 




29165 


59533 


A 


29340 


1 


1572 




29166 


59534 


A 


29341 


1 


3591 




29167 


59535 


A 


29342 


1 


843 


MNYSHDNWSAILAHIGKPEELD 














TSARNAGALTRRREIRDAATLL 














RLGLAYGPGGMSLREVTAWAQ 














LHDVATLSDVALLKRLRNAAD 














WFGILAAQTLAVRAAVTGCTS 














GKRLRLVDGTAISAP/GGGSAE 














WRLHMGYDPHTFVTDFELTDSR 














DAERLDRFAQTADEIRIADRGF 














GSRPECIRSLAFGEADYIVRVH 














WRGLRWLTAEGMRFDMMGFL 














RGLDCEVPDPKRRTNSLWRITK 














MVIWSLQVAIRGTVSLTAYKTQ 














LKNARHRLNEAPRRRILQMVQ 














PLS 


29168 


59536 


A 


29343 


2 


3203 




29169 


59537 


A 


29344 


227 


634 


IKTLPLSPDKLTRISKSIYRKQR 














AALFTHSFTTWVLAILEHRRFF 














AK*TRSISKAHVISCVAGHTLA 














AAPQPHYFTRETYSPERVSTLM 














TSPICTNSGTLTTAPVDRVAGLP 














PVPAVSPFRPGSVSTISSSTKFG 



3781 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possible nucleotide insertion) 


29170 


59538 


A 


29345 


1 


1425 
















IQTMQAACSPYQTGLSGHCW* 
W*GSRRPLEPPFH 


29172 


59540 


A 


29347 


1 


1203 




29173 


59541 


A 


29348 


918 


1021 


IQTMQAACSPYQTGLSGHCW* 
W*GSRRPLEPPFH 


29174 


59542 


A 


29349 


656 


1629 


GIINVRXNRHTGSPGHRGKPGT 

REDEHGV/ELRDRRLNFEWWK 

PE YG INL YQDY YKQDGFVEl PD 

QNNPSLGDMVIMQIGQNVPVW 

NHAGIYLGDNQILHHAFGSQT 

MNDVKLIKLSGSLGRRFGVFHR 

FAVDSYPEAIRALSSQVDGFKE 

YMQSEIGSRSKFAIFVDGVNVG 

HHEEEKFKCAKEIRJVPIPTGSK 

TGGLFQVVLGAAIMVAAFYTG 

GASLALMGTMSSSLFMMGGA 

MVLGGVMQMISPQPGWRNFEV 

QSSKNKPSYAFGGAVNTTGGGI 

PSPGPVWISRRRWRNFLSRFLC 

RGYELKLTRLARVFFRLYNEST 


29175 


59543 




29j50 




8043 






59544 




29j5J 


i 


876 




29177 


59545 


— 


29j52 


2020 


2224 


C VE S RCCH ATRCG SK * Y SG P\PE 
DTDLKTEAAGAGVACDAAEAP 
DEAPPAKLHVLPPIIPEIVLKITI 


29178 


59546 




29353 




2346 


















29180 


59548 


A 


29355 


284 


520 




29181 


59549 


A 


29356 


2 


304 




29182 


59550 


A 


29357 


79 


177 




29183 


59551 


A 


29358 


236 


373 
















RRLAIFHDQVGGKRRLCQLKAF 
MQSIAVALNHDRHHWH\GNRE 
NKVNCQLICVDIIINTAQPITSES 
/DQRQH/TLLRRQTRRDRRHWS 
HEP 


29185 


59553 


A 


29360 


2 


388 


YTVSFLLVITQLGFCSVYFMFM 

ADNLQQMVEKA/TRDLQHLPA 

t^ U IJ Li A LI r n r U li o r ij ti A IJ N r A 

LPDPVGVYPEPQGAVRLLDIGQ 
HHHPWEHGSDL*VYHGGDSIS 
QQPTLDGKLEDLLAVLWYSHL 


29186 


59554 


A 


29361 


467 


3014 




29187 


59555 


A 


29362 


1 


1174 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO; 

in IISSN 
09/540,217 


Nucleotide 
location of first 

codon for peptide 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unl(nown, 

*=Stop codon, /-possible nucleotide 
deletion. \=possihle nucleotide insertion) 


29188 


59556 


A 


29363 




986 


MKVTFEQLKAAFNRVLISRGV 
DSETADACAEMFARTTESGVY 
SHGVNRFPRFIQQLENGDIIPDA 
QPKRITSLGAIEQWDAQRSIGN 
LTAKKMMDRAIELAADHGIGL 
VALRNANHWMRGGSNGWQA 
AEKGYIGICWTNSIAVMPPWVP 
KECRIGTNPLIVAIRSTPITMVD 
MSMIKHTLPQRAAGTDRKLAM 
SREAQLLERHGYAFNELDLGK 
REP V TE E E KJLF V A VC RG ERE? V 
TEAERV WSKYMTR] K.RPKRFH 
TLSGGKPQPGKKIVIRPLPGLPV 
IRDLVVDMGQFYAQYEKIKP/V 
PVE*WTKSASSRAFTDARAARK 


29189 


59557 




29j64 


99 


375 


THQPARRFPAYHYAHPAAAAA 
PGDPLGADLQLCARHYHRQRH 
CVPRHAGYPRSDGLHPQPRGR 
WR1RCSDCLRVP\SDRGDAGDY 
FHL*LADR 


29190 


59558 


A 


29365 


871 


1206 




29191 


59559 


A 


29366 


1784 


1966 


RPLDVSFMSSFTSNSPLTDLVG 
YLTFSAIFLSWRLSLLSDAA*TP 
YPPWGSVHCRRFCSL 


29192 


59560 


A 


29367 


1 


1276 


FHIKLVLTGATWTALPYCHSHV 

GLRASLKPTPPFWGRAPLGTRP 

SQQKTECRLINFPETPIFGNSFK 

YDI EVSNKSPDEEVKLRRHHLA 

RCMKNFKTDIYFVSTFEPSTKS 

VDLLTVETFAGTVCEYADMPK 

EWTTTRGLYDPTHLISASCHKV 

EGLFSFEDRTVATLIRLFIHPVK 

SMRGIGLTHALADVSGLAFDRI 

FM ITEPDGADl AVKTFTGIRLKV 

PCPPDHPAFSITNHQTEVTALV 

VFECDIAVRGSDRLRLSPGPGG 

SNTDWVIFGLLIKENPGSLLAV 

GVNLLGKILLSVVAAVSESGQN 

PI Qvi PVPQFnpprvvinvnvPT 

rLo VLr VlvocOr\^r V VIUVJJ VCL, 

PGLRDIADEVKTGVIAVTPAVIP 
ALWEAEVDVNIAAFRSQKAYIS 
GQVNKSGQQAITN/DATDYSRG 
HQKLPCLQSECFHGIYHRIDVA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


29193 


59561 


A 


29368 


1 


1815 


STLEDPHYYHIAEVSPVVIIISIY 

GATGEKYGFITYRCSEHAALSL 

TKGAALRKRNEPSFQLSYGGLR 

HFCWPRYTDYGYFELQINRLAL 

FSTN VTAETPYMHL A PPVGTQL 

PLPHLSHDNSSKNSGGCLPGAS 

VSCNYREPAVRLALASTLPLLR 

AQSPFFMHKDKDPLFWFLTVPP 

KWFRKGEVILSSRPRKKTEGSW 

FPKTFFG FGKSHVL VKEF YNRK 

HHIAKQQHAVERTARELFCPKG 

LG\YSKPQTQGDYAIAQHF/L*T 

NLPTGCWAKYAVISFMRTD/TV 

DDKH\WPEEHLAKN*LGLLADS 

GMRMKLPWGAPHEEERAKRLA 

EGFAYVEVLPKMSLEGVARVL 

AGAKFVVSVDTGLSHLTAALD 

RPNITVYGPTDPGLIGGAPENG 

DSDSALYRLRKEMEEFHLVVG 

SDIFGKHQHGTETDSTTCPSTLE 

EFETQWFITGGINRILLATDGDF 

NVGIDDPKSIESMVKKQRESGV 

TLSTFGVGNSNYNEAMMVRIA 

DVGNGNYSYIDTLSEAQKVLNS 

EMRQ^4LITVAKDVKAQ^EFNP 

AWVTEYRQIGYEKRQLRVEHF 

NNDNVDAGDIGAGKHITLLFEL 

TLNGQKASIDKLRYAPG 


29194 


59562 


A 


29369 




1993 




29195 


59563 


A 


29370 


1 


1782 




29196 


59564 


A 


29371 


1 


3858 




29197 


59565 


A 


29372 


1 


705 




29198 


59566 


A 


29373 


104 


471 


LWWAGA/SYLCWMGYQMLRG 
ALKKEAVSAPAPQVELPKSGRS 
FLEAIIYFGSVFSLFVGDNVGTT 
ARWGIFALIIVETLAWFTVVAS 
LFALPQMRRGYQRLAKWIDGF 
AGALFAGFGIHLIISR 


29199 


59567 


A 


29374 


50 


620 




29200 


59568 


A 


29375 


194 


767 


LWW/AGGLYLCWMGYQMLRG 
ALKKEAVSAPAPQVELAKSGRS 
FLKGLLTNLANPKAIIYFGSVFS 
LFVGDNVGTTARWGIFALIIVE 
TLAWFTVVASLFALPQMRRGY 
QRLAKWIDGFAGALFAGFGIHL 
IISRLALIVPGLLQKNGGWRRM 

AlloA V lAL VUrlAlAJjt:iAKJl_,riJLi 

DSGQNLSLLNVGSLVS 


29201 


59569 


A 


29376 


1 


1038 




29202 


59570 


A 


29377 


1 


513 




29203 


59571 


A 


29378 


485 


1166 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29204 


59572 


B 


29379 








29205 


59573 


A 


29380 


2 


215 


IFLLLLPPHHLLLLLLLLLLLLLL 
LLLLLLLQ/MIPLEFCRLYRKQG 
CICFWGSLGEILLMAEGEAGAS 


29206 


59574 


A 


29381 


100 


393 


FLLLLLLLLLLLLLLLLLLPLLL 
LFSSSFLLLSSSFFFFL\SSFSFSSF 
SFSSSPSSPSPSPSFFLLSSSFFGV 
ISLDVVTLAWQSARITGVSHRT 


29207 


59575 


A 


29382 


264 


911 


ILGFLRDGNFWRKSQSFFPVHH 

LLICLLRKSSETMQLTDEHLIHD 

HPKRPPITELVVPGLHEHLRSN 

VGDYRCEPPHLTKRNIFCILSEA 

TDITY*LTS1SFPGFCFRLT*LLPL 

TEITGEAVVQIPIKFCPMCFFQS 

CAKIWTRGMQWHLEAWRCQK 

PQSPKGGVTALAQEAPKSGLLE 

GQFMPMPPQYLAVQKKVVWF 

DVSVDESKLVNRVYG 


29208 


59576 


A 


29383 


1 


261 




29209 


59577 


A 


29384 




195 




29210 


59578 


A 


29385 


1 


399 


LERLSAPCISLLLSRSLSSLSLSS 
LLFFFFFFLLLLLLLLLLLLLLLL 
LL/SPPPLLLLLLLLLLLLLLLLL 
LLLLLLLLLLLLLDPPGDTIQGA 
PSRGYHPRDTIQGAPSRGHHPG 
DTIQGVPSRGYHPGGTIQGAP 


29211 


59579 


A 


29386 


15 


159 


SPLHLSLV*VKQLLLLLLLLLLL 
LLLLLLLLLLLLLLLLLLLLLLL 
LLLLLLSSSSFLPS 


29212 


59580 


A 


29387 


17 


429 


SFFFFFFFFFFFFFFFFFFFFFFF/C 
LLLLLLPLLLLLHRKHLICVTLG 
CLRWLGQLCVRLQGSCAWLQT 
LGWVHTYACVCTFFLDQQVAG 
RILLVEDPRSSLLQCCLLLDANP 
LCCRFQKNMHFIRT*R*VHCSGI 
TSIQFNLEP 


29213 


59581 


A 


29388 




282 


RELLRGGNVYIGP*SILSFFLLLL 

LLLLLLLLLLLLLLLLLLLLLLL 
LLLLVN*GVCCTLLSGPEISCRS 
DFAQGPTPLQGAPQTALGNLAS 
















29215 


59583 


A 


29390 


296 


421 




29216 


59584 


A 


29391 




210 




29217 


59585 


A 


29392 


1 


252 




29218 


59586 


A 


29393 


1 


1731 
















MT nXA ATT PPT PFFPPPPPPPP'CP 

FFFFFFFFFFFFFFFFFFFLFLFLF 
LA'PLLLLLLLLLLLLSSSSCSSP 
PPSSSSLEKJLYLSl 


29220 


59588 


A 


29395 


3 


2368 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibie nucleotide insertion) 


29221 


59589 


A 


29396 


1 


318 


MEKKSPAYFCCRDMQVIHSDA 

ALQRLLTRFNDPEGWSNLAKN 

QYLSTSMKQKIWQRALSHRKN 

NPKADSDAYETSADMILSELIS 

HGEVDDQMLLNATALIRSDDW 

DFLESALISWDNLPAVVLKELQ 

QNTPRNDIWAKFFLRQENSSRA 

QVDEALRVYYALDPDALAQLD 

VLAKRPYKTAAFRGEKTHRVP 

RRSVRQNIIDQADRLHGAQRLV 

INTNRTRVVDQLIEFLHHQHVN 

AHLAEIVRHHQPNRAGTSDRHL 

NAMVNSRLDVRNNEQTEYKTV 

RGLTRGLMLLNMLNKLDSTSP 

CRMLVCCVPRAPPNPGGLNPR 

AHSLNRSP*NPLKLLSPTGPFEG 

MRPLGTHFWGGIGHGQGPEWG 

PQFGLGMNLLVKSLGHWATW 

VLARAKILRFELGASMMVAST 


29222 


59590 


A 


29397 


2 


4002 


WQE*VHY1WGVMHGDLGISMK 

SRIPVWEEFVPRFQATLELGVC 

AMIFATAVGIPVGVLAAVKRGS 

IFDHTAVGLALTGYSMPIFWW 

GMMLIMLVSVHWTMLTPVSGRV 

SDMVFLDDSNPVTGFMLIDTAI 

WGE/DHGTFMGAAPIRILPAYG 

LGTl PVAGFGRMTRSSMLEVLG 

EDYIRTARAKGLTRMRVIIVHA 

LRNAMLPVVTVIGLQVGTLLA 

GAILTETIFSWPGLGRWLIDALQ 

RRDYPVVQGGVLLVAT 


29223 


59591 


A 


29398 


187 


1710 




29224 


59592 


A 


29399 


1 


791 




29225 


59593 


^ 


29400 


j53 


646 


r T WIN W Vrr iiN W^^iNrlvLIYlOv^lv 

*U A D\X/T TJI DQI T D AX^4i A XI T +0 
MAK Wl_»riLKaLLrAIVl A 1 L.L*K 

VSKP*VICAKKKTRLI1WSTSKFL 
SCMMLKFT 


29226 


59594 


A 


29401 


406 


1023 




29227 


59595 


A 


29402 


1 


1129 




29228 


59596 


A 


29403 


1759 


2100 


FAGIGRSPGEALVLLLIEKMRES 

UUlrlbrlMU Wl_.rlLrUMIvAur at, 
c.V<»i^Al W k^KAtrLr OUcr W W V K. 
UorO Y r ALM V KAKr JN JNL.- V 1 V r K 

R* AQQRHRYTD VV VEIACRI KR 
VAALA 


29229 


59597 


A 


29404 


86 


426 




29230 


59598 


A 


29405 


657 


3595 




29231 


59599 


A 


29406 


1973 


2582 
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SEQ ID 
NO: 


c 

ifl 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


29232 


59600 


A 


29407 


1 


1483 


MFVLADFGHTRRTNRSLGHNIL 
PARIAPDAINKWLSGFFSREVQ 
LRWVGPQMTRRVKRHNTVPLS 
FADGYPYLLANEASLRDLQQR 
CPASVKMEQFRPNLVVSGASA 
WEEDRWKVIRIGDVVFDVVKP 
CSRCIFTTVSPEKGQKHPAGEPL 
KTLQSFRTAQDNGGGEGEARA 
ANTGATHRGRHRSPSAVRYRD 
RLNMYVLRRMDLLYRVKTLW 
AALRGNHYTWPAIDITLPGNRH 
FHLIGSIHMGSHDMAPLPTRLL 
KKLKNADALIVEADVSTSDTPF 
ANLPACEALEERISEEQLQNLQ 
HISQEMGISPSLFSTQPLWQIAM 
VLQATQAQKLGLRAEYGIDYQ 
LLQAAKQQHKPVIELEGAENQI 
AMLLQLPDKGLALLDDTLTHW 
HTNARLLQQM\RAGGWSVKEG 
REKEYFQSPRG WGRSLMPSLG I 
1 1 [?PP* RKPKNTENRRCISASVTS 
EKEAPETINQYKAAVRRPFLFL 
ATALAQSEVRVCIAWTN 


29233 


59601 


A 


29408 








29234 


59602 


A 


29409 


1 


1818 




29235 


59603 


A 


29410 


441 


583 


GVYRFPWRFSSAGYGRSGLLV 
QVEPRLDA*HPGLHEARPGLSS 
VSSR 


29236 


59604 




2941 1 


835 


1143 


RQLPVSLYVRAVAFENGCFGSC 
SVGG*GPPAARLGEEQVRGGSS 

Our'lTD A DDDT UCrt IITTTTIII 

LLLLLLLLLLLLFHLSSSSSFSST 

SSSSSCSRSFM 


292j7 


59605 




29412 




1487 




292j8 


59606 




2941 J 


149 


5j4 




29239 


59607 




29414 


1002 


1145 


O V I Krr WKrooAO i OKoOLL V 

QVEPRLDA*HPGLHEARPGLSS 
VSSR 


^^^'^^ 


59608 




29415 









29241 


59609 


— 


29416 





— 




29242 


59610 




29417 


329 


405 




^^^''^ 


59611 




29418 


48 







'^^^'''^ 


59612 


— 


29419 









^^^^^ 


59613 


— 


^^1H2 




i 


g^Z 






59614 


J— 










29247 


59615 


A 


29422 


409 


543 






59616 












29249 


59617 


A 


29424 


2 


664 




29250 


59618 


A 


29425 


3 


202 




29251 


59619 


A 


29426 


222 


296 


RSPRD*LPFKFSDPSLQSLKRGH 
S 



3787 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 


SFQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 

===^ 


of peptide sequence 


deletion, \=possible nucleotide insertion) 












— 




— 

29253 




59621 


— 




29428 





184 


MSENMRCLVFCPCDTLLRMMV 














SSFIHVPPKDMMSIFSICLSAASI 














SSL*ASVCSYPSLNF 


29254 


59622 






667 


834 




29255 






29430 _ 




738 




29256 


59624 




294j1 


39 


230 


QMAQHLPHLVFGSHSGSLWEL 














LSH*VYLLILSLPPPHTPQQAPV 














WDVPLPVSKCSHCSIPTYK 


29257 


59625 


A 


29432 


985 


1205 


IPGSRGKNWVVTGTGQGCHRG 














PAESDGPAG\GARHWEQPPA*Y 














LVLFLCSQRRWPGRQQRGQSG 














RSWPSVRAAP 


29258 


59626 




29433 


339 


592 


PLQAWGPSLCS*A1GTPSRKPSP 














STAHVKHRRLCIPTRRGFSSDN 














WDPVSSPTCNDARQLHAQVDL 














EIPVRTCSVWFFVLVIVC 


29259 


59627 




29434 


633 


894 


FAENDGFQLHPCPFFQGS*LLCI 














GL AH APLAQRSLLLSTF* CLLLS 














IHQTHSPSSFCPLLARSCDPLEE 














KRHSGFRNFQPFCSGFSS 


29260 


59628 


A 


29435 


517 


603 




29261 


59629 


C 


29436 




1 188 




29262 


59630 


A 


29437 








29263 


59631 




294 J 8 


1064 


1330 


MCGIISEGSVLFHWSISLFWYQ 














YHAVLVTVVL*YSLKSGSVMPP 














ALFFWLRIDSAMRALFWFHMN 














F K V VFSNS VKKVIG SLMGMAL 


29264 


59632 




29439 


' - - 


1308 




29265 


59633 




29440 


162 


377 


Y SHCSI YTRKIQFLCCPSIKTHL 














/"TMI nrO*'rCI?T*\7XTTTCTVI CACT T 

U 1 Nl^ 1 S) irr 1' vrNllol YLcAaLr 














FSFLDLGRADKGSSLTGVRSIIT 


29266 


59634 




29441 




480 




29267 


596_i_-i 




29442 


7^,1 


8^0 




29268 


59636 




2944j 


5jI 


843 




•^^^^^ 


596j7 




29444 


ii 


6_9 




29270 


596j8 




29445 


i 


2433 




29271 


59639 


A 


29446 


1247 


2420 




29272 


59640 


A 


29447 


29 


94 




29273 


59641 


A 


29448 


1637 


1830 




29274 


59642 


^ 


29449 


3769 


4263 


RGGRRSSTSGKGTAGCPQSPCF 














UKUa 1 LKJs. I AAsrOlsrrCrlsJCa 














CSPLESIWMSNGLCRSCPPSEDS 




























RRCPSLG SDAGTELETQRPG AG 














TGPGPTVAPATFLQSRRLMVGA 














GTPTLGVRTPGFGLQLGFFYWL 














EDVERDTS 


29275 


59643 


A 


29450 


492 


585 




29276 


59644 


A 


29451 


2909 


3174 




29277 


59645 


A 


29452 


1 


1617 





3788 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unlinovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




0')«40,217 


cndnn for peptide 
sequence 


of peptide sequence 


deletion, \=possihle nucleotide insertion) 


29278 


59646 


A 


29453 


1 


599 




29279 


59647 




29454 




504 


MWNCLTNKLLFQESLQKTATR 














LSAFSWEEAKVQLSWVVLNLA 














TSAMLPKFYPNEIKVTYLRCTG 














DEVGATSVLAPKISPLGLSSA/K 














ALK.EPPRARK!CQKTIKHSG\NIT 














FDEIVNVAQHMWHRSLARELS 














GIIKEILGTPQSVGCNVDGCHPH 














DIIDDINGGAVECPAN 


29280 


59648 




29455 




1269 




29281 


59649 




29456 


434 


655 


PFSSPASSSGR*KTTSFPAKLFN 














ACRISLLASAEVNPNISAYLAT 














WISQIPSCSCRVPSDFLIWSTNR 














YSIRF 


29282 


59650 


A 


29457 




801 




29283 


59651 


A 


29458 


2 


722 


GRVGGGGQGANYLRVVPESGV 














YSTPSRLPPLPPKVRPPTRFKSV 














YLEVAPKGE\VGA\TSALGPQRI 














G P\LGP VS ICKKLG\DDI SKA\TG\ 














DWKGP*G1TVKLT\1QNRQAQD 














*GGCLSASALIIKALK\EPPRDR 














KKQKNIKHSGNITFDEIVNIVAR 














QM\RHRSL\ARETLWNHLKRSL 














GTAQSVGCNVDGRHPHDIIDDI 














NSGAVECPAVSDIFIVTVGVKG 














GPPSVFTEISWEVLEMVTGGVG 


29284 


59652 


A 


29459 


I 


330 




29285 


59653 


A 


29460 


140 


214 




29286 


59654 


C 


29461 


181 


381 




29287 


^^^^^ .... 




29462 


427 


957 




29288 


59656 




29463 




241 


\l/r D A CD A DCr^CI>i:7T'l^'^C\l>DDD'D 

WLKAtKArliUarE.1 Is.UbNrr'rrr 














KL>VLnL.5>A\oorvjbK.rrE,UL 11,^ 














RGSPSADSPRRGKHGGKTTHLV 














SWI ,SQQK IPM A R 


29289 


59657 


A 


29464 




47j 




29290 


59658 




29465 




771 




29291 


59659 




29466 




1017 




29292 


59660 




29467 




2568 




29293 


59661 




29468 


1680 


1899 
















SQ*PQQRYECRDNQQPLDQLA'/ 














EQFIQTLEKAITQHRQQLNQWT 














QKVDIARRR 


29294 


59662 


A 


29469 


1343 


1714 




29295 


59663 


A 


29470 


321 


2645 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29296 


59664 


A 


29471 


611 


1215 


RWCVWSLFLQMIVEMCPEFLPS 

GGFVVSLTSGVKLQTFTVNVTA 

HKGSVDPKRVKLKTLAVSVTA 

LKAACLELFLLPGGFVVFAGFR 

SEAADLCAEGASSGLGQPREGL 

PRCSGGLKGSSSAARMGAEAK 

GAPRASQGCEGRHHAVTSHRS 

DMGEEEGESQRYLSCPQPSCPl 

NLLQEDASKVIVFAESGINPDSV 

LDLIMLH 


29297 


59665 


A 


29472 


335 


453 


KYIWNVNLQHSVSMLL*FITS*L 
SGMDSLFPAAHCV 


29298 


59666 


A 


29473 


1 


1041 




29299 


59667 


A 


29474 




874 


TEGQKNLIVEVTSNDAVRFYP 

WTIDNKYYSADINLCVVPNKFL 

VTAEIAESVQAFVVYFDSTQKS 

GLDSVSSWLPLAKAWLPEVMI 

LVCDRVSEDGINRQKAQEWCl 

KHGFELVELSPEELPEEDDDFPE 

STGVKRIVQALNANVWSNVVM 

KNDRNQGFSLLNSLTGTMHSIG 

SADPCHPEQPHLPAADSTRSLS 

DHRGGASNTTDAQVDSIVDPM 

LDLDIQELAS LTTG G G D V EN F E 

RLF\SKLKEMRDKAATLPHEQR 

KVHAEKVAKAFWMAIGGDRD 

EIEGLSSDEEH 


29300 


59668 


A 










29301 


59669 


A 


29476 


1 


1023 




29302 


59670 


A 


29477 




616 




29303 


59671 


A 


29478 




972 




29304 


59672 


A 


29479 


1 


339 




29305 


59673 


A 


29480 


3 


441 


pltctsraaaamhkyeklekig 
egtygtvfkaknretheivalk: 

RVRLDDDDEGVPSSALREICLL 
KELKHKNIVRCAGGGCSLPVW 
plggggg* h wtsvrrtclaepf 
FCPRLHDVLHSDKKLTLVFEFC 
DQVKGGVWRTVALGR 


29306 


59674 


A 


29481 


1 


843 




29307 


59675 


A 


29482 


1 


873 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, X^possible nucleotide insertion) 


29308 


59676 


A 


29483 


13 


945 


NRGPAGVPAAAAMQKYEKLE 

KIGEGTYGTVFKAKNRETHEIV 

ALKRVRLDDDDEGVP\SSALRE1 

CLLKELKHKNIVRLHDVLHSDK 

KLTLVFEFCDQDLKKYFDSCNG 

DLDPEI\VKSFLFQLLKGLG\FCH 

SRNVLHRDLEAPATWLINREW 

GSWKLG\DFGPGVRAFWGFPV\ 

RCYSAEV/VSHLW\YRSPDV\LF 

GAKLYSTSIDMWSAGCIFAELA 

NAGRPLFPGNDVDDQLKRIFRL 

LGTPTEEQRPSMTKLPDYKPYP 

MYPATTSLVNVVPKLNATGRD 

LLQNLLKCNPVQRISAEEALQH 

PYFSDFCPP 




59677 




29484 


92 




SFELFA DK VPKTA/WLDGKH V V 
FGKVKEGMNIVEAMERFGSRN 
GKTSKKITIADCGQLE 


29310 


59678 


A 


29485 




1225 




29311 


59679 


A 


29486 




864 




29312 


59680 


A 


29487 


1 


1413 


MVNPVFFDITVDGEPLGRISFEL 
FADKVPKTTENFRALSTGQKGF 
GCKSSCFHRIIPGFMY/QGGDF r 
RHNGTGGKSAHGEKFDDENFIL 
KHTG PGTLSM A 1 AGPNTKG SQL 
FIYTAKSEWLDGKHVVFGKLSR 
GDSLKEPTSIAESSRHPSYRSEP 
SLEPESFRSPTFGKSFHFDPLSSG 
SRSSSLKSAQGTGFELGQLQSIR 
SEGTTSTSYKSLANQTRNGSLS 
YDSLLTPSDSPDFESVQAGPEPD 
PPLGYTSPFLSARLAQQREAER 
HPRLVPTGPTHREPSPVRYDNL 
SRHIVASLQEREKLLRQSPPLPG 
REEEPGLGDSGIQSTPGSGHAPR 
TSSSSDDSKRSPLGKTPLGRPAV 

r l\.rLil^lJljL.t\.VjKvi VOarC.rOr 1 

APYLGRSMSYSSQKAQPGVSET 
EEVALQPLLTPKDEVQLKTTYS 
KSNGQPKSLGSASPGPGQPPLSS 
PTRGGVKKVSGVGGTTYEISV 


29313 


59681 


A 


29488 


1 


3126 




29314 


59682 


B 


29489 


46 


114 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29315 


59683 


A 


29490 


1 


704 


AALLALGPRNPWTLWTPLTPN 
YPDRQPWTDKHPDLLTCGRCL 
QTFPLEAITAFMDHKKLGCQLF 

RGPSRGQGSEREELKALSCLRC 
GKQFTVAWKLLRHAQWDHGL 
SIYQTEVQRPRRPRSWAWPRWL 
QPCRQWWGQQLRPRAPV/HSG 
SGLTRRSPTCPVCKKTLSSFSNL 
KVHMRSHTGERPYACDQCPYA 
CAQSSKLNRHKKTHRQVPPQSP 
LMADTSQEQASAAPPEPAVHA 
















29317 


59685 


A 


29492 


1 


453 




29318 


59686 


A 


29493 


2 


128 




29319 


59687 


A 


29494 


1 


543 




29320 


59688 


A 


29495 


39 


1092 
















PPRQAKMQNLAAPGSHSQSPW/ 
TLRPKAL*LTPSQ1FSA*RLKTD 
TARSPRKPPSFQGPVSLASITVV 
GIDGQASKPLKTPQLWCQLRQ 
YSFK 














VSDHAGTPALVLHP*RQVPLF* 

GRGKYPSTPSPSPLAELATSAR 

NLTTRPRNACSPGFLPSRVPSVR 

DPTGNRTVQLTWQPLPEPLEL 

WPKAL 


29323 


59691 


A 


29498 


1 


542 


MRAPPICSGQLQHCRPSRGALRS 

GDLPWEINPLSSCSLLHEKDPP 

MTSGPQTNQPKEHLTNFKSGV 

RP/LQGRLPWSFTLSGKSRFSGE 

GASTPTPYIS/GAPIPYFRTPTSY 

LCAPIPYVRTPTSYLCALTPFPL 

FWRHIRTSKRLN/LQQPGIPPEPP 

PPG/CLLQVPF,I+ PPGOGMPA AQ 
















29325 


59693 


A 


29500 


596 


833 


LLLDLPAED*CCLIASEAP*TITD 
AEL*VTLTVEGKSVPFLINTEAT 
HSTLPSFQGPVSLASITVVGIDG 
QASKPLKNE 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 

*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


29326 


59694 


A 


29501 


1006 


1118 


RSKYPNLVSLCPSPLFPRPDLLS 
LWPNPLFLHPNLLYLCAPIPYFH 
APTSYLCTPTPYFHDPTPFPLFW 

KELATCAGNLATGTRNAGSPG 

FLLSRVPSVWDPTENRTVQLT 

WQPLPEPLELWPKA/HLTDSFP 

DLLGLAA\ED*HCTIASEAP*TI\ 

TDAELWVTLMVEGKPFPFLINT 

EATHSTLPFFQ\GPVSLAS1T\VV 

GI DG\QA\SKPLKTPQ\L WCQH * 

TIRRFKHSFLV1P\TCQVPLLG\E 

DTLTKLSASLTIPGLQLYLIAAL 

LPNPKPPLRPPLVSPDLNPQV*D 

IGVEWGKGD 


29327 


59695 


A 


29502 


6958 


7935 




29328 


59696 


A 


29503 


1 


486 




29329 


59697 


A 


29504 


1 


492 




29330 


59698 


A 


29505 


2 


502 


RRAHACARRRRKKEMLGVNVL 
TSHSSQERMKLTFKKKAVNFA 
DAAAAQGPLLPAMVNPTMFFH 
lAVDGEPLGCVSFEVRGLESKK 
♦LL1*SIKLC*QIG\LFADKVPKT 
AENFHALSTGEKGFGYKGSCFH 
RIIPGFMCQGGDFTRHNGTGGK 
TSKXITIADCGQLE 


29331 


59699 


A 


29506 


2 


727 


NRVLLAMVNPTVFFDIAVDGEP 
LGRVSFEVRGLDTKK*LLI*SIK 
LC*QIG\LFAD1CV\PKPAENFR/A 
L*S1EEKGFGL*GVPCFHR\IIPGF 
YVSRGGDFTPP*MAPGGQVHL 
MGKKFER*RTSSLKHTG\PGHL 
VPWANAWTQTQMGSQFFICTA 
\K'nEWLDGK\HVVVLAKVKER 
HEILWEAM\ERFWVPGNGKT\S 
KKIISIADCGQLLISFDLCFYLNH 
QDHSLLCSPLRESTPLPHLLAGS 


29332 


59700 


A 


29507 


1 


380 


LCCSPCRRRLLGREEAGEEPTSP 

V lv^YLyrivorlllll^lvJYlrACAN.L, 

ACTPSLIRAGSRVAYRPISASVL 
SRPEASRTG/EGAATVGVAGSG 
AGIGTVFGSLIIGYARNPSLKQQ 

LFSYAILGFALSEAMG 


2933j> 


59701 




29508 


76 


385 


EEPTSPVTQYLQPRSPEECKML 
ACAKLACTPSLIRAGSRVAYTP 
TSASVLSRPEASRTGEGSTAFN 
GAQNGALHLMQRELHTSAIRRD 

iJJ 1 WUlvrHjUoAA 1 tS 


29334 


59702 


A 


29509 


2 


230 




29335 


59703 


A 


29510 


242 


427 


SAPDLTCNSKTWKNGRIICFHP 
ASLVSLY*QPQLASWTMKKQD 
ENTQEGKSWDSFSRDVIHI 



3793 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of liist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possibIe nucleotide insertion) 


29336 


59704 


A 


29511 


] 


1497 




29337 


59705 


A 


29512 


199 


766 


EEPTSSCHPNISSRAVPEECKMF 
ACAKLAMRPPSLIRAGSRV\AY 
RP1S\ASVVISTQRLSRTG\EGST 
G1*MGPQNGVS\QLIPKGSFQTS 
CNQAGGHLITGCQIYLGAGCLQ 
Q*GVGWFLVAGIGNSLLGKPYP 
LGYGQKTLSPESQQLVPP*CYP 
GDFALALKLKAMGL\FC\LMVA 
FLILFADVTEITA 


29338 


59706 


A 


29513 


427 


840 




29339 


59707 


A 


29514 


1 


477 




29340 


59708 


A 


29515 


45 


344 


PKGTV1DLEKRRQ*DGTLLC\RR 
CGS*GLPTFKKSTCGKCGYPAK 
RKRKYNWSAKAKRR\NTFGTG 
RMRHLKIVYRRFRHGFREGTTP 
KPKRAAVAASSSS 


29341 


59709 


A 


29516 


1 


668 




29342 


59710 


A 


29517 


649 


992 




29343 


5971 1 


A 


29518 


1 


2994 




29344 


59712 


A 


29519 


3 


486 




29345 


59713 


A 


29520 


2 


898 


NSRVDDFVCPRSRRSKRDLIEFS 
CRIILFPLPSLPPRISFHPSPTLAR 
VRIGGAVRRPHQSHSISSSSFGA 
EPSAPGGGG\SPGSLPRPWGPKS 
CSSSLCGARS*FFWRDVKN\TGL 
VFG\TTLIMLLSLGSFSVSSVVV 
S\YLILGFSSSVHHQLSGI*QSSVI 
PSCNRKFRKKGHPFQKPNWNV 
DITLSSKSFSINNMNAAMVHIN 
RALKLIIRLFLVEDLVDSLKLAV 
FMWLMTYVGAVFNGITLLILAE 
LLIFSVPIVYEKYKTQIDHYVGI 
ARDQTKSIVEKIQAKLPGIAKK 
KAE 


29346 


59714 


A 


29521 


24 


93 




29347 


59715 


A 


29522 


2146 


2313 


VSSIFFMSM KLGFFFTQVANIIS 
VAWNLVFCIRFLENTVGIVTI*R 

RCPIPFSWAF 


29348 


59716 


A 


29523 


1 


4368 


MLFSYLEKYFYVADELSHCVEP 
EPSQVPGGSSRDRQQGKPPPLP 
ALKAKTSSRSGPYATEIKKSTD 
DSIFKVLDWFNRSSYSDDNK/Ll 
PPTSPRNRVQRKNR\PKSQVAV 
DLVTDDTTLRENGSKTLSPSKIE 
LKPVRSDSPFQAEGDMLVSESC 
QDNNVNIKSKFMNLSQKGTPK 
EGPGILQPFESYGTPSQGSKNM 
DYSQDSKSPGKGNGASPSNSNY 
SYSVLKESDAENQVPCNTNNIG 
NLGEEEPKFHAH 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 

sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29349 


59717 


A 


29524 


33 


3339 


TDQAKVDNQPEKLVRSAEDVS 

TVPTQPDNPFSHPDKLKRMSKS 

VPAFLQDESDDRETDTASESSY 

QLSRHKKSPSSLTNLSSSSGMTS 

LSSVSGSVMSVYSGDFGNLEVK 

GNIQFAIEYVESLKELHVFGAP 

VEGLNSSGWKKTG VIPY* KG\Y 

LLPNKGQMGKKK.TLVVKKTLN 

P V YNEI LRYKIEKQI L* TQKLN L 

SIWHRDTFKRNSFLGEVELDLE 

TWDWDNKQNKQLRWYPLKRK 

AKALQRFQLKAMGNS 


.?^^^.9..,_ 


59718 




29525 


946 


1183 




29351 


59719 




29526 


2048 


3359 




29352 


59720 












29353 


59721 


A 


29528 


1 


1495 




29354 


59722 


A 


29529 


1 


2769 




29355 


59723 


A 


29530 


450 


3061 




29356 


59724 


A 


29531 


421 


1464 




29357 


59725 


A 


29532 


238 


930 


RLSLVSSHCGTILSSEVVCAPPT 
AY 1 DFARQKLDPKI A V AAQNCY 
K VTN VAFTG EISPGMl K.DCG/AT 
WVVLGHSERRHVFGESDELIGQ 
KVAHALAEGLRE*FAC1G\EKL 
DER\EAGIII*GRLFFEQTKVIAD 
NVKD\WSKVVL\AYEPLLA1GT 
CKTSTPQQAQEVHEKL\RGWLK 

olN VoUA V 1 Kll YUOVo V 1 UA 

TCKELASQP\DVDGF\LVGGASL 
KPEFV\DI\INAKQ 


29358 


59726 


^ 


... 


' 


929 


















29360 


59728 


A 


29535 




202 




29361 


59729 


A 


29536 


1 


1046 




29362 


59730 


A 


29537 


1 


1320 




29363 


59731 


A 


29538 


1 


1052 
















!NKl,^L,\JIN or KCrLCIH^ V OKAMA 

FLLCSDFMPCEAVCSSUYSFIPV 
WQPSVIYAKYWTYEHAQW 


29365 


59733 


A 


29540 


3 


130 


RPEPEGRGC*GILGGGGGAGPS 
GHYALQEAQETSQSGRESQA 


29366 


59734 


A 


29541 


1364 


1916 




29367 


59735 


A 


29543 


1 


451 


ALPAPRRKVGLNLAPVTEPRDQ 

PWAMIIDVFS\RYSGS\EGSTSDP 

*PKGE\LKVLMDKELPRLSLQS 

GKDKDAVDKLVLKDPGRPMGD 

AQGGTFSEVHPCSVAAIT\SA\C 

HKYF\EKAG LKLMP WEMFTDF 

LGQSIGSQGFPKMFCLGIYFP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

corinn for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknnvvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29368 


59736 




29544 


175 


355 


FSQQLLGQAD**SFLL\GCSRLL 
TAVSRPKRPGEAGITPRVRCLLS 
NMKDILVASKFWQL 


29369 


59737 




29545 


482 


112^ 




^^^^^ 


59738 


— 


29546 


— 


818 




^^^^^ 







ipiz — 


^ 


n2 


















29373 


59741 


A 


29549 


1 


1278 




29374 


59742 


A 


29550 


2 


152 




29375 


59743 


A 


29551 


2 


187 




29376 


59744 


A 


29553 


1 


915 




29377 


59745 


A 


29554 


62 


430 


RQQDELALIAETLKCVDH*LSL 
DVLPRGCA*HRELCIHDLLKGN 
PLRRNILAG*TQERMQLQVESQ 
S I PEEILG LQPQLGPMG GL WNV 
RFLLIPTVLWGFHCSQERAFPR 
KLQVKSFPVAQG 


29378 


59746 


A 


29555 


149 


381 




29379 


59747 


A 


29556 


1 


656 




29380 


59748 


B 


29557 


146 


1320 




29381 


59749 


A 


29558 


629 


1417 


WCASHWGSGHAARHA*ASHPL 
HGLLCSPSLPEEHHPLLHGAQS 
HRPPKG*GM*AHGTGLAGSSTC 
SPAQGL*IHQSAPCV*LKVCECT 
NRHSVSSCSDEDVCICSLCLGQ* 
GP/ECr*CRIFLGPFNRLIEGAPH 
L/CRSAMLNPLQEGAREQASAR 
SGWLLRLLTQEQLLCRACIQTR 
RDREGKTRHRKGTPEIGKGRAF 
WKKSLKIILILFNCLRYWNAYM 
EIWVPALTGIPPNVTVNYATSSS 
KDSRTDGRVDLLMAVTDGM 


29382 












ISQARRAAPWGPVQPEPSR*APP 
PASGHPVPSTTQRLRSAGARRG 
TGGQLHLQPRCGDPLGETSWA 
PESRRSAASLLKPARPRAHWEE 
QTTPDALL 


29383 


59751 


A 


29560 


88 


564 


SCLPVLRRALAFLSPWVVDGTG 
RRGAAGGGRWGGSGRTGAHG 
VGGRLRHGGLQVPSPALQEGS* 

Oo V KINKAl^\rOUl_/ALLUUr V rir 

LQPLARVLSPSLPG/DQQGWPA 
APSVGPTKPTPTRNSSWPPSAA 
HSPGSCSCLSLHTSLESCRCPSIN 
TSLHKHA 














RYKDSPRPHQTQEPSWLHLVDP 
APRLQVELPASPALCARIPQPLG 
G\HGTGRRGQGAALVGEARAG 
LPSLPSFFFSFLLSFLSFFLPSFPL 
FFSLFFPFCPVNCGEQCPIGKM 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29385 


59753 


A 


29562 


327 


890 


VMRJQVLLYYLRFADQGTGFH 
LVLCLRHTAGVQ* SWDS* SGLT 
PELV/HLDGSHV/LAASPRGSPG/ 
SPK*MGADQRSSESSPGPQPGG 
PRAEGPHHIQEAPRSA*AQGAG 
AEAARLGAGQASGCQSTRRPA 
GSRREPGVSLDGGHRAVVGIQF 
QAPSRRAAWGHPLHDAPGRRL 
MSRQLLTPRRRRHRGD 


29386 


59754 


A 


29563 


609 


972 


HPGQWLRKVYWVPQQCRPTG 
A VLDFSPGCSCLPAGQG SGPA A 
RHA*ASHPLHGLLCGPSLPDEH 
HPLLHG AQSQRPPKG *GIVI RAH 
SAGLAGSSTCSPGAGSTR*SQL 
GS*VW*GRGESLCL 


29387 


59755 


A 


29564 


1 


2715 




29388 


59756 


A 


29565 


3 


644 


KMPASPLPSAMNGSLLRPPQKQ 

KLLHFLYSLQKGISPNAIPPHSP 

HPTTAPVYSSQCERRRRQVISAF 

PT/GD*SLHSN*E*QGGVEGEAP 

AGTWAVRGA*GPAGVPGGRGL 

GG LRTRSSWPALLAPGRQG SGP 

A A RH/GLSLPQPP W A PVQPEPP* 

GAPPPAPRRPVPSATQGLRSAS 

ARRRTGRQLHLQPPCGIHLVKP 

AGLLSLVGTWRVFMS 


29389 


59757 


A 


29566 




470 


MGQPLLLVRDSGGLQLWQKV 
KGEPVQQHERRIIPPAREEKVK 

KsrAOrrrSuul^L;salvnJs.IrSnt 

QA/SGVQPACRTNHQPRGIWCS 
PSLPDEKCPLLHSAQSHRSPKG* 
GVRAHGVGLAGSSTCSPSAGSN 
G*SQLGS*V*NKGR*IYPRTGRC 














QLPPPSVFPTTPKTELVLGTPGH 

GQPHRGGHESSDSAGGHLP/LR 

ALRSGWDPSPPSSVCATPTSSGL 

SSTPQLPLHQRTSSSTASWSPG 

WGMGSC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


29391 


59759 


A 


29568 


195 


1899 


GSASGVVRSSRWARGLAGFRS 
EAADLHSECYSS*KQCGPKD*A 
EARFIAKSEGTKLPQCGRGPH*] 
QRFSTSPPDSGAQLASPSGSRTR 
AAGGAACQSWCRAP/STPQPLG 
GRWDWAPWSRGWRSSGTSGR 
TGAHGAGGR/PQAWRAAGPQP 
CPAGRQLRPETLKQNIILSLIQCI 
GASLVPTGTAELEPSPSLQLRGT 
TDA AQAIKM EFARVQKRNLCR 
RGPICFEGDALSWFFEKINKIDR 
RL A RRI KKKRE KNQIE AIKNDK 
GDITTDPTEIQTTIREYYKHLYA 
NKLENLEEMDKFLDPYTLPRIS 
QEEVESLNRPITGSEIEAIINSLP 
TKKSPAPDGFTAEFYQRYKEKL 
IVLEVLARAIRQEKEIKGIQLGK 
EELKLSLFADDMIVYLENPIVSA 
QNLLKLISNFSKVSGYKINVQK 
SQA FLYSNNRQTESQIM SELPFT 
IASKRJKYLG1QLTRDV1CDLFK.E 
NYKPLLNEVKEDTNKWKNIPC 
SWIGRINIVKMAILPKIEKQTWN 
NSQTLQCQPFCESDVCTSTLQIQ 
ERFEVAPLHKKALSSEEITIDKT 
DPSPAIEELTV 


29392 


59760 


A 


29569 


77 


640 




29393 


59761 


A 


29570 


384 


746 


APWSRGWCSSGRLGLHRSPWS 

GWEAQAWRAAGPEPRPAGRQL 

GAMSCKVETGT*DSEQRHRFG 

ESWGHPWAGAQPTGPVLSGIL 

NVLSSFSVLALPRPTGWPRPCS 

AASPSRCPAQSHQH 


29394 


59762 


A 


29571 


189 


545 


GLSCLPAGQGSGPAARHV*ASH 
PLHGLPCGPSLPNEHHPLLHGA 
QSHRPPKG*GMQAHDAGLAGS 
STCSPGAGSTR*SQLGS*VCCTG 
RLVGTQQLRPESG*VSQPSPRL 
WAAAEGSC 


29395 


59763 


A 


29572 


87 


374 


A YSSQLGESRRYSLDQCLAK* I 
CEGRTCIFEEPCNCSSLYVRSNG 
GN HSHSTTTFKYNGSN WIPRW 
QGPSGSTQPSKARRPVAFSQGN 
CAMEKGN 


29396 


59764 


A 


29573 


1 


2453 




29397 


59765 


B 


29574 


182 


1356 




29398 












1 W 1 MUOr Lr UClNr Lr OA V LL-r b 

LGLSCLPVEQGSGPAARHA*AS 
HPLHGLLCGRSLPDEHRPLLHG 
AQSHRPPKG*GMRAHGAGLAG 
SSTCSPGAGSTRNREN 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29399 


59767 


A 


29576 


142 


442 


PKGVGRALAAFPQDRAPGPAA 
RHA*ASHPLHELLCGQSLPDKR 
HPLLQGAQSHRPPKG*GVQAQ 
GTGTGRQLHLQPWCGIHWVKP 
AGLLSSLGPRCFYKL 


29400 


59768 


B 


29577 


1 


2464 




29401 


59769 


A 


29578 


985 


1292 


WIPHRGCRWSCLPVLCRALTFL 
SPWVVDGTGCRGAGGGAHRG 
GSGRTGAHGVGGR/PQAWQAA 
GPEPCPMGRQVRPGEKSSAVPV 
GQPGWGTQYTLRSHWLGC 


29402 


59770 


B 


29579 


1 


2598 




29403 


59771 


A 


29580 


1 


2028 




29404 


59772 


A 


29581 


5917 


6355 


QEAQPEESANDAQGDGPPGGK 
PQPQPEERSSCAQGVGPPGGQQ 
ESQDEERSSDAPEDGPPGGQQK 
PQPEERSSDAPEHDPPGGQQQP 
QPEERSSDAPEHDPPGGQQQPQ 
SEERSNDAPGDGPPGGQQQP*P 
EERSSGAPGHSSPDV 


29405 


59773 


A 


29586 


875 


2090 




29406 


59774 


A 


29587 


228 


505 


MLGRKPNl ITSASRNTRLRllCSR 
ARAQVK.RMRQQRREEREAK\R 
QPGTASGTSGIAERDSGKCSRK 
RG VQKVPG* *NTRQSKLRPREQ 
CTTADP 


29407 


59775 


A 


29588 


188 


592 


AAPPRSPSYRMIRKTR*MLGR/E 
AEPHVCQQEHQVEALQHGQGP 
GETDATAAERR/RGRQRRQPGT 
ASGTSGIAERDSGKCSRKRGVQ 
KVPG**NTRQSKLRPREQCTTA 
DP*TLSTFPEGRGTELEPGFDSG 
ASVLMRGCRAALSASSSP\QGP 
GPQEM*ATRNSWGRRQ*GRHC 
KLPVLITGLQGDWEGVHVGC 
ASQEPLIQNDQEDEVDAWQKA 
EPHVCQQEHQVEALQHGQGPG 
ETDATAAERRAGGKDASLVQH 
LVPAVLLSVTQGSVPEKEEFICK 
SLVNEILGKVNYDQGNNVPQQ 
TLEHCPPFPKGEARSWSLASTP 



3799 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


^ucieotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion. \=possible nucleotide insertion) 


29408 


59776 


A 


29589 


524 


1318 


NGCDSSGEKSGRQRRQPGTASG 
TSGIAERDSGKWSRKKREFKKS 
LVNEILGKVNYDQGNNVPQQT 
PSHHPNLEHCPPFPKGEAGAGA 
WLRLRGLGSYEGLPGCALCFFF 
PSRVLGLRRCEQQEIAGQQQGR 
DTQHGQQ/RSAEGRGRPG*GPG 
RTGPPAAQLPQSLRTTRRSRPW 
GRRQ*GRGR*PPQGLMRC*RRP 
HHTGWSPQNEKRQPGRSFQQH 
KSH*RE/RR/RARPVGQQVKAK 
RSQQFDDECGEDVRQEHSSRRD 
RVAVKS 


29409 


59777 


A 


29590 


2 


394 




29410 


59778 




29591 


j5j 


693 


GSLFLVKRREPER/QVQHEELTE 
GEADHSGYAGELGFRAFSGSG 
NRLDGKKESPSPIKPGDIKRGIP 
NHEFKLGKTPFIRNACPLVKKF 
EEDEAGGRFVAFSGEGQSLSKK 


29411 


59779 


A 


29592 




561 




29412 


59780 


A 


29593 


725 


922 


VFKRVY1PFRSKLSSFFKCFP*W 
TALWEMLYAEEANPFSTIRILF 
QLEQPALGTSQYKILCLSST 


29413 


59781 


A 


29594 


2 


704 


WRGGSGSGGWESGRRGFFVAL 
PERSGVCQVVSIMFSFNMFDHP 
IPRVFQNRFSTQYRCFSVSMLA 
GPND\RiMPPSALDQLSRLNITY 
PMLFKLTNKNSDRMTHCGVLE 
FVADEGICYLPHWMMQNLLLE 
EGGLVQVESVNLQVATYSKFQ 
PQSPDFLDITNPKAVYLFQISGV 
L LDKGEC AG EC VCRLEN ALRN 
FACLTTGDVIAINYNEKIYELRV 
MRTKPDKAVSIIRCDMN 


29414 


59782 


A 


29595 


1 


1680 




29415 


59783 


A 


29596 


1 


2220 





3800 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29416 


59784 


A 


29597 


2 


1114 


SGRRGFFVALPERSGVCQVVSl 
MFSFNMFDHPIPRVFQNRFSTQ 
YRCFSVSMLAWPNDRSDVEKG 
GKIIMPPSALDQLSRLNITYPML 
FKLTNKNSDRMTHCGVLEFVA 
DEGICYLPHWMMQNLLUEEG 
GLVQVESVNLQVATYFQELSSC 
YLPHW\LMQNLLL\EEGGL\VQ 
VESVQPFKWATY\SNFQPQSPD 
FLDITNPKAVLENALRNFACLT 
TGDVIAINYNEKIYELRWMETK 
PAKPVSlH\ECDlvrNVDFDA\PLG 
YK.EPERQ V Q\H EE S TE G E A DH S 

vj I ALltLOr KAr ^OoOJN KLJJLiiS.. 

KKG VEPSPSPIKPGDIKRG IPN Y 
EFKLGKITFIRNSRPLVKKVEED 
EAGGRFVAFSGEGQSLRKKGR 


29417 


59785 


A 


29598 


15 


569 




29418 


59786 


A 


29599 


30 


525 


YCLHHFFFQVSLLVFAWCSEM 
HGNRQLWEVRTGEMGRRTPGL 
SWTAKSPlGRyRSLRSARVPRTV 
AHSQRAKGSHSLWVLRPQKRR 
CAGKSPPPSRLARSPRCPEPLVA 
LARQPLCVRRAGPEERARAQR 
RPPRVPPLLSQPGRALLLLLLRS 
SFLRSPASGSEQQP 


29419 


59787 


A 


29600 


1121 


1420 




29420 


59788 




29601 


758 


1076 


LrlVlINKjrKW 1 Li 1 JLArllcLL-Lt 
Li^ls^N-tilNlVlALOoiv 1 tliiOooriNo 

GSAFCQMACCSSLKPAL*SGRC 
SQP*WLWMSPLSRIFSISNSTSA 
SSSIGNAIRRRRSRPGP 


29421 


59789 


A 


29602 


632 


835 




29422 


59790 


A 


29603 


428 


1214 


FIAITVLPHWRSPQWYYPYWRG 

PVTA/LVRKVPAVAGERSSLWS 

VVGLIWKPGLGLALQGVGFAVI 

GTFVSLYFASKGWAMAGFTLT 

AFGGAFVVMRVMFGWMPDRF 

GGVKVAIVSLLVETVGLLLLW 

QAPGAWVALAGAALTGAGCSL 

IFPALGVEVVKRVPSQVRGTAL 

GGYAAFQDIALGVSGPLAGML 

ATTFGYSSVFLAGAISAVLGIIV 

TILSFRRGQETAHQPDQQRAAY 

DLQRSNRRVLPASPASACRCSD 

AHSR 


29423 


59791 


A 


29604 


1 


825 





3801 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of llrst 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid .sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide ln<ierlion) 


29424 


59792 


A 


29605 


242 


945 


NGCIVRGKTSGSTFICVAMSVA 
ASTVRR*CWLPGRKAAAWRTC 
WAPMT*AVMC/WSRLMYGAR 
LSLLVGCLVVVLSLIMGVILGLI 
AGYFGGLVDNIIMRVVDIMLAL 
PSLLLALVLVAIFGPSIGNAALA 
LTFAGLPHYVRLTRAAVLNCL 
APLIVQASLGFSNAILDMAALG 
FLGMGAQPPTPEWGTMLSDVL 
QFAQSAWWVVTFPGLAILLTV 
LA FN LMGDGLRDALDPKLKQ 


29425 


5979j 




29606 




243:> 






59794 


— 


29607 


i 


1j83 




29427 


59795 




29608 




218 




^^^^^ 


59796 




29609 


1055 


1873 






_9_97 


— 


29610 




82£_ 




29430 


59798 




29611 




IP 


."^■^ 


















29432 


59800 


A 


29613 


1800 


2031 




29433 


59801 


A 


29614 


2 


848 




29434 


59802 


A 


29615 


886 


949 




29435 


59803 


A 


29616 


123 


315 
















HLCSYGRVYAADPYHHALAPA 
PTYGVGAMNAFAPLTDAKTRS 
HADDVGLVLSSLQASIYRGGY 
NRFAPY*MTKP*KPSNVGRKEA 
FRGLSIAIHAVVHHFSNS 


29437 


59805 


^ 


29618 




305 


AAAYRGAHLRGRGRTVYNTFR 
AAAPPPPIPAYGGVVYQDGFYG 
ADIYGWMLHTATPSLPLPLPLP 
TVTVTDEFMTFSPLSPLTCSSPH 
LRRWCHECFCTFD 


29438 


59806 


A 


29619 


1 


2115 




29439 


59807 




29620 


' 


273 


FFSRVVPP\DSYQAQA/MVDIVT 
ALGWNYVLTLASEGNYGESGV 
EAFTQISREIGYPSLFGIQGCLHE 
CFAILCQVVYQFLLLMQLSDAQ 
TVY 


29440 


59808 


A 


29621 


1 


405 




29441 


59809 


A 


29622 


1 


582 





3802 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEO 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unl<nown, 

*=Stop codon, /=possil)ie nucleotide 


29442 


59810 


A 


29623 




3429 


MAAGGGSGGAGRRPIAAAGGS 
ICYSHGRDLAPARPAQPPQPRD 
QPQVRPLCSPHAAAAAAAAAL 
TWSCGPPAGFLTAPSAGSRVRL 
AARQQKAAPRKASAEPRDKKP 
LAPKLPQNALLVGKGESPRFIPL 
SVFFSKTFQRTARILKRSASDRL 
PWVTSRTCPGGIRTCPAEMTRY 
LRFANLTGGISEVSGFRDESGIN 
FGSWIAIPPVEKMVCEGKRSAS 
CPCFFLLTAKFYWILTMMQRTH 
SQE Y AHS I RVDGD 




--— 


— 


29624 


■j 


2740 




^^^^^ 


598T2 


— 


29625 


1 


T6T4 




29445 


59813 


A 


29626 


88 


540 




29446 


59814 


A 


29627 


2 


577 




^^^^^ 


— 







J 


T^T^ 




















59817 


— 





674 


867 


LDGDGlESrNSLGQYGHFHDIDS 
SYP*AWNENVLPFVCILFYFVE 
QWFVALLEDVLHVPCKLDS 













29631 


746 


—— 








— 


79632 


■j 


2211 




^^^^^ 


59820 


— 


^96^3 


— 


247 


KTSAAHEKPKWRKE\RNARG* 
KRKRRKMLQRSQVNR 


29453 


59821 


A 


29634 


335 


556 




29454 


59822 


A 


29635 


1 


586 




29455 


59823 


A 


29636 


908 


1260 




29456 


59824 


A 


29637 


222 


1686 


ICRTCEVACAVSHHENQDCAA 
LSPDEFISPVCWLARLVRWRCF 
FAQKAR*SPAKYGILGELTTGS 
KLVKANGLMEASTIAAILLGSV 
AGGVLAYWHVLVAWPHAHWP 
TVSRQQQQLMASTLPFTSPLAQ 
IFPWRAITQRTMRMPFVIDARD 
ALLQGVFAAVNPSAHLNDSRH 
RRINKNVIEPGISCQRPQHLDRI 
AHPFGIHIHQLNAFTGRQFHRQ 
QLLYLRQTFVVDIDHHHPRRLY 
AAVNGVIDSANAHRTCTRQQC 
NIAARFDAHAMLINILRGVIIGM 
ISTNNAAHRLCQRRRSKIRSRDT 
GNTQPKLMQI 



3803 
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PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for las) amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29457 


59825 


A 


29638 


59 


600 


KWSRSEAGIDELCS/RNRVIIDH 
CWTTAVACHQCEDAPCANVCP 
VDAISREHGH[FVEQTRC1GCKS 
CMLACPFGAMEVVSSRKKARA 
IKCDLCWHRETGPACVEACPTK 
ALQCMDVEKVQRHRPRLNFLR 
LWYVVHAHTLMRMRPRFIQPW 
EEVVPRHHQHAACFQALIELLG 
RNGQILKP 


29458 


59826 


A 


29639 


391 


812 


HSALCSCRMRRERLl RPTKTCK 

FNRLQRLCRPDKRSASGNFAVV 

IRLERVSLLAPFFYGVLLLKCL 

MPK.RQCNEADHHQTHTCAGQ 

KKMATHPLPGENKFIIGEDREY 

RWALMFPNENAPVCWYGHVR 

*KSPLHQHIDRA 


29459 


59827 


A 


29640 


589 


1075 




29460 


59828 


A 


29641 




435 




29461 


59829 


A 


29642 


9 


661 




29462 


59830 


A 


29644 


403 


567 




29463 


59831 


A 


29645 


404 


706 




29464 


59832 


A 


29646 


114 


851 


CDHRNIVIRSAENISANFSHTGS 

V*GWMFTVP*SPSGRVVF*FCH 

L*ATCGN*LN*THSLSQGQRAF 

CILGFLPWHSRRIRSHVGLENEC 

KVLLSGRSSQQ1V1GEP*GR*FSP* 

VGPLGGRALLQLPQPNSV/YVL 

PVSGLLVPAGE/CPLNV*PLVCS 

SANVLLSTSSCFCLCLARVSGF 

Y RHRMG A/SGGFL/M * V * RKGS 

SFNFLHMAVASSWDSYSGHHFF 

* AG ADYFFASSVSSLPLVLLHSL 

HSFF 


29465 


59833 


A 


29647 


1 


1422 




29466 


59834 


A 


29648 


1 


768 




29467 


59835 


A 


29649 


1 


885 





3804 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codoti for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29468 


59836 


A 


29650 


1 


1253 


MVSVTALKAAFLELFIPPSGLV 
VSLASGVKLQTFAVSVTAHKG 
SVDPKSDQHGLVVSLASGVKL 
QTFARRAEFPASQQQREVPRHD 
GGNHADRFTHDHRQLMATGG 
RHFAIHFVDRFGVPANGARRAG 
NIITQTVTNRFAGVESFQQCQLF 
GIYAVCERQGAEIPGPYARLFL 
ATFFIYTSSFKPPLPWLRSLPRN 
TTPAVVRTAKGQVTAKYVIVA 
GNAYLGDKVEPELAKRSMPCG 
TQ VITTERLSEDLARSL 1 PKN YC 
VEDCNYLLDYYRLTADNRLLY 
GGGVVYGARDPDDVERLVVPK 
LLKTFPQLKGVK.1DYRWTGNL 
QLTLSRMPQFGRQDTNIYYMQ 
GYSGHGVTGGSSRVGLMAGSQ 
ISRVSV/CINP*YHRFNLHWRYV 
ADAISADGAFRTVSGGGGRRSG 


29469 


59837 


A 


29651 




354 


IFSRTDISLYQHTAEQKHPYCW 
YPYPADSAD1\SVNKHRRNATQ 
LHVSCSFFLLSDQRFHHEAVPR 
RVVLFTFNTCVDKYIADIRSRT 
NGLGFLYAFKQRNSHFVFNAQ 
RHRHSACLR 


29470 


59838 


A 


29652 


1164 


1273 




29471 


59839 


A 


29653 


1 


1161 


MKNKLPPFIEIYRALIATPSISAT 

EEALDQSNADLITLLADWFKDL 

GFNVEVQPVPGTRNKFNMLAT 

RRHEGRYITCMQPLPIIAEQEQE 

PEMTVRYYISSADLTAEKFATA 

IRNHWHVENKLHWRLDVVMN 

EDDCKIRRGNAAELFSGIRHIAI 

NILTNDKVFKAGLRQGWEDIED 

FGETHLDFLKQYGDFENGIPVH 

DTTARVVSCISPAKFHECFINW 

MRDCHSSDDKDVIAIDGKTLRH 

SYDKST/RRRGAimVNNAFSTM 

HSLVIGQIKTDEKSNEITAIPELL 

NMLDIKGKIITTDAMGCQKDIA 

EKIQKQGGDYLFAVKGTQGRL 

NKAFEEKFPLKELNNPEHDSYA 

ISEKSHGREEIRLHIVCDVPDELI 

DFTFEWKGLM 


29472 


59840 


A 


29654 


2 


1587 




29473 


59841 


A 


29655 


236 


666 




29474 


59842 


A 


29656 


1 


1953 




29475 


59843 


A 


29657 


2202 


2333 





3805 
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PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pos.sible nucleotide insertion) 


29476 


59844 


A 


29658 


1 


1126 


MHEVTLEDPSSAQILITVITGHG 
EIITLKRSSRRQNDIRMYCRRRP 
EAFRDHHQLRFLPGTDQAIGl L 
MMSKVGTARPPDKTNIREMSV 
HTVVLICATRVFQCFNNAGNR 
DFIHRIAATRQAALHGREHRRT 
PRGVTTIGKMVRKTKTAAGWE 
HESGFYLDGVVKLNRFKSNVA 
GKMSSGGAANGSYHSNGLGGH 
lETGMRFTDGN WNLTPY ASLTG 
FTADNPEYHLSNGMKSKSVDT 
RSIYRELGATLSYNMRLGNGM 
EVEPWLKAAVRKEFVDDNRVK 
VNSDGNFVNYLSGRRGIYQAG 
KDLDRFKNLVLVHAARYAADL 
SYLPLMQELEKRYEGKLRIQTV 
VSRETAAGSLTG\GYRH*LKVG 
NWKARLACR 


^^^^^ 


59845 


— 
— 


29659 


-j 




T989 

— 






59846 




29660 






YKELNLADSSLSEEALIQAMVD 
IPKLMKRPKVVANGKARIGRPP 
EQVL\E1VG 


^^^^^ 







^gtVj 


j60 





















■ 


59849 


— 


29663 


— 


446 


ICRQYPSPDDRTASGAGGGDHQ 
QYGAGLRQTFCLCQRLSARTC* 
RLSASVCAT 




59850 


— 


29664 


-j 


1608 




29483 


59851 


A 


29665 


1 


2568 




29484 


59852 


A 


29666 


1 16 


283 




29485 


59853 


A 


29667 


207 


1270 




29486 


59854 


A 


29668 


114 


503 




29487 


59855 


A 


29669 


1124 


1216 


LSGKMVM*SIKATCQRVPLKYF 
FTFECYML 



3806 
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PCT/USOl/08631 



SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibie nucleotide 
delelion, \=po$siblc nucleotide insertion) 


29488 


59856 


A 


29670 


1 


1167 


MPWLSTGAAALITALAVVELN 
DDDDHHHRNNSPLPPTPPDDES 
DDTPVPPTPGGDEIIPDDPDDTP 
TPPKPVSFNNDVILDKTEKTLTI 
RDSVFTYTENADGTISLQDSNG 
RKATINLWQIDEANNTVALEG 
GNTSACRQALKIPKGSSDYTVT 
WKGGHFTFYRRWRCKVHKVV 
FEGSPPVTICRYVLNRKNSWHV 
AH I FRRHAKPEEQ/CSHLFPYPF 
H\HDLDEVLNDPDVKLVVVCT 
HADSHFEYAKRALEAGKNVLV 
EKPFTPTLAQAKELFALAKSKG 
LTVTPYQNRRFDSCFLTAKKAI 
ESGKLGEIVEVESHFDYYRPVA 

D 1 IVr^ULr^t^iJOAr Y OL^UALr 1 JNl^ 
V,^ O r" r K o o l_i 1^ J> 1 r /V L/ o o o o V / \0 rv o 

PHNLVKKRGGIVAISAFAG 


29489 


59857 


A 


29671 


285 


431 




29490 


59858 


A 


29672 


112 


314 




29491 


59859 


A 


29673 




1191 




29492 


59860 


A 


29674 


282 


660 


GPSSSEPSWAVAPGKAGDPHHS 
AEWARNSTPSKDQA*RRPHTMC 

V 1 A I t^Oi^ V |jl_> VO^^ot IN/ViiljOA 

RAKQIAMGVDGANEVYNEIRQ 

Ol^rlUl^Ot-AoJNU 1 Wl 1 lK.VKol^ 

I T TQr>T VfcTQQWT^VTTCXl 
1 L>U1_. V IvoOlN V JS. V 1 1 CfN 




— — 

'— 


— 


29675 


720 


4525 






^^^^^ 





— 


— — 

^96^7 


— 


— 








— 












^^^^^ 


59864 


— 


29678 


■j 


22^9 




29497 


59865 


A 


29679 


2 


235 




29498 


59866 


A 


29680 


279 


1275 




29499 


59867 


A 


29681 


692 


1052 















^ 










29683 


21 




TLRFGANSVLKPEIKRGFEYSD 
CWVDDARLVLANAQMVVRKG 
GEVLTRTRATSARRENG\GKKY 
SWQARGLESLSQPVERLSP 


29502 


59870 


A 


29684 


1 


1941 




29503 


59871 


B 


29685 


1 


4107 




29504 


59872 


A 


29686 


840 


1006 


CHESHRQTDGGAVFRVYPGGG 
PRRECWFGSSLDEATPGWLLQ/ 
LYERDRH*PASTG 



3807 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29505 


59873 


A 


29687 


1475 


2280 


NAPGIKTSWRTLRXRLLLLSRK 
TRMP/GFTNPRYGAGAATNPDP 
EVFSWAATQVVTAMEATHKLG 
GENYVLWGGREGYETLLNTDL 
RQEREQLGRFMQMVVEHKHKI 
GFQGTLLIEPKPQEPTKHQYDY 
DAATVYGFLKQFGLEKEIKLNI 
EANHATLAGHSFHHEIATAIAL 
GLFGSVDANRGDAQLG WDTD 

OPPMCVPP'MAI VA/IVPTT V ACinV 
Kjr ri\ o V nJDlN A L V IVl i olLJVAOO r 

1 1 OULlNi JJAR VKjxi^o 1 IJiv I JJL 

FYGHIGAMDTMALALNIAARM 
lEDWQLDKRIVQR 


29506 


59874 


C 


29688 


1 


2130 


















29508 


59876 


A 


29690 


22 


219 


RlFPTMCSiVIPTPlKQPRRW*VR 
KSVRTQV\LSAADVRAKLFTLK 
VQDPKIDRANPTMVNMRWMM 
SA _ 














MCASAP* WCELPAGVVRPPAST 
TADYFPLFTLVHGGCAHGRF 


29510 


59878 


B 


29692 


1 


441 




29511 


59879 


A 


29693 


1 


1422 




29512 


59880 


A 


29694 


1 


2856 




29513 


59881 


A 


29695 


2 


367 


QKAGAVQVLLSLWSSLSAAAA 

O i DLLl^fcrl^Wot^KJtALuUlvjIS. 

ITEQGLSNTAIFSIRHTMAFLHS 
GSLDRPSALHSGTILSGKITSDIC 
CPHF*SPGRPCSKQHWAEMLV 
HH VCLPCRCT 


29514 


59882 


A 


29696 


735 


956 


SRLLGEITSPAIIFSPTLHSPAAH 

PGWRSARRER*SSPARAAARW 
CRKFAG 


29515 


59883 


A 


29697 


217 


378 


ADGTGRRALGG*ATGPAGRWE 
SYSFTDSV 


29516 


59884 


A 


29698 


279 


732 


PPGATLPTVARGTPQMGKEGSS 
PAKSLAPPLCEQMGQEDGHWG 
Ariwni A AVI I I AT rsm t r^A^^r^ 

A Li W vj A V Lrl^l A LULi LLdJ Al^l^ 

unr.T^vn r;pAr:pwQPTt>QPTDPC 

rtOO t VJ r AOiv W Olvl r or 1 IvL^o 

CPHSAPRGPLAIFSSTCIPGNQR 
KLGTAPHTFGQPAWR*ACRCRS 
GRGPP*RSSLWRCTEEGAVH 


29517 


59885 


A 


29699 


353 


2776 




29518 


59886 


A 


29700 


158 


605 


PERSGLQEAGGGSRGWGICRSL 
PPAETAGLSGYMCFRAWLSLSR 
WDSEDGHWGAGWGLAQVLLI 
ALGWSS*CASNGWLSHWFQPG 
R\*SRIPFTDSV*LVHILLPVGPL 
AIFFINLAFPGIRESWEQLLILLE 
KPVGLEACPCKSGKGRP 



3808 



wo 01/075067 



PCT/USOl/08631 



SEQID 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vii, 

deletion, \=possible nucleotide insertion) 


29519 


59887 


A 


29701 


1 


753 


MLALDQREAMRMIFPAVAGAP 

APALSPYAS/ARl LVDQQFCYRQ 

V VEQN AIAKSCAMI V AADEFl P 

GNGIPVDSVVIDRKINPLQIKQD 

GGKALKLLVLWRSDEDAQQRL 

DMVKEFNELCHSHGLVSIIEPV 

VRPPRRGDKFDREQAIIDAAKE 

LGDSGADLYKVEMPLYGKGPQ 

QELLCASQRLNDHINMPWVILS 

SGVDEKLFPRAVRVAMTAGAS 

GFLAGRAVWASVVGLPDNELM 

LRDVCAPKSGEPIL 


29520 


59888 


A 


29702 


294 


479 


KIHFGFFCHCAESGSLDGRHFA 
PGV*RSEQHESGSGAVSGTGY 
WCSRDYRSREIDGLYRNW 


29521 


59889 


A 


29703 


1446 


2103 


IHTDHRPGEIAATTLANRAALS 
GAALRRRRRQNQTIAVGWRLA 
GTAHACNIISIRGYGSDEDA/Q/ 
QRLDMVKEFNELCHSHGLVSII 
EPVVRPPRRGDKFDREQAllDA 
AKELGDSGADLYKVEMPLYGK 
GPQQEI -LCASQRLNDMINMPW 
VILSSGVDEKLFPRAVRVAMTA 
GASGFLAGRAVWASVVGLPDN 
ELMLRDVCAPKLQQLGDIVDE 
MMAKRR 


29522 


59890 


A 


29704 


370 


1080 




29523 


59891 


A 


29705 


547 


928 


RLTKVEMPFYGKGPQQ\ELLCA 

SQGLNDH INMPWVILSSGVDEK 

LFPRAVRVAMTAGASGFLAGR 

AVWASVVGLPDNELMLRDVC 

APKLQQLGDIVDEMMAKRRFIP 

LLRRWVDLALTRWLITVSKP 



3809 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
0!)/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29524 


59892 


A 


29706 


1 


550 


MESGVATRPIADFDVYIDKLTE 

FVYKTNLFMKPIFSQARICAPKR 

VVLPEGEEARVLHATQELVTLG 

LAKPILIGRPNVIEMRIQKLGLQI 

KAGVDFEIVNNESDPRFKEYWT 

EYFQIMKRRGVTQEQAQRALIS 

NPTVIGAIMVQRGEADAMICGT 

VGDYHEHFSVVKNVFGYRDGV 

HTAGAMNALLLPSGNTFIADTY 

VNDEPDAEELAEITLMAAETVR 

RFGIEPRVALLSHSNFGSSDCPS 

SSKMRQALELVRERAPELMIDG 

EMHGDAALVEAIRNDRMPDSS 

LKGSANILVMPNMEAARISYNL 

LRVSSSEGVTVGPVLMGVAKP 

VHVLTPIASVRRJVNMVALAVL 

FVNADETTVVNFHACFACVEV 

FTVRHTTNRYQHGVVTLRFSG 

CFFAFHRHrNAVFFRFNIQAVFV 

ALRPEVIAIMHKLREQGHRVVV 

LSNTNR1.HTTFWPEEYPEIRDA 

ADHIYLSQDLGMRKPEARIYQH 

VLQAEGFSPSDTVFFDDNADNI 

EGANQLGITSILVKDKTTIPDYF 

AKDKARHRIRPLWAWLKLLW 

QRIDEDNMTTLAGNLAYVSLLS 

LVPLVAVVFALFAAFPMFSDVS 

IQLRHFTFANFLPATGDVIQRYIE 

QFVANSNKMTAVGAGQSGDQF 

LFALFNCQCFDADELKRIKNEL 

EPKMGMELNLVQLIAYTDWNE 

TQQKQPDGSWVNYNYDWMFK 


29525 


59893 


A 


29707 


898 


1163 




29526 


59894 


A 


29708 


81 


454 


NRLLAGRISSGTGDHFSGAAGI 
DSSLRPVW*T*TLRDQMSGGQS 
AKQPGRFAQWFYP*RLPETG*V 
PE*CL**CELIRAN/DHFLVSILPL 
RSPC VPLHLSTTPLRLAM DLTG 
LSGFPIPLSQSA 


^^^^^ 


59895 


— 
— 


29709 


T32] 


2973 




29528 


59896 




29710 


1 


2218 




29529 


59897 


A 


29711 


68 


432 




29530 


59898 


A 


29712 


740 


859 




29531 


59899 


C 


29713 


1 


3126 




29532 


59900 


A 


29714 


642 


825 





3810 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


MeC 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, N^'possible nucleotide insertion) 


29533 


59901 


A 


29715 


107 


1315 


KCADLPVRGLRHCWRRREDPS 
GADRSFSALIHSGRAAFWPCR* 
QGALMSEDIFDAIIVGAGLAGS 
VAALVLAREGAQVLVIERGNS 
AGAKNVTGGRLYAHSLEHIIPG 
FADSAPVERLITHEKLAFMTEK 
SAMTMDYCNGDETSPSQRSYS 
VLRSKjFDAWLMEQAEEAGAQL 
ITGIRVDNLVQRDGKVVGVEA 
DGDVIEAKTVILADGVNSILAE 
KLGMAKRVKPTDVAVGVKELI 
ELPKSVIEDRFQLQGNQGAACL 
FAGSPTDGLMGGGFLYTNENT 
LSLGLVCGLHHLHDAKKSVPQ 

A4T Cr\Flf'r^T4PA \/ APT lAririk'T \f 
IVli^CUr i\\lrir/\ V ArLIAOOIvL. V 

EYSAH V VPEAGINMLPELVQIP 

i^T'PPXT A IXT A \/V A \AM A A PA>1 AlVyfP 

RTSAPRVSLDKVIETMYETGKD 
MNDKYRETSRGGLAIKV 


29534 


59902 


A 


29716 


3 


264 




29535 


59903 


B 


29717 


85 


737 




29536 


59904 


A 


29718 


171 


820 


LGVCAMTNSQCG/CDEYRSKN 
GYEGARKALTGLSPDEIVNQVK 
DAGLKGRGGAGFSTGLKWSLM 
PKDESMNIRYLLCNADEMEPGT 
YKDRLLMEQLPHLLVEGMLISA 

r AL.IS.A Y KU 1 IrLKOt, I IfcAA V IN 
T pp A 1 A p ATP A ni I r;i(r"Mi\4r;Tr; 

LyKJvAl At-A 1 JdALjLLVjKINIMO J Ij 

FDFELFVHTGAGRYICGEETALI 
NSLEGRRANPRSKPPFPATSGA 
WGKPTCVNNVETLCNVPAIL 


^^^^^ 







5p55 
















1 


605 




29539 


59907 


A 


29721 


285 


449 


TPAARDAQLSGGRGWY*CSAG 
NGLMQHRSQSGDWRAGRPFTE 
GW*PTPDWQIEA 


29540 


59908 


A 


29722 


411 


557 





3811 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


IVIet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29541 


59909 


A 


29723 


1244 


3261 


KTINRTSLWYWTLHDHWSVTG 

RCAFTDVTKVEDHHEPQTQTR 

GLVMTTS* ATT* KLTVSLTTAC 

VMNWV*MQVIPSPTAK1RL*LR 

TSNWLTSTTTLTT/NNDVNGDSl 

DNGTEGSAVRVGLGTQFSFTK 

NFSAYTDANYLGGGDVDQDW 

SANDLTGITAKDAQMLSVVKP 

LQEFELFVLAALESRGTLADILK 

AAGATTANITQAIEQMRGGESV 

NDQGAEDQRQALKKYTIDLTE 

RAEQGKLDPVIGRDEEIRRTIQV 

LQRRTKNNPVLIGEPGVGKTAI 

V EG L AQRIINGEVPEGLKGRRV 

LALDMGALVAGAKYRGEFEER 

LKGVLNDLAKQEGNVILFIDEL 

HTMVGAGKADGAIDAGNMLK 

PALARGEWHCVGATTLDDIAS 

TVKRCWTSIIQI IQTKNRTRRTT 

TRNIRFPNQMIEQINIALEQKGS 

GNFSAWVIEACRRRLTTGGPHV 

MYVLIIHADKPNLYHGLPENPE 

ISETVKFWKGIWKPLAAVGFAA 

TFAASIFHYERVIFLTGQVEDH 

MANLIVAQMLFLEAENPEKDIY 

LYINSPGGVITAGMSIYDTMQFI 

Ti'Pr^VQTIPMnO A A QNyin A FT TT 
rvrL/V o 1 IL/lVlUV^AA.&iVHjr\rj^l_i 1 

AGAKGKRFCLPNSRVMIHQPL 
GGYQGQATDIEIHAREILKVKG 
RMNELMALHTGQSLEQIERDTE 
RDRFLSAPEAVEYGLVDSILTH 


29542 


59910 




29724 


1487 


1821 


QYRPESVLEDPRRSDHHRRTDS 
FRETSFIVQSIVCRVSLSRAILQS 
KRL*EPGEFPPPDPSSPEQRWPV 
CYPPK*SDR*PEYPHSPPGRQES 

OSRYFPAFRHRYSYQTTAY 


29543 


59911 


A 


29725 


4063 


6544 




29544 


59912 


A 


29726 


174 


556 




29545 


59913 


A 


29727 


1 


1926 




29546 


59914 


A 


29728 


1 


1443 





3812 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=po5sible nucleotide insertion) 


29547 


59915 


A 


29729 


1 


817 


MAFNEPLMLEPAYARVFFCAL 
AGQLGITRLTDTVSGITLDAGQI 
AEPLALFGEDDDMDPRPSRSYQ 
VANGIAVLPVSGTLVSKTRALQ 
PYSGMTGYNGIIARLQQAISDP 
GVDGILLDMDTPGGMVSGAFD 
CADIIARMRDIKPIWALANDMN 
CSAGQLIASSASRRLVTQTART 
GSIGVMMAHSNYGAALKTNGV 
EVTLIYSGDRKV\DGNPYEKLP\ 
K D VRADFQTR I DATR\S A YTG M 
SVQDV/LDTEAAVFSGQESWDN 
GLAE*LVHTDWL 


29548 


59916 


A 


29730 


68 


98 


















29550 


59918 


A 


29732 




2360 




29551 


59919 


A 


29733 


5 


194 


RGADAGERLNMLTVAEGVETP 
EQRDGAGRFCSLAKETVTPQW 
♦GVLTSLIIHSEACRIAANDE 


29552 


59920 




29734 




290 


FWPGSDFWPRSRRKTSHLTVEA 
rr V / V V ir V 2> w i\. IN i^t^VAr 1 oAM 
QNRPSRNPVSRPPNTQRVARRK 
HYALADGY 


^^^^^ 


— — 

^Ip- 




— — 

1 


— 




— 












1 















"97^7 





97 




29556~ 


59924 


— 


29738 


756 


— 




29557 


59925 


A 


29739 




1056 




29558 


59926 


A 


29740 


1193 


1405 




29559 


59927 


A 


29741 


1 


2718 




29560 


59928 


A 


29742 


3 


357 





3813 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


lociktion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<no>vn, 
*=Stop codon, /^possible nuctcotide 
deletion, \=po$sible nucleotide insertion) 


29561 


59929 


A 


29743 


3 


1307 


KYGFVHYTLHTLGGTARALVA 

TDYRPLTKLSLDNGFQTVDHLQ 

ISQCPYIPPYNFPTDTSPGTPGLL 

QPPEGHAYDAYWRCVRAVRG 

QRVSALHGPPVHLRSVYPSASA 

*/WFAPRNPLGVWRSGYRIAPG 

YGSGVRSWVQPGGFARYKYDQ 

TGN A ST VKCD Y YRM A AFGH H 

AYRMQALTCSMTACPCTTRQE 

TSSAWGSVSSMGDSRPPQEILG 

QPLLGRRIKYNCTGIGPWDGKG 

DESGASRPRKQQASGWLWACP 

RIFLVIPHSSHPAARRTNGSVGG 

SNRNRFVIITGPGPQLAPKGLW 

QWPIGQDPVTEIATLIGTHDLIM 

FDCIGSVSAPTIQPLEKLLSIVRY 

PAQVGLFFATRRCQAGATGKQ 

SQQRNPVLFIFYQRGISVFTSAF 

APVAVTAPPRQSRRQFPRLSPL 

DAHQRMGDVSTQAVKEARTC 



3814 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29562 


59930 


A 


29744 




2352 


MLPDSSVRLNKYISESGICSRRE 

ADRYIEQGNVFLNGKRATIGDQ 

VKPGDVVKVNGQLIEPREAEDL 

VLIALNKPVGIVSTTEDGERDNI 

VDFVNHSKRVFPIGRLDKDSQG 

LIFLTNHGDLVNKILRAGNDHE 

KEYLVTVDKPITEEFIRGMSAG 

VPILGTVTKKCKVKKEAPFVFR 

ITLVQGLNRQIRRMCEHFGYEV 

KKLERTRIMNVSLSGIPLGEWR 

DLTDDELIDLFKLIENSSSEVKP 

KRRPNRKQRASNVQSLRWKKR 

RKKAVARRPTQSSDDAIRGQQP 

DGVDCRDCRAGERQRQQTDSA 

MMELMVVHPHIFWLSLGGLLL 

AAEMLGGNGYLLWSGVAAVIT 

GLVVWLVPLGWEWQGVMFAl 

LTLLAAWLWWKWLSRRVREQ 

KHSDSHLNQRGQQLIGRRFVLE 

SPLVNGRGHMRVGDSSWPVSA 

SEDLGAGl RQCQQLVA HGLQLL 

NVSFDLRHLFQRGRLEFGCALR 

LLTDSQSRLSRKPRGWRGLYG 

YSPPCGDIVRYHHHDLSVATLH 

VHINHDDCLEIAVLKGDMGDV 

QHFADDVIAQRGFFFAFSYEDT 

VIKIIEKDFTMSGKPAARQGDM 

TQYGGSIVQGSAGVRIGAPTGV 

ACSVCPGGVTSGHPVNPLLGA 

K.VLPGETDIALPGPLPFILSRTYS 

SYRTKTPAPVGSLGPGWKMPA 

DIRLQLRDNTLILSDNGGRSLYF 


29563 


59931 


A 


29745 


1 


3075 




29564 


59932 


A 


29746 


755 






29565 


59933 


A 


29747 


397 


576 




29566 


59934 


A 


29748 


1014 


1266 




29567 


59935 


^ 


29749 


416 




TPGLTKTPCPWEKVTLFSLQWS 
AYRQANTSGLRHSASSLLPLAC 
RY * R* WRWQKL A A VLT A S ARQ 
SVKSLAYCWQRFVTWRWGRFS 
LRRVQLPFPLKWGLRR 


29568 


59936 


A 


29750 


230 


1829 




29569 


59937 


A 


29751 


1 


474 




29570 


59938 


A 


29752 


137 


586 


KTKTNIKL*AAPITRMVMVRHA 
\PI-ISGSVKK*SD]TMSFATISV1G 
LGYIGLPTAAAFASRQKQVIGV 
DINQHAVDTINRGEIHIVEPDLA 
SVVKTAVEGGFLRASTTPVEAD 
AWLIAVPTPFKGDHEPDMTYV 
ESAARSIAPVLKKGAL 


29571 


59939 


A 


29753 


2 


557 





3815 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=po$sible nucleotide insertion) 




59940 


— 


29754 




63 

— 




RGRSNSGSTSSVTSPVYT**PTA 




5994] 


— 
— 







— 


— 


^^^^^ 


59942 




29756 




992 




29575 


59943 


A 


29757 


1 


393 




29576 


59944 


A 


29758 


1 


3753 




29577 


59945 


A 


29759 


I 


1098 




29578 


59946 


A 


29760 


320 


703 




29579 


59947 


A 


29761 


2 


673 


AAFLRECKDPQTMVPKAINSVI 
WRIGLFYVGSVVLLVMLLP\WS 
AYQAGQSPFVTFFSKLGVPYIG 
SIMNIVVLTAALSSLNSGLYCT 
GRJLRSMAMGGSAPSFMAKMS 
RQH VP Y A G 1 L ATL V V Y V VG VF 
LNYLVPSRVFEIVLNFASLGIIAS 

WAr li V L'V^iVlKLJ\JVAIKr,VjlV/\AlJ 

AHPTPVUATPT P\I\/A/1T UTVVT V 
AMr I ri rU\ I t^LtsJN VlVll^rH i VL«IN 

vj V orvt o VlLll INl^lAV^Kl^INKrALf 

LCGA 


29580 


59948 


B 


29762 


51 


623 




29581 


59949 


A 


29763 


1184 


2406 


















29583 


59951 


A 


29765 


444 


699 


CWPGK.MSWGGFPLFLL1G1VSE 
GIVPAPPCTSGRIQL*IRLVLDFF 
WLVGY*LLPQFQSLLLVYSG1Q 
LLPGLVLGGCMCRGIYA 


29584 


59952 


A 


29766 


3073 


3621 


G V DNWRl IPl 1 S ARLQR* AGSFFS 
FLGETGSLSCGLSLSFKSCCEAK 
NCSGSRGSSP/G*1PGVQEWNQI 
FSRF/HGVGLASLRKQRAPGDQ 
SPTGLLGE*AHGEIPVGNGRSG 

l\. 1 1\A/ t\OOl^I\.LlL«ll V o W oLi oij 1 Xl 

SRG*ASLTSSHNSCHIRRGHGPQ 
KRSGDMTHASAGH*AEVILAAP 

RRSCPL 


29585 


talV^ 




— 


362 


T^^T 




^^^^^ 
















59955 


— 


29770 


7366 


■— 


Y DQAELDQLIHGSSSN/EQDPR/ 
RLPKGLTPQTLR/TLCQWIDAH 
QDYEFSTDG 


29588 


59956 


A 


29771 


1 


1827 




29589 


59957 


A 


29772 


419 


1295 




^^^^^ 










^ 


^ 
















SPAASLYVTGSDLCTARMGGL 
VTRTGGLSRRAAYPLCHPPSGS 
RPSATSRASVDSG*TCGELGDA 
GTRAN 


29592 


59960 


A 


29775 


345 


652 




29593 


59961 


A 


29776 


596 


2297 




29594 


59962 


A 


29777 


184 


283 





3816 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=posslble nucleotide 
deletion, \=pos$iblc nucleotide insertion) 


29595 


59963 


B 


29778 


16 


1058 




29596 


59964 


A 


29779 


715 


1234 


FTWIGFYANRH FHCPVTTNDFP 
HFMKWRAAAHGGENIAFKLAN 
LPFFGDIRESHYQVVINRADRG 
FNPDFFTGARQQQKFVLIAGGF 
P*QLL*TNAVIGREFRNVQECIG 
LHTAGFANAVTKHF/W*M/PRL 
HCTIWRSGSRriTGRSRWSTAlI 
NCRVCSFCAISTLASRTSAR 


29597 


59965 


^ 


29780 


9j8 


1250 


PGRVSGKADGSV/LAGNGLLPG 
FFCPLRLRGKYQPEV/IASTIRRR 
YQLLFLAVASHQATAAGCGVN 
ALSDLRLCSVCRPDKTHSVASG 
NGCRMRALPSSPFSVIL 


29598 


59966 


A 


29781 




1389 




29599 


59967 


A 


29782 


3059 


3537 


SEGKTANLFNKAITCSGAGECT 

RPWASDIKAQCAGGISRFATGN 

GFKRLCDTLRYLQAIENGLKN 

WRLIHIATVRRCPFPT/LSPATID 

AINVIGQWLAQDDFSGEVPYQ 

ADCVILAGNAVMPTIDAACKIA 

RDQQILAEGDFGLRCEIRDWCA 

NFVSDIR 


29600 


59968 


A 


29783 


97 


610 


RCQTRQNAEYRVNAVLVHHFH 
AlTlllRQQSQITRYIKLLRHRRH 
TQRRFTACRLRVDAPFPGNHQC 
CALHCLRKIDRIQHNFNARFNIR 
lEKYRRRNTHTARSAA/DPPSGR 
H*FQFAVVKHGRNFAAPVQVL 
RPSPALPLFAGQTPPPRRVPLPA 
GYQRHMLLQYDQATVN 


29601 


59969 


A 


29784 


269 


753 


YRTPTLQLDQGRADARRGVW/ 

HVPFSHESV/WENIVMTRQAQG 

ANFT*TLFCFGIGFAV1A*NCAI 

DPDI S IRFFS KEETAT/GDRPDQI 

AAHLWRFPTPGGRFVHHRGAY\ 

AA11FRP*YLNGRSMAEQSMILV 

Y I Or Aov V V 


^^^^•^ 


59970 




29785 


762 


_1_182 




29603 


59971 


— 


29786 


3703 


5889 




_960 — 


5997 


— 


29787 


925 


j_130 




29605 


59973 




29788 


658 


1212 




29606_ 


59974 




29789 


904 


_147j 









— 


— 


_|205 


tIt 


















29609 


59977 


B 


29792 


83 


970 




29610 


59978 


A 


29793 


379 


1095 




29611 


59979 


A 


29794 


172 


367 




29612 


59980 


A 


29795 


557 


1475 





3817 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=posslble nucleotide insertion) 


29613 


59981 


A 


29796 




738 


MQPWALPTVGELWVCGRPGA 
ALRAGTEPSSRALGVSETALPA 
ElKLRVIRVGHSSPLAQLASFQK 
PVLFVLRLNSRRFLFLSLARSED 
GILFAKSKHSSPLSLTPLRCIVL 
MRMYEQLMSGDLCQRVMMPS 
RNNPGYWNPQ**SEIFKGSPAQ 
TMATLTCSFKKPPPKIPYKAIAL 
ATVLFLIGAFLIIIRLPSCCQGYI 
KQRGGRPGPFQLLIIGHSWCSY 
PGFYPPAHRFTMHPKGLPWVN 
PNE 


29614 


59982 


A 


29797 




186 


DCRLRAGDPRRSHCAVSPTGGS 
RALSGYRY*SVDQPRNDGVDQ 
*ATLRASAHLQTAVVEFSA 


29615 


59983 




29798 






RSHPQCGYLQNHTSSASFSAPA 
RKG*NR]-1YAFARNDRLVPAPCS 
HHHQ*PAFPAPVHLH*PVDLST 
AIDAPAVNGDGKARPSKRRYQ 
RLSVPEVVQY 


29616 


59984 


B 


29799 


1 


4182 




29617 


59985 


B 


29800 


1 


1191 




29618 


59986 


A 


29801 


167 


504 




29619 


59987 


^ 


29802 


1541 


1852 


FALFAIMRVSLAANVSGRGSPC 
WWRRIAVVCCS I*NR/RSALD1A 
HQVDVLSLVHRLSQERGLTVIA 
VLlIDrNMAARYCDYLVAPCAA 
VK* LLRERLRKLCAAKPSK 


29620 


59988 


A 


29803 


407 


3584 




29621 


59989 


A 


29804 




150 


















29623 


59991 


A 


29806 


300 


560 


IRDKNRVFLRESWRRLFTTAND 
QPHRPARRIISIAGIKWRYSDFLI 
NYCAGRAVF*RETGSVVERWH 
HHAGWKTPFRKRAGRTAGH 


^^^^^ 


59992 


— 


29807 


Too 


— 


PIKITSALASASRYVRATLSCSR 
NSTLRWKK*RKMALTKPSTTN 
GSRSNS**MNFFL*QAPPG*PSA 
LPFVH 


29625 


59993 


A 


29808 


3 


116 










29809 


^ 


1469 




29627 


59995 




29810 




2760 








— 




284 




RNRQCYRARHLRWCLQYQRA 
CSGR*VPNLRLPEVQSTDRLLS 
QRRRVSPDRQWWLACH 


29629 


59997 


A 


29812 


438 


1942 




29630 


59998 


A 


29813 


1 


1464 




29631 


59999 


A 


29814 


3 


602 





3818 
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PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-pa$sible nucleotide insertion) 


29632 


60000 


A 


29815 


1252 


1906 


NTFKECKFSQAPFRFGNDPFLA 
SVVSRDGFVIAGGGGMVVVEE 
LEHALARGAHIYAEIVGYGATS 
DGADMVAPSGEGAVRCMKMA 
MHGVDTPIDYLNSHGTSTPVGD 

AlVI 1 Liri2>HjAALj V v^cAl i oLLM 

LEHGFIAPSINIEELDEQAAGLNI 
VTETTDRE\LTTVMSNSFGFGG 
TNATLVMRKLMIISASTTSILR 


29633 


60001 


A 


29816 


1 


2472 




29634 


60002 


A 


29817 


1 


469 


LFNREVCCLGQGQS*QMAL*LL 
GIESYIT*L*SGGDN\ASIGViPDP 
AAI AR*RPWRSACG**PK.CPLA 
DVFAGHSGRKRPPSMAFTATLI 
SPGTGRRAINSVLAQFKAGESNI 

Wn CAT DTDl TDTIDIXMr;AT DCTC 

SGSSTFARISPISSFSRP 


29635 


60003 


A 


29818 


884 


1084 




29636 


60004 


A 


29819 


1 


1040 




29637 


60005 


A 


29820 


2711 


3854 




29638 


60006 


A 


29821 


1 


957 


MKIGTQNQAFFPENILEKFRYIK 
EMGFDGFEIDGKLLVNNIEEVK 
AAlKETGLPVrrACGGYDGWJG 
DFIEERRLNGLKQIERILEALAE 
VGGKGIVVPAAWGMFTFRLPP 
MTSPRSLDGDRKMVSDSLRVL 
EQVAARTGTVVYI.EPLNRYQD 
HMINTLADARRYIVENDLKHV 
QllGDFYHMNIEEDNLAQALHD 
NRDLLGHVHIADNHRYQPGSG 
TLDFHALFEQLRADNYQGYVV 
YEGRIRAEDPAQAYRDSLAWL 
RAGQVADKVHASYYCTRNDLE 
I \/ Avrr^QDi Qr\Ar^AT Acvvnxr 

Ao V WJJlJrl^AIVlL.l_iA VIvr r VOL 
V\OALll^VAUN.VrlAa I Il^lKJNU 

LELVAVCDSRLSQAQALAEKY 
GN A S V WDDPQ AMLL A V KPD V 


— 


— — 







— 




— 


— 




29 4 


60008 


— 


— — 1 


T 









60009 


— 




— 


— — 







^^^TT 












~ 

















Wi 




29644 


60012 


A 


29827 


1142 


1756 




29645 


60013 


A 


29828 


44 


283 




29646 


60014 


B 


29829 


1 


1812 




29647 


60015 


A 


29830 


685 


1146 





3819 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /=possible nucleotide 
deletion, X^^possible nucleotide insertion) 


29648 


60016 


A 


29831 


202 


918 


AVDTGLADHRDRTEHGGAFAA 
IVHRIVKHFITAWAICQQRNHA 
ALVVIRRLEANHRRHRTGRG\S 
VDRVSAARSLSSGTMPGNGVW 
RIGVFTQLSVA/WHQ*VDLLIVF 
QFVRDTTDDHDVGIFALAAND 
PAAFmviTi r\PTriQvr*\/i i pt pr: 

lv/\/\r JJNIUUr 1 kJO V U V LLrLrO 

RHNIANALAAAALSMSVGATL 
D AIKAG L AN L ICA VPGRL FPIQL 
AENQLLLDDSFLVNAAQQNILS 
VH 1 LNQQTGKPA ADVTVTLQE 


29649 


60017 


A 


29832 


1184 


2409 


TLKACCLVRSMCRAVP*RC/QR 

QLVSSDNISNDPMNVIDWINMY 

ALA VSE ENAAGGRV VTAPTNG 

ACGllPAVLAYYDKFRRPVNER 

SIARYFLAAGAIGALYKMNASI 

SGAEVGCQGEIGVACSMAAAG 

LTELLGGSPAQNMEGKIDRPEE 

YADIATKCVTNFREKNRDRCL 

VILSRNDEALNSQRTSEELHHY 

YEIVWDEEQTHKFKNISPHLQRI 

KAFKTLGGPHGNITVDMVISAQ 

ELLQEDMATFDGHIVEALMKM 

PEVNAMYPELKLHAIGWVKHK 

C! PGAKWPEIQAEMRI WKKRRE 

G ERKETG K YTS V VDL ARARAN 

QTWKTLDDELAYGRCFADRQN 
LMVCLRSMPNVFTGSCARMRC 
CLSENLLYRHRNGHIQAEWP 


29650 


60018 


A 


29833 


1 


3195 




29651 


60019 


A 


29834 


1 


621 


LLAGTALVGGVQPADAITVDA 
MIPNFNWAFLGVTTWIFMAAG 
GAESVA\CTLTTSKAVRNRSFK* 
SSSPGILSGYVSRSSGSPISSLISP 
ASLCAGHMRFFCSSSKPTCSNP 
RTFAAALSSAWSSPSPNEGFSSN 
PAFLGTSLMMFHLELRRCIAPIV 
TTDLLPLTSGDVGLVLLCVGLD 
GSLWSDCRMTESVSTTNTPPIIT 
SRNS 


29652 


60020 


B 


29835 


46 


893 





3820 
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SEQID 
NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


loeation of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^'Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V'^possible nucleotide insertion) 


29653 


60021 


A 


29836 


3 


2037 


CTSSPDPPSGLPPGFAKLTSLIVT 

LVEVGVSPEPDEGWLYLAVVID 

LWSRAVIGWSMSPRMTAQLAC 

DALQMALWRRKKPRNVIVHTD 

RGGQFGDRWKGWLTRSIFRWI 

SFQPALAPTRKAALCYLAREVN 

PDMADYIKKLKLPGIHVREESR 

RYYPSGEVTAHLIGFTNVDSQG 

lEGVEKSFDKWLTGQPGERIVR 

KDRYGRVIEDISSTDSQAAHNL 

A LSI DERLQ ALV YRELNNA VAF 

NKAESGSAVLVDVNTGEVLAM 

ANSPSYNPNNLSGTPKEAMRN 

RTITD V FEPG ST VKPM V VMTAL 

QRGVVRENSVLNTIPYRTNGHEI 

KDVARITTEEDFNHASAARFVC 

AAAERRCKTTINLVPENEVLNV 

LEGEDAETNALRAKRRCPKCG 

TAMDSYLI DPKRKLH VCGNNP 

TCDGYEIEEGEFRIKGYDGPIVE 

CEKCGSEMHLKMGRFGKYMA 

CTNEECKNTRKILRNGEVAPPK 

EDPVPLPELPCEKSDAYFVLRD 

GAAVAARFNDDRHRRGLAVLY 

ADQADLYGVADSVSAGDSLSA 

LYKHERRLVVPLLVSSSLLFLY 

RHGIRLPCGPSGGI WAPWQIRR 

GRQAVNCLAPM/HHPGKNRAW 

KTYCSQ*A]VPQLPVCGI*PRSD 

SYHDYQRDPRCQPLRALWRRS 

DSPIGGYSSAIGPTERHCRSGNP 


29654 


60022 


A 


29837 


993 


1832 




29655 


60023 




29838 


124 


276 


QEGRCQVTITRKMPLSSDLGSL 
HGLAGNHSPPICARTPHVATVL 
RQLLELEDKHWNGSG*FARLG 

WKPOSPHLCQNPPCGHCPQTAP 


29656 


60024 


C 


29839 


64 


267 




^^^^^ 







^^llT 
















^ 


— — 






— — 


— 


29842 


217 


2040 

— 




^^^^^ 


60028 


— 


29843 


■j 




LNTKSAK*VGGSSRVNVPQVFI 
SLVSQMFSENDLPLVRKRKTEP 


29661 


60029 


A 


29844 


115 


903 




















60031 




29846 


368 


502 




29664 


60032 


A 


29847 


1156 


1359 


SEPVYPLCYLRQLAVQANPRR 
MRCIARHFNINGNRHLTTTINFI 
*SMVSLIANRLLIIDLIHTVDFY 


29665 


60033 


A 


29848 


1 


228 





3821 
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SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIBNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 














YRNSHNLLQGWQIHRGDLLYH 
SSPHSR*KHRNRHNARARIPAAI 
HDNLACVQPTLSAFHQDMCS 


29667 


60035 




29850 























29669 


60037 


A 


29852 


19 


195 


GEFDVNIAAVVLPDVA*TPYPA 
YRRDLIAIGQCVVIDQCVFLIRV 
TNPAGSFFELRIHH 


29670 


60038 


^ 


29853 




— 
















DYAFILQSKRTVALDIKQTGVl 
QGLPLLFSGNNLVKAIRSGT/H* 
RCTNATAGGRSYRKR*1RTG 


29672 


60040 


A 


29855 


1591 


3150 




29673 


60041 


A 


29856 


2 


222 




29674 


60042 


A 


29857 


16 


359 


TTHKTRWQAPVPLRGSPVVAL 

l\.lrSUy ocA V/rioLaU V LlALr K 1 

HRFLSGRMFPDHRVWFRMIGSE 
LVPGYRLSWLSFFNRHYICFTRI 
RRFRWHRSSLFHGMNVKYRRS 
KINN 


29675 


60043 




29858 


207 


470 


ATIL*GDFYP/GSRNWLGVSSSA 
IQMAGCVSLPGAGKRCSP*1CW 
SNWKQTSRTS\GHVLAGSCCW 
NGKTLRKSDSRWQQLLRRSLIR 

- 


29676 


60044 


^ - 




1^^^ . ... 


4_195 




29677 


60045 




29860 


4424 


4594 


LISTPRKKVRT SFAGLLRISSG 

VPTCTTSPFCIMAIRSPIRMASSR 

SWEIKTMVR 


29678 


60046 


A 


29861 


593 


1881 




^^^^^ 


60047 




29862 


1 


198 




29680 


60048 


— 


29863 


-! 


1590 




29681 


60049 







1^ 



















LCQSHAPRKFPARPFRFFR*RQD 
CQTSVFLLRPVANRAPA 


29683 


60051 


A 


29866 


1 


715 




29684 


60052 


A 


29867 




1212 




^^^^^ 


60053 




29868 


886 


1_I85 




29686 


60054 


— 


29869 


190 


433 


AV AVJ VI\A A A A 1 XOi^\/ AXJT CCC 
ArAivLMMAAAL* 1 oU VArlLooo 

i^TDT?DT3Prf^I DCP*T QCCD A A AICT 

U 1 rrKrr\_.LroV^ LoooKAAAlo 1 
CGISRCRCWRQ 


29687 


60055 


A 


29870 




439 




29688 


60056 


A 


29871 


14 


106 




29689 


60057 


A 


29872 


2518 


3024 




29690 


60058 


A 


29873 


448 


537 





3822 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X^Unknmrii, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


cadon for peptide 


of peptide sequence 


deletion, \=pos5ible nucleotide insertion) 










sequence 






29691 


60059 


A 


29874 


463 


889 


FFGLVTSSPSADSPAMLDTRNV 














S HTG LGPI I PLTFE A GI HTRPTPN 














SPPRSCLAPAIKA*FFSPAARITT 














l^UAaL, iKorLPk.1 LKoVivr WKoo 














ASVLMRRSSSAAPMPEATLRVL 














SGLRGSRSDKAFTPHPTI*CLEA 














FPGSRAFVASAP*CLTLRANQR 














KGCW 


29692 


60060 




29875 


524 


1006 


SLLAWLSGlNiFASSRIAIASPLA 




























TQTVT TQVPn^JPk'T \/1MVr\FQnP 
13 1 VL 1 o VrV^oUtSJjlVllVlKL'roLir 




























STHVLRRNDPLMLT VPS WANS 














SQPHVNPNKNRIQIIPFNITPSLV 














NQIKIETRRAFTPLLPLCGLITK 


29693 


60061 


A 


29876 


2005 


2517 




29694 


60062 




29877 




470 


IVUvKKJJUJJI ALi Y KisNIOr Ki oi 1 














FTARRANPVQRIAARJLLRDHLI 














CRMSCTAARHANTFDLIQGSG 














ADTs] FAAIYGGANDRlTRADAA/ 














otvOU WlS-i^Ar V l\.JJliS.Kl^ 1 VAAr 














vu<^r»iriDnci^i4r*riXT AT *cxr;pvu 
Y riV^IJll^rOoCrllJl^iNAL jlOr W 














Dnr^cr:nr**p* An+'TNTCPTPrT'Tx 
inJdV^oOOV^ r AO 1 lNoKliv^^\^l 1 














GR 


29695 


60063 


A 





'^^'^ ... 


[^^^ 






60064 




29879 


743 


901 




29697 


60065 




29880 


771 


lOlj 




RLGTVGTDSLWCYQYQLCYQ* 




























GTHSLWHADLG SVWPDADSLF 














QRDGRAGGGATRLLRR 


29698 


60066 


A 


29881 


1094 







29699 


60067 




29882 


? 






29700 


60068 




29883 


239 


48j 


PTDr^UT TVUAT Tr:QTTAjfQr»Pn\/ 
r 1 1 V^rlLj 1 I JtAL< 1 Oo 1 IJVloViKLi V 














nTPPi4wi-mTTpr;i4AUQT PWPDr; 
UlrK^n W rliJi 1 i^^On ArtSljl^Jrlrvlvij 














RKA*SMGNR*YSCTWCYCEGG 














TEKAIWPGDGCPGLSV 


29701 


60069 


B 


29884 


228 


803 




29702 


60070 


A 


29885 


488 


636 




29703 


60071 


A 


29886 


1 


2117 




29704 


60072 


A 


29887 


665 


795 





3823 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


29705 


60073 


A 


29888 


1743 


2013 


LQCTQYAVGENPAVNFAGRPK 

GSPCFGPGGGLIN*AAADIPVAS 

DNPAHYADAIRYNARTPLQAG 

VYFVRDGPGPLASVRNKERYF 

ANNYIYDMGRNKDGRQSTWY 

MGLGTDIDTGLPMSLSMNVYA 

KYQWQNYGAANENEWDGYRF 

KIKYFVPITDLWGGQLSYIGFTN 

FDWGSDLGDDSGNAINGIKTRT 

NNSIASSHILALNYDHWHYSVV 

ARYWHDGGQWNDDAELNFGN 

GNFNVRSTARGWLPGTICRPDK 

MRQHRIRHCAPIAGCGTGCRPD 

KTRQASHQAQMSNAYDYSEIQ 

PPSEGEILLDAQPLESWSSKAFA 

RKVAYLPQQLPPAEGMTVREL 

VAIGRYPWHGALALLGAADRE 

KVEEAISLVGLKPLAHRLVDSL 

SGGEPGVDRMLVAQDSRCLLL 

DEPTSALDIAHQVDVLSLVHRL 

SQERGLTVIAVLHDINMAARYC 

DYLVALRGGEMIAQGTPAEIM 

RGETLEMIYGIPMGILPHPAGA 

APMNTAHAAAIDPNRIVALEW 

LPVELLLALGIVPYGVADTINY 

RLWVSEPPLPDSVIDVGLRTEP 

NLELLTEMKPSFMVWSAGYGP 

SPEMLARIAPGRGFNFSVRNTP 

L A RTLQLl LREGPRGHP A L VQ V 

VDLLIEPPQLPLLVPSVQTRIPRI 

QPQSHPAHGVNEAVRNPTVWV 

A PPinPII^QIUI^VQI 


29706~ 


60074 


— 


29889 


■j 


1584 




29707 


60075 


A 


29890 


1 


1188 




29708 


60076 


A 


29891 


728 


970 




29709 


60077 


A 


29892 


2447 


2665 




29710 


60078 


A 


29893 


255 


1360 





3824 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEO 11) NO: 
in USSN 
09/540;J17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide inserlion) 


29711 


60079 


A 


29894 


1 


1890 


MYSRFDIVVAEPICTLTTFGKET 
VVSDSQTRTTTTDDPLQVLQQV 
LDRADIRPTHNEDLPFQGGALG 
LFGYDLGRRFESLPDIAEQDIVL 
PDMAVGIYDWALIVDHQRHTV 
SLLSHNDVNARRAWLESQQFSP 
QEDFTLTSDWQSNMTREQYGE 
KFRQVQEYLHSGDCYQVNLAQ 
RFHATYSGDECQAFLQLNHGN 
RAPFSAFLRLEQGAILKLSPERFI 
LCDNSEIQTRPIKGTLPRLPDPQ 
EDSKQAVKLANSAKDRAENLM 
IVDLMRNDIGRVAVAGSVKVP 
ELFVVEPFPAVHHLVTITAQLPE 
QLHASDLLRAAFPGGSITGAPK 
VRAMEIIDELEPQRRNAWCG/SI 
GYLSFCGNMDTSITIRTLTAING 
QIFCSAGGGIVADSQEEAEYQE 
TFDKVNRILKQLENYRRALRDL 
KEEVAIRLSPFELSAFCSPSIASM 
ATRYPNGRHlPPDLRLPKERGllI 
VFTGNGKGKTTAAFGTATRAV 
GHGKKVGVVQFIKGTWPNGER 
NLLEPHGVEFQVMATGFTWDT 

V^lNKbaL' 1 AAUK±:.V vVv^rl A,J\.KJyi 

LADSSLDMVLLDELTYMVAYD 
YLPLEEVVQALNERPHQQTVIIT 
GRGCHRDILELADTVSELRPVK 
H A FD AG VK A QIC ID Y 


29712 


60080 




29895 


159 


475 


VK VNL P W AM LLHSG Y A DH P YS 
RFDIVVAEPICTLTTD/GRCSHIS 

T VA A rJIIXTCnCli^n A WlTVyfDDTTn A 
L» Y AAOllJNoL'ols.OA VlMrrlJOA 

AIP1 TTClHpAD\7T>14PiriCTJ'DATTTA 
AlivL.1 1 otirAr VI rilvlOoJvJrAlll A 

T\n A Ci^T> TD DX A 1> 

1 VlArOKl KJvlAr 


















|58 


— 




^^^^^ 


60082 








2070 




29715 


60083 


A 


29898 


1081 


1218 




29716 


60084 


A 


29899 


289 


1014 










29900 











— — 

60086 








— 






60087 


— 


29902 


tT 


— 


PP VA Ar'T-IPOPniHC*CP AOIPPA c 

TPKPGGGDL 


29720 


60088 


A 


29903 


1 


711 




29721 


60089 


A 


29904 


2 


825 




29722 


60090 


A 


29905 


812 


961 




29723 


60091 


C 


29906 


1 


1587 





3825 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
•=Stop codon, /=possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


29724 


60092 


A 


29907 


3 


403 


LVFDDGDVQMGFWCGCPFCLL 

DLVCLGISSGGCRTVNIAEQQM 
T T pnpccr^TPVQpn VI Av*nvci 

PT I rjnAQr^T fil r^QMATP\JlTI IT P 
rl_«ljOuAaV^LOIjLlolVl/\iriVIJL*ILr 

IHEHGMFFNLFVSSFILLSSCL 


29725 


60093 


B 


29908 


168 


863 




29726 


60094 


A 


29909 


340 


612 




29727 


60095 


A 


29910 




834 




29728 


60096 


A 


29911 


92 


548 




29729 


60097 


A 


29912 


1251 


1682 


VPVALAAARRSELSRTAAADT 
G*SAAAELVNPPDYVPDERKRH 
QSGCPASNSARDPSSYNHAPDD 
ARCRHRGSGFASIPGGRASRLP 

A PT^ A n/^XlR ! CT APVI T OCPPPP 

GEEWTLVSVGALK 


29730 


60098 


A 


29913 




1278 




29731 


60099 


B 


29914 




2007 




29732 


60100 


A 


29915 


406 


615 




29733 


60101 


A 


29916 


52 


391 


SNRLLKLMHSSRSSCVMFFSSIR 

SFKDFSLVFDDGDVQMGFWCG 

CPFCLLSFPF*QSGPSAARSVGV 

CWHSTPDPVCLGVSSRGCQTV 

NIAEQQMLLPDRSSGSFVSEGY 

PAV 


29734 


60102 


A 


29917 


759 


1190 


VPVALAAARRSELSRTAAADT 
G * S A A A EL VN PPD Y VPDERKRH 
QSGCPASNSARDPSSYNHAPDD 
ARCRHRGSGFASIPGGRASRLP 
APDADQNRLSLAPVLLQSPPER 
TELHAGRRSALGQLSEWQSGQ 
SPAGAAIAAFDNR 


29735 


60103 


A 


29918 


84 


3661 





3826 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nuclcollde location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29736 


60104 


A 


29919 




1230 


MDAGWSDVGSWSSLWEISAHT 
AEGNVCHGDVINHKTENSYVY 
AESGLVTTVGVKDLVWQTKD 
AVLIADRNAVQDVKKVVEQIK 
ADGRHEHRVHREVYRPWGKY 
DSIDAGDRYQVKRITVKPGEGL 
SVQMHHHRAEHWVVVAGTAK 
VTIDGDIKLLGENESIYIPLGAT 
HCLENPGKIPLDLIEVRSGSYLE 
EDDVVRFADRYGRGNDMKKL 
TCFKAYDIRGKLGEELNEDIAW 
RJGRAYGEFLKPKTIVLGGDVR 
LTSETLKLALAKGLQDAGVDV 
LDIGMSGTEEIYFATFHLGVDG 
G I E V T A S HN P M D Y7*4 G M K.L V RE 
GARPISGDTGLRX)VQRLAEANE) 
rDD\/nprTi('i?r:i?vr^r\TXii i?r^AV\/ 

rrryUcj 1 KKUK Y ^^v^llNLJvL'A Y V 

DHLFGYINVKNLTPLKLVINSG 
NGAAGPVA/DAIEARFKALGAP 


29737 


60105 


A 


29920 




1398 




29738 


60106 


A 


29921 


426 


1861 




29739 


60107 


A 


29922 


863 


1388 


EPERTSIKSSGIFPGFSRQCVAPS 
GPMDVVFTKQFDITINGDFCRS 
RDNHPVFRAVMVHLYRQALAR 
FHGDAFHLVAVARVDRVIFAPR 

1 llir AJVjMrlVILJVlA 1 JUrULLUrir 
rrllljl K.V I VOINl^rlKlrOijriri I 
IrrlrlJOOlJl^Alvr&lrllAVror VIN 
rllA VAIN VALuO VOAULr 


^^^^^ 


^212^ — 




























29742 


60110 


A 


29925 




1294 


















29744 


60112 


A 


29927 




1422 




29745 


60113 


A 


29928 




1698 




29746 


60114 




29929 


210 


340 


YGDVEHESWLSCVRHAH\PRIP 
FA*PTLISLQKRLGKWSGVTGA 


29747 


60115 


A 


29930 


1230 


1404 


TFSDCQLRQQPGRNHHHFLWK 
G YG HH H YRNLP/V PNGPPLS LL 
P*YCKAKFKPSTSQVP 


29748 


60116 


A 


29931 


63 


281 




29749 


60117 


A 

— 


29932 


345 


467 


LPTRCTYTNLTRRRSPPAWYY* 

I WrllvUlt-^Ko 1 r AtvKl^ 1 H 


29750~ 


60TT8 




29933 


29 


281 


MFGKELGRRDVSQLG AAEITY 1 
LKD*T*ES*EILCGGRFLLPLRG 
RTLGQGEWPSLYFHSDCSSHAE 
QCLLYGFADWAPLAFFR 


29751 


60119 


A 


29934 


520 


714 





3827 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09'540,217 


Nucleotide 

codon for peptide 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 

*=Stnp codon, /=possible nucleotide 
deletion, \=possit)lc nucleotide insertion) 














LPSKLASGRCSFCDHWY*SQKS 
SHSGTLKSKKGQTLTAELGHLI 
SFHLALLSQHLV*WQDRLQQR 
ELHSDHWYFSRSSRGSLSPDIEG 
DLIQGQRHRDHIGP 


29753 


60121 


A 


29936 


586 


837 




29754 


60122 


A 


29937 


203 


864 


NSTKASQA/GRRVLLIDNGKKP 

GRKILRDPVESSDALFGVPAPA 

QVASGNRYGYSYLNDALNGGD 

AESAGLTPPELWPRHHGHGPA 

GVK.LVEQLCQRLRVPNEIRDLA 

RLVAEFHDLIHTFPMLNPKTIV 

KLFDSl DA WRKPQRVEQLALTS 

EADVRGRTGFESADYPQGRWL 

REAWEVAQSVPTKAVVEAGFK 

GVEIREELTRRRIAAVASWKEQ 

RCPKPE 


29755 


60123 


A 


29938 


322 


919 


VRAVFSLREQIRSHEIRRSAAVS 

NHQHFRRACGHIDRRTVQTLA 

HLTFRFGDKGVTRPEDFVHFW 

HRFRTKGDPLLTFWPSAPVTAT 

ILRIPLANGFFRHDHKSSCMTR 

VPQVPEDPVKSH APQQFWIH H 

G K WF A W YD VA IG 1 PGPFAGRS\ 

CVILLGDAVREVTRVSNAVPAK 

RYIGGSPRRGFINSCNMPGIISPG 


29756 


60124 


A 


29939 


1 


114 




29757 


60125 


B 


29940 


1 


4191 




29758 


60126 


A 


29941 


512 


661 




29759 


60127 


A 


29942 


I 


1254 








— 







855 


RKKPLP*QRD1SSSSLLSLRAFW 
ASAPVTATNPPDTLGNGFFRHD 
HKSSCMTRVPQVRSPTELNRSQ 
GASRPRGVIQQLGHRDPNGDDS 
H RVRIGLI KHMP 


^^^^^ 


60129 




29944 




23T3 




29762 


60130 


— 
— 


29945 


2 


2687 




29763 


60131 




29946 




936 




^^^^^ 





— 















— 






~ 




29766 


60134 


— 


29949 




792 




29767 


60135 


A 


29950 




929 




29768 


60136 


A 


29951 




969 




29769 


60137 


A 


29952 




420 




29770 


60138 


A 


29953 




549 




29771 


60139 


A 


29954 




450 




29772 


60140 


A 


29955 




606 





3828 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29773 


60141 


A 


29956 




726 


MARGNAITLPVCGRDVKFTLE 
VLRGDSVEKTSRVWSGNERDQ 
ELLTEDALDDLIPSFLLTGQQTP 
AFGRRVSGVIECDNLKTCHTSH 
GS VM AETAVINH KKRKNSPRI V 
QSNDLTEAAYSLSRDQKRMLY 
LFVDQIRK.SDGTLQEHDGICEIH 
VAKYAEIFGLTSAEASKDIRQA 
LKSFAGKEVVFYRPEEDAGDE 
KGYESFPWVFIKRAHSPSRGLYS 
VH INPYLIPFFIGLQNRFTQFRL 


29774 


60142 


A 


29957 


1 


771 




29775 


60143 


A 


29958 


1 


1491 




29776 


60144 


A 


29959 


145 


1929 


VSGVIEIADGSRRRICAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EF AGNIS ALA DA ECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HINPYLIPFFIG\LQNRFTQFRLS 

ETKEITNPYAMRLYESLCQYRK 

PDGSGIVSLKIDWIIERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TVAHDYDVIVIDSAPNLGIGTIN 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

OoV^or W IVlxliits^lKL^A W tJoIVl V LK. 
IN V VJ\iilUtlVLiJ^OV^lKIYIl\.l Vril 

QAIDQRSSTGAWRNALSIWEPE 
CNEISIGVSLDQDGGSNSVLRK 


29777 


60145 


A 


29960 


1 


1731 




29778 


60146 


B 


29961 


1 


3345 




29779 


60147 


A 


29962 


1 


1959 





3829 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 

sequence 


Nucleotide location of last 

of peptide sequence 


Amino acid sequence ( X^^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29780 


60148 


A 


29963 


1 


1302 


MKLMETLNQCINAGHEMTICAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPV 
NVSKSDDTLKINGVEDHKTIFD 
GDGKTYQNVQQFIDEGNYTSG 
DNHTLRDPHYVEDKGHKYLVF 
EANTGTENGYQGEESLFNKAY 
YGGGTNFFRKESQKLQQSAKK 
RDAELANGALGIIELNNDYTLK 
KVMKPLITSNTCDNLKTCHTSH 
GSVMAETAVINHKKRKNSPRIV 
QSNDLTEAAYSLSRDQKRMLY 
LFVDQIRKSDGTLQEHDGICEIH 
V AK Y A E IFGLTS AE A SKDl RQA 
LKSFAGKEVVFYRPE/EDAGDE 
KG YESFP WFIKRA HSPSRRL YS 
VHINPYLIPLLYRVPNRVTQFRL 
SETK/EITHPYAMPLYESLCQYS 




6OT49 


— 


29964 




T557 






60150 


— 


-■ 




2259 






— — 


— 


^9966 




T959 






60T52 


— 


§9967 




2277 






—■— 


— — 







24T8 






60T54 


— 


29969 




2028 




29787 


60155 


A 


29970 




1650 




29788 


60156 


A 


29971 




1170 




29789 


60157 


A 


29972 




1446 




29790 


60158 


A 


29973 




1191 




29791 


60159 


A 


29974 


22 


1893 





3830 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


NudcotiUe 
location of first 
cudun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29792 


60160 


A 


29975 


1 


1375 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAICENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KIRRKNGPVSATFTSDGKJRLFY 

TDYSGKHYGKQSLTTAQCDNL 

KTCHTSHGSVMAETAVINHKK 

RKNSPRJVQSNDLTEAAYSLSR 

DQKRMLYLFVDQIRKSDGTLQ 

EHDGICEIHVAKYAEIFGLTSAE 

ASKDIRQALKSFAGKEVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVHINPYLIPFFIGLQNR 

FTQFRLSETKEITNPYAMRLYES 

T rr^vD Dnr'Qr' lA/CT /viri\\//iTP/ 
» KiVrUOoUi V 0L./IS.IL/ W/Ilt,/ 

RYQLPKVPSPEARKITRRWRIW 
KQR]*LGFLLRLSEMPRKQGDY 
RTRIWKFEDGLSNVLVIQLNKLI 
ICVMCLVRDCDVLKTYFHR 


29793 


60161 


A 


29976 


1458 


2675 


CDNLKTCHTSHGSVMAETAVl 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQK.RMLYLFVDQIRKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AnoroKOL I 0 VrllJNr i t>irr rlUL 

QNRFTQFRLSETK£1TNPYAM/R 
V ri 1 is^lN^Jvoljl\.ov^iNl-/r KJs. 

GI 


29794 


60162 


D 


29977 


1 


1317 




29795 


60163 


B 


29978 


78 


215 




29796 


60164 


C 


29979 


225 


422 




29797 


60165 


A 


29980 




368 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFV 
DQIRKSDGTLQEHDGICEIHVA 
KYAEIFGLTSAEASKDIRQALKS 
FAGKEVVFYRPEEDAGD/EKGY 
ESFPWFIKRIYSR 


29798 


60166 


A 


29981 


1 


409 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFV 

L/l^itvJs.oUO 1 H^l:,riULilUt,lrl V A 
KYAEIFGLTSAEASKDIRQALKS 
FAGKEVVFYRPEKDAGDEKGY 
ESFPNWFIKHSTNITSLSLWFFSS 
CTH 


29799 


60167 


A 


29982 


I 


814 





3831 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pos.sible nucleotide insertion) 


29800 


60168 


A 


29983 




678 


GSVMAETAVIMHKKRKNSPRI 
VQSNDLTEAAYSLSRDQKRML 
YLFVDQIRKSDGTLQEHDGICEI 
HVAKYAEIFGLTSAEASKDIRQ 
ALKSFAGKEVVPi'RPEEDAGD 
EKGYESFPWFIKRAHSPSRGLY 
SVHINPYLIPFFIGLQNRFTQFRL 

^:CTlf^PTTVTr>V AAyfUl VRCT CTi'S/Tf 

ot,i Ivc-i 1 JNr I AlVlKL, i xloLL/l^ i K 

YSFPPDYFHGLALNVCGFSRYT 
VQDVGGSIILGSGGQWLSSHSS 
SRQCP 
















29802 


60170 


A 


29985 


179 


283 


MGQGRNPQTRRTYGCQFRMV 
K*HGIE1VIKCEELIL 


29803 


60171 


A 


29986 


1 


643 




29804 


60172 


A 


29987 


2 


1073 




29805 


60173 


A 


29988 


1 


1167 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYNV 

VFA L AG SPED ADDTSl YM F YQK 

CDNLKTCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGFYSVHINPYLIPFFIGL 

ls(fiNKr J v^r KLioli 1 Jvril 1 INr i AJVlJv 
L Y bbLUv^ iKIVVrL/UoOlVoLK/lU 
W 1 1 K Ki>v^Lr\^bAr i i^rr JylULKK. 

cor Y r rvWnKK 1 LOr LKor o V JvK 

GTEAGKFRIAAI.LVRI, 


29806 


60174 


A 


29989 


1 


1692 




29807 


60175 


A 


29990 




1788 




29808 


60176 


A 


29991 


1 


960 




29809 


60177 


A 


29992 


1 


1385 





3832 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQIDNO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29810 


60178 


A 


29993 


1 


936 




MWLVTTELESTDTEHFYHHSK 
CYWPRAHLGECILSIEAACQAA 
GGEAGNGGSAVTKATLGSRQG 
AQHWKALARTIRQEKEIKGIQI 
GKQEVKLLPFADDMIIYLENST 
DSSKKLSELCDNLKTCHTSHGS 
VMAETAVINHKKRKNSPRJVQS 
NDLTEAAYSLSRDQKRMLYLF 
VDQIRKSDGTLQEHDGICEIHV 

KSFAGKEVVFYRPEEDAGDEK 
O I cor r W r INIvA ri Xor r v^KAL Y s 
r'Tir'xiD*!! iPFCPXini r^MPPTrki? 

R\LSETKEITNP\YAL\RLYQSLC 


^^^^^ 


60r79 




_999_ 




26411 






^^TiT 


— 







L 


tIt^ 


















29814 


60182 


A 


29997 


452 


1523 




29815 


60183 


B 


29998 


9 


2021 




29816 


60184 


A 


29999 




960 




29817 


60185 


A 


30000 




864 




29818 


60186 


A 


30001 


2 


917 


FLFSPLEMQJQRFTSPSPDIPYRA 

SSSNCAPRGISPQELTVDLQTKC 

DNLKTCHTSHGSVMAETAVIN 

HKKRKNSPRIVQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRKSDGT 

LQEHDGICEIHVAKYAEIFGLTS 

AEASKDIRQALKSFAGKEVVFY 

RPEED AGDEKG YESF\PWFIKR 

AHSP\SRGL\YSVH1NPYLNSLFY 

G VQNRFTQFRLNF VQKSRL VD 

LALKGLRVLLVEGNDPQGTAS 

MYHGWVPDLHIHAEDTLLPFY 

LGEKDDVTYAIKPTCWPGLDIIP 

SCLALHRIETELMGKFDE 



3833 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29819 


60187 


A 


30002 


1 


1756 


MPASGNENDLNMPSGTIEIFVR 

CYVEVERJMDFADFGTTIKQDF 

RLLGQTSVDRLLQLSQGQAVK 

GNQLLPVSLVKRKTTLAPNTQT 

ASPRALADSLMQLARQVSRLES 

GHQAPCMKSNNALIVILGTVTL 

DAVGIGLVMPVLPGLLRDIVHS 

DSIASHYGVLLALYALMQFLCA 

PVLGALSDRFGRRPVLLASLLG 

ATIDYAIMATTPVLWIYPLCDN 

LKTCHTSHGSVMAETAVINHK 

KRKNSPRIVQSNDLTEAAYSLS 

RDQKRMLYLFVDQIRKSDGTL 

QEHDGICEIHVAKYAEIFGLTSA 

EASKDIRQALKSFAGKEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGL YSVH FNPYLIPFFIGLQN 

RFTQFRLSETKEITNPYAM/RIPL 

H*LFR*TLRQTKPDNSAGKCVK 

I**HTQNQRSGRSQNDF*RRPVL 

LASLLGATIDYAIMATTPVLWI 

YPLCDNLKTCHTSHGSVMAET 

AVINHKKRKNSPRIVQSNDLTE 

AAYSLSRDQKRMLYLFVDQIR 

KSDGTLQEHDGICEIHVAKYAE 

IFGLTSAEASKDIRQALKSFAGK 

EVVFYRPEEDAGDEKGYESFP 

WFIKRAHSPSRGLYSVHINPYLI 

PFFI GLQNRFTQFRLSETKE 1 TNP 

YAMQSPYTDYSGKHYGKQSLT 

TAQVNVSKSDDTLKINGVEDH 

K riFDGDGKlYQNVQQFlDEGN 


29820 


60188 


A 


30003 




1653 




29821 


60189 


A 


30004 




1128 


PWISAPVPVDWEGAMDSVTV 

LSFGGLMLYFCAGWPPARRWC 

FPESISCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRIE 

lASTHIALAARHSDWRCCRNGR 

YPARGPAALQNFQRYTGIQHV 

HRJGMAERMWCDRNRERHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHGSVMAETAVINHKKRKN 

SPRIVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

GLYSVHrNPYLIPFFIGLQNRFT 

QFRLSETKE1TDPYAMRLYK\SL 

CQYRAFVNGGGEEKARGKPIL 

CRYGVGM 



3834 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
stcjuence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol Tirsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiio»'n, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29822 


60190 


A 


30005 


2974 


3878 


PSKASELGRKQRRPVLSDSSYA 
QRKKKYPPWEKLQGSVRGETP 
VINHKERK\NSPRIVQSNDFPEA 
AYSLSRDQKRMLYLFVAQIRKS 
DGTLQEHDGICEIHVAKYAEIF 
GLTSAEASKDIRQALKSFAGKE 
VVFYRPEEDAGDEKGYESFPW 
FIKRAHSPSRGLYSVHINPYLIPF 
F1GLQNRFTQFRLSETK.EITNPY 

AN/IDT VnCT PAVl^l/PFir^Cr^IX/CT 
IVIU WlltK 1 l^Lt^V^O Y l^KlYlrUrK 

RRFLQVCVNEINSRTPMRLSYIE 
KKKGRQTTHIVFSFRDITSMGFF 
LESPTQGLASPE 


29823 


60191 


A 


30006 


233 


1538 




29824 


60192 


A 


30007 


1 


2331 




29825 


60193 


A 


30008 




1857 


MPLRFSSSSRIPYYVNLLHKAA 

TGFERIDYNFETIISSLEIATDAL 

TISDHHPCESAAINAETRPSTVL 

EELARAIRQEKRIKGIQIGKEEV 

KLSLFADDMIMYLENPKDSSRK 

LLEWIKESNKVSGYKTHVHKS 

VALLYTNSDQVENQIRTQPFYN 

SCENKIKYLAIYLTKESKDLYK 

RNYKTLLKEITDDTNKWKHIPC 

SWIVKVAGVESWIHHTQVEVW 

TPPEETAGSTAHQSQDQPDQPR 

YTCEPLEDLHLLFQKETSHTIKA 

STTDPEEKPLPPYKRYCDNLKT 

CHTSHGSVMAETAVINHKKRK 

NSPRIVQSNDLTEAAYSLSRDL 

KRMLYLFVDHIRKSDGTLQXEH 

DGICEIHVAKYAEIFGLTSAEAS 

KDIRQALKSFAGKEVVFYRPEE 

DAGDEKGYESFPWFIKRAHSPS 

RGLYSVHINPYLI\PFFIGLQ\NRF 

TQFRLSETKIPVIIQEAGLSQSEK 

QAADGIQGVAHPAFQVCDGCG 

SSLQHFFLLMLVDFQLPPLLNL 

RVLIMATLFTTACYVELRGYML 

HAFQLVSLAMSHLHLAHNQDT 

SDVRADLSNAYSEEVRKFGFLL 
WGLDCASLHRSDFITSSETKYH 


29826 


60194 


A 


30009 


1 


944 




29827 


60195 


A 


30010 


1912 


1915 




29828 


60196 


A 


30011 


1503 


1961 





3835 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
■n USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


29829 


60197 


A 


30012 




6552 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFV 
DQIRKSDGTLQEHDGICEIHVA 
KYAEIFGLTSAEASKDIRQALKS 
FAGKEVVFYRPEEDAGDEKGY 
ESFPWFIKRAHSPSRGLYSVHIN 
PYLIPFFIGLQNRFTQFRLSETKE 
ITNPYAMRLYESLCQYRJCPDGS 
GIVSLKIDWIIERYQLPQIRLGDP 
GSSRLSMEHGLRSTPAWTLDKFI 
EDYLLPDTTFGADVKSAVNVV 
CDFLKERCF 


29830 


60198 


A 


30013 


1 


2679 


MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFG\LTSAEASKDIRQALK 

SFAGKEVVFYRPEEDAGDEKG 

YESFPWFIKRAHSPSRGLYSVHI 

NPYLIPFFIGLQNRFTQFRLSET 

KFITNPYAMRLYESLCQYRKPD 

GSGI VSLKIDWIIERYQLPKVPS 

PEARKITRRWRI\VKQRJ*LGFLL 

RLSEMPRKQGDYRTRIWKFED 

GLSNVLVlQLNKLilCVMCLVR 

DCDVLKTYFHR 


29831 


60199 


A 


30014 


2641 


5798 


CDNLKTCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

S L SRDQKRML Y LF V DQl RKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGL\YSGHINPY\LIPFFIG 

LQNRFTHF\RFMEQKKSPSNRFT 

QVRLSETKEITNPYAMRLYESL 

CQYRKPDGSSIVSLKIDWIIERY 

QLPQSYQRMPDFRRRFLQVCV 

NEINSRTPMRLSYIEKKKGRQT 

THIVFSFRDITSMTTG 



3836 



wo 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequenrc 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

location of first 
codon for peptide 
sequt-ncc 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


29832 


60200 


A 


30015 


1734 


6267 


QQHRNPQKGKQWSYKSTFKFK 

SESDIHLAEHHKQVLYDGKLAS 

SIAFTYNAKATDAQLCLESSPK 

ENASIFVHSPHALMLQILTEQV 

CTQVVHKPHPEPDSTVKIQNPS 

EQMAVLYCIVLVGGEFDLEMN 

FIIQDAESITCMTELLEHCDVTC 

QAEIWSMFTAILRKSVRNLQTS 

TEVGLIEQCDNLKTCHTSHGSV 

MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGK.EVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGL 

SIVSL\KIDW11ERYQLPQSYQR 

M P\DFRRRFLQDVQNETHGNT 


298j3 






j0016 


'^'^ .... 


^^■^.^ 




29834 


60202 


A 


30017 


2033 


4226 




29835 


60203 


B 


30018 




5670 




29836 


60204 


A 


30019 


1968 


3130 




29837 


60205 


A 


30020 


34 


431 




29838 


60206 


A 


30021 


320 


528 




29839 


60207 


A 


30022 


1373 


1868 




29840 


60208 




30023 




1771 




29841 


60209 


B 


30024 


1 


2299 




29842 


60210 




30025 








29843 


60211 


A 


30026 


1 


127 




29844 


60212 


A 


30027 


1 


812 




29845 


60213 


A 


30028 


1 


1830 




29846 


60214 


A 


30029 


1 


836 




29847 


60215 


A 


30030 


297 


936 


RTSSSLMRSSSSLLRICSGVSFRS 
IPRWFTSVSLPSSFIRVRITTFRYT 
PGHVAPASRRSCYKVRR*PMRL 
YTMIQSLS/VGSRPSGLRAFSSD 
CSPLPRTCSLSRRRVLMITTSRS 

oL. 1 lOVlJroVivrVljAAAoC. I r 

SRR\YAGFQNPHNLLVSG*YQG 
NYRHFGILRGYPG/TLKNSNFQL 
TRSARISLSSRSSICTSTGGNTTL 
PPSSPPDC 


29848 


60216 


A 


30031 


1818 


1991 


SPSH[RRTAPNGLRHYQR*IQQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 
















29850 


60218 


A 


30033 


1419 


1640 


IFCASLSLGLYAGIEARILTKGY 
TRK* IQQ* APSDQKRDFL VPHG 
ADSAMAKHGGSHRAVLPQGC 
DPHMESLI 



3837 
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SEQ ID 

NO: 

29851 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0<>/540,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \''possible nucleotide insertion) 


60219 


A 


30034 


1 


1593 




29852 


60220 


A 


30035 


107 


195 




29853 


60221 


A 


30036 


1480 


1605 


TILR1TFQFCRSNRRRQRQ*NRF 
STSQRRCYFLLNGEDVTLP 


29854 


60222 


A 


30037 


1 


373 


MPSYFTSRTAAVHVSALREEQA 

HHESKHHESFIAQRMFRMFYQ 

ARNLLH AGQENLFSG LTALTAE 

FTVGEEATRGKTTGKRGPSPDG 

Rl L RTIKTRN PRG YMQGRYLES 

QRDVEATDKPFEFFMNRFRLLE 

AAPRVEFIAYTGLCEDVIRPQL 

DEAIAQG YLTEC A DY WQITEH 

GKLFLNSLLELFLADGYHMWR 

MIGAGAHLAVGIDPTQLFLCQF 

E A VRKLLGNDQRAH LLPLGIEQ 

LPALKAFDTVFSMGVLYHRRSP 

LEHLWQLKDQLVNEGELVLET 

LVIDGDENTVLVPGDRYAQMR 

NVYFIPSALALKNWLKKCGFV 

DIR.TADVSVTTTEEQRRTEWMV 

TESLADFLDPHDPGKTVEGYPA 

PKRAVSDCAQAVKMTNMISYQ 

GLVRTFLSTSPNNWLVFMQNG 

QE V V1DSGKSVS*RSVCFGCFIK 

HGICSMRDKK1SFLV*RRLLLNS 

LSAKKLHGAKQRAKGDLPRMG 

AFCVPPKRVIRVVICKEGIWKA 

SVMSKPQISRLSSL 


29855 


60223 




30038 


561 


845 


AK.1VQLRPR1LRPSRSARRCPSA 
PRSR RQRRRSG PLPE P A P R V S * Q 
IFPSQYWRYRQSTENQKQRLDP 

AGSA 


29856 


60224 


A 


30039 


1 


1090 




29857 


60225 


A 


30040 


1 


1384 




29858 


60226 


A 


30041 


I 


1377 




29859 


60227 


A 


30042 


2268 


2684 


RCRRCKRRLLRRFRRSLLSLAG 
SPENHARFYCRNSLPDEWFFRH 
HPRST*PPRSRE1RRCHCG*RQC 
SSDGRKITSVHRGRNADGRELT 
HQAVRLLAYLSDRFARHHRHL 
RNAHRRGPDR.IPKERHFPATICL 
RHTPAV 


29860 


60228 


A 


30043 


1130 


1310 


RLDKQNRRQGKRQRNNGVFHQ 
QPQRR*RTDV IQMPHSH HRHA 
QRRDHQQLGQHHAGRNFE 














VAASVSSSMSCAPVLMTVVTR 
CTLLILSQFMRRKAIKK/LSGSL 
LPASEVKVLKRDGDYSEA^QQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 



3838 



wo 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29862 


eozjO 




== 









2986j 


60231 


- — 




30046 




-! 


T5^i 




29864 


60232 




300_7 









29865 


60233 


- — 


30048 




790 







29866 


60234 




30049 




ksT 












T853 






29868 


60236 


A 


30051 


90 


411 




29869 


60237 


A 


30052 


1375 


3174 




29870 


60238 


A 


30053 


5 


206 




29871 


60239 


^ 


30054 





















rr Y lxKrvKKKKL,o V oL'OlvlisJN 1 0 

KTRRTR*IINLLGRS*NRNFVSV 
PSGQNYP'ISLDHGRENYGGYS 
TIQNRLLRLPLSRSGCILQ 


29873 


60241 


A 


30056 


634 


924 




29874 


60242 


A 


30057 


42 


665 


K.YGV\NPGPYGGT lARKLYEKK 
LLKLREQGTESRSSTPLPTISSSA 
ENTRQNGSSDSDRYSDNEEDSK 
lELKLEKREPLKGRAKTPVTLK 
QRRVEHNQSYSQAGITETEWTS 
GSSKGGPLQALTRESTRGSRRT 
rKK.K Vn. 1 otHriviUOr V iot.^> 1 rl 
Ad J IIVlAoolNCloij V VINKV 1 OlNrr^ 

HASPILPITEFSDIPRRAPKKPLT 
^^^^ 


29875 


^^^"^■^ .... 




30058 


_1_822 




4791 




29876 


60244 




30059 


310 


_[275 




^^^^^ 


60245 




30060 








29878 


60246 1 




30061 


— 

250 


15j0 




29879 


60247 ^ 




30^^ 


■! 


2641 




29880_ 


60248 




30063 


2009 


"^75 




29881 — 


^pZi — 


— 


f22z 
















— 


999 




29883 


60251 


A 


30066 


2282 


2741 




29884 


60252 


A 


30067 


1 


2199 




29885 


60253 


A 


30068 


1 


2229 




29886 


60254 


A 


30069 


441 


608 




29887 


60255 


A 


30070 


122 


517 


CTIVIRSRCFWWKTAWAQKMN 
LLPMARLTTTIALATYANISAQ 
WAKRLQTAFR*WATPHGAVLI 
* FPALRVK* ANATALSLLTVTT 
QATGRLRARQRKTATPRTIRPG 
ESTSSSPRSSGSLSAPACSVPWM 



3839 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, V^possiblc nucleotide insertion) 


29888 


60256 


A 


30071 


498 


1155 


KQPSAVSGTGAAGEANLHAVR 
TAEQTAVVYRHRQRVRXYLLR 
YGILDWSPTYLKEVKHFALDKS 
SWAYFLYEYAGIPGTLLCGWM 
SDKVFRGNRGATGVFFMTLVTI 
ATIVYWMNPAGNPTVDMICMI 

V IVjrLl I urVlvlJ^10L«H.AL,tLArlS,. 

KAAGTAAGFTGLFGYLGGSVA 
ASAIVGYTVDFFGWDVGFMLS 
HELWESEFTKLKYEYIWSCPAS 
VSGWL 


29889 


60257 


A 


30072 


670 


1100 


NCRKTSPKRRFSFDDPKSDRAK 
DFLAKILH*SLWRAYPIARHLTL 

Y Kr Ar KJL-- Y 1 LALr Lc^l^Kb 1 y^K^yJ 

AT^/IAI T>Ti T npr>priT-irir» A T ATX/" 
LALASPELDVKAITSSAGNQTP 
EKTLRNVLRMLTLLNRTDIPVA 
GGRGKTVNA 


29890 


60258 


B 


30073 


861 


935 




29891 


60259 


A 


30074 


1 


2510 




29892 


60260 


A 


30075 


3 


119 


NALRKSASSCSGRNRYPGS*PS 
RPDCQRSCSHKHAGYG 


29893 


60261 


^ 


30076 




227 


GGEGRASCSADTGWLPSDPPGC 

A Ar:Ai nnnnwr A\f Ar\ A a Anma 
A AO AljVjvjVJO WAV AVJAAAOOi^ 

UA o AvjVJlO V rlArJVAV^rlr A 1 r* o 

U r A bU V Irr >s^ 


29894 


60262 


A 


30077 


1 


2277 




29895 


60263 


A 


30078 


1 


2187 




29896 


60264 


A 


30079 


1 


3666 




29897 


60265 


A 


30080 


1 


699 




29898 


60266 


A 


30081 


513 


1019 


TGGVCCWCARYVDALVVFAD 
QLFVAEVLASAHSPSRLYAHAH 
GDTPQRLRLNGRQALSP*FCCN 
UD A AF /^u trr\p\/p Tn PAPr\cpr\ 

*RSLFFRSVDADGG*R*SHGYA 
FRHGRFQCHRPHGLPGTGPPRH 
ADSAFSRRLIYPACRWRL 


29899 


60267 


A 


30082 


389 


462 




29900 


60268 




30083 




278 


iviovrsL'AVJjtiivirioi-.viiNi^rmv v 

UAVjr UKiLiLi V V err I LJLiCjLjUr n T 

RMFNADGS/DSGAVRQRCALLC 
PFCASERTDQ«A*YPRQHRQRA 
DGSDRHR 
















29902 


60270 


A 


30085 


1 


1308 




29903 


60271 


A 


30086 


30 


164 


VTWW*RAPTAGLMQC*YCRNR 
RARLRLTYGHAPAHRRNGPDV 
PS 



3840 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 




NO: 


of peptide 


hod 


in USSN 


location of flrst 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


29904 


60272 




30087 






1 LKrAINts.r' rUflJAAvi Vlr VO I 














AL*RGTSVSAVHRW/CSTVFGV 














NWATLATKLMVAGIRRSGAAS 














RISRASPPSFSVPACSVGRKKVI 


29905 


60273 










36_9 




29906 


60274 




30089 




957 


MGFRRTMPHIVISALVGGLLLV 














FADCLAWTCRHDKLDDISDVA 














KI TG LTSK A IRFYEEKGLVTPPM 














RSENGYRTY I QQHLNELTLLRQ 














AKV^ V Lir lMLt!-t:.5Lit^-L V INUr INUrV^ 














KrioAL'VKlvK. 1 LllJvV Ac-lcKHlt:, 














ELQSMRDQLLALANACPGDDS 














ADCPIIENLSGCCHHRAGKYVG 














1 IP D\/VD P ID UCr^AX/DlIi'Tt CnP A 














VSEFQRLIQPNHQYQSYTRQCA 














PETDNHADNSYNAGLFIVNSLY 














TA nr;A/AyTr*VUCT \\70PV\/DI A/fP 
I At,U VlVJlJls.ribLWv^KY Vr^LIVlK 














HEALRLQVRLPASVELDDLLQA 














nr^ini i xTA\/T7Pvr^Ai rinxAT7TT 














YAVQRIR\GAMLD 




60275 




j0090 





— 




29908 


60276 


— 


30091 


4j0 


660 
















RHYQIQLSAVQRIRGAMLDELR 














cpr^\iA/DP 'v\»PXiAPi::A/Af~\A T/":r\ 














MSLPMLQVALS 


29909 


60277 




30092 


1 


1575 




29910 


60278 




J 009 3 




289 


N/IIQ AMPPTIXII T^l I PTP\/A\/A 














DI .NTFA AAAAAVCRTQSAVSQ 














QMQRLEQVPLGKNCSLVTVATN 














C*LNiyiAFNFLVTPGKSCVLMM 














RSCIQPNSD 


299] 


6_279 





— 





— 




29912 


60280 





1 

30095 


— 

10j7 


— 

1297 
















TP A VPR A tJR A CPTtinnr'rtW AM? 














CC\/K>fD\/VD\TQTTI>CTI DPPQTPV 
VlVlr V l^rfNo 1 1 rolLjKKi'o I riv 














CSATNCGEN*LS1M1GS 


29913 


60281 


A 


30096 









29914_ 


60282 




30097 


W' 








7^^^^ 


— 


— 




^— 











— 






ZST 


KSLNAICYRNTRTSMACY*PA* 














VKWrlvrioAUljM 1 lor VL*n Vlor^ 














RHWRLECATRVGRLG 


^^^^^ 


60285 




30100 




2784 




^^^^^ 


60286 


— 


30101 




^— 


_1975 




29919 




— 


30102 




470 




29920 


60288 




30103 


1447 


1773 


r\PA crTPi-ri-mTr^PUTJT-i/^pcvnr^ 














PQRDPRHIDAQVSDQRPCPDSG 














LREPLHCAQPDSGG * ADNSADH 














IRRNGGDGAFQRKRNRTLTDPH 














KRQEHGGLTLRIKLSVEQAFAG 


29921 


60289 


A 


30104 


1 


449 





3841 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /^possible nucleotide 
deletion, V^'possible nucleotide insertion) 




^M^T 


— 


=== 



=^== 
— 


===== 














410 




29924 


60292 


A 


30107 


3080 


3232 




29925 


60293 


A 


30108 


1 


1272 




29926 


60294 


A 


30109 


438 


617 




29927 


60295 


A 


30110 


259 


392 




29928 


60296 


A 


30111 


905 


1545 


RLTTPSLSVCWRPAAKRPILPRS 
LKQLKKIASRKVTPVSLGNAW 
NNLEKQRAYLSMMAQKRVDG 
LLVMCSEYPEPLLAMLEEYRHI 
PMVVMDWGEAKADFTDAVID 
isJAT7Fr;riv\4 AHPVT TPPr;upT7Tr; 

INArtijO I MAVjK I LlCKLirlKJllVj 

VIPGPLERNTGAGPPCRFYEGD 
GRSDDQVDGDIQFFFSTNTITGR 
GHFRTMVDGICPCKDGNLRFN 
R 1 LEHREPF YPQI P A TF A Y A 


29929 


60297 


A 


30112 


3 


466 


AIVKFKRNVHQDGGYCSVQIQ 
QCRFALIFKDFCRMRHNGLIRR 

1 Ibv^l^C>VLiKIKL.Vol/\oLiKV i i*^ 

FFALEGKKPSSSISA APTQMAVS 
ARLKVAKCQSPT*KS11STTKPC 
HRRSNRLPSAPPJISATRVHRQM 
RYSTSSGAAALLSITVTPS 


29930 


60298 


A 


30113 




1562 




29931 


60299 


A 


30114 


706 


857 


PMRELISKGVSPFAISNSGLLTS 

L,Li J SV V lUAliJ»jlKrbrL.E)W no 

GKGP 


29932 


60300 


A 


30115 


966 


1142 


SLEETEKYRNVNEMCFPVKRR 
RREREKTSERTPAPV*VKITTRK 
LYPAEERTGRIFEA 


29933 


60301 


A 


30116 


1 


3095 


MDKFLNTYTLPRLNREEVESLN 

RPVTASGLEVIINSLPIKKSPGPD 

GFTAAFYQRYKEDAGEREGEG 

GNQQVAVRGKRKTTERKKKLG 

EDVKVKESKNSGAYEVKQHRF 

FRSLDWNSLLRQKAEFIPQLESE 

DDTSYFDTRSEKYHHMETEEE 

DDTNDEDFNVEIRQFSSCSHRFS 

KAAEVSTRLLSTRVTEIEGWLI 

VQRNQKLLQSNLKQRSGEPLIL 

DDDSHVPPELRAGYRLLKNAG 

CLPPELEQRREAIQ 


29934 


60302 


A 


30117 


1 


2583 




29935 


60303 


A 


30118 




3141 





3842 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of ilrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29936 


60304 


A 


30119 




1037 


MRVVILGSGVVGVASAWYLNQ 
AGHEVTVIDREPGAALETSAAN 
AGQISPGYAAPWAAPGVPLKAI 
KWMFQRHAPLAVRLDGTQFQL 
KWMWQMLRNCDTSHYMENK 
GRCFELPVAVYAGGQAVLVKQ 
CKAIGGPDRAPDTLNTMPIFKA 
CTPDNRRAVWRHRAQTSPESR 
LLDMTAAWIEIANHHLQRFTTR 
LQQLGIKTNNLRHSGKTNAVIV 
YMIQSISLVDEMSCHLVLTTGG 
TGPARRDVTPDATLAVADREM 
pr:pr:pnA/fi? AiQT t-ifx/ptaii qt?/^ 
VGV1RK.QAL1LNLPGQPK.S1K.ET 
LEGVKDA/EGVPYCIQLLEGPY 
VETAPEVVAAFRPKSARRDVSE 


29937 


60305 


A 


30120 


96 


711 




^^^^^ 







|— — 












— 




— — 


— — 






6oio8 




I0T23 


T93 


^ 


IQTESNPQD1L*NPSPPVFISKHS 

rIN fNo I I AV^olvtiNJNNotnrrl Vr 

ATTCNRALSIWYLMN 


29941 


60309 


C 


30124 


202 


321 




29942 


60310 


C 


30125 


150 


491 




29943 


60311 


A 


30126 


1163 


1257 




29944 


60312 


A 


30127 


929 


1023 




29945 


60313 


A 


30128 


3 


765 


TARAWLLLGPVWPCVSERWSK 
KPSPRGGRDPSDRDPAAFAARS 
TVPPRISAYERPVPWPGEWNDP 
RGPGRRASAVVSPREGNWGVL 
RDPRLQARKPRMVRSRQMCNT 
NMSVPTDGAVTTSQIPASEQET 
LVRQESEDYSQP\*LLVALFIAA 
KKM * KSLKGKKPKTKKRV WN 
L VCPLMPLNL V* FVKVDLKM V 
ALSMAKQDILWPALH/DAKKL 
KKRNKPCPVCRQ/HNSNDCANL 
FPLVDLSIRELYISNYITLGI 


29946 


60314 


A 


30129 


2 


430 






— 




— 


^03 



















GTGQCANTKMSVPTDGAWTTS 
QIPS/SPEQETRVR\PKPLL\LKLL 
KSVG\AQKDTYYYGKRFLFNLG 
QYIYGLNDYY 


29949 


60317 


A 


30132 


3 


619 




29950 


60318 


A 


30133 


123 


385 





3843 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQIDNO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29951 


60319 


A 


30134 


66 


413 




HQSEQMYQSSESCLLGTTAKA 

Onuni UTAQ Ar'UCPQTPDCM/CI 
tvLjliv^IjK 1 AoA^rlr ro 1 rrr WoL 

TLESQREGRFKQPTLISCF/CLF 
MSVPVVSAPPFSSSSSSSSSSSSS 
SRP WFPDQE AR* LTSPVERPCR 


29952 


60320 




30135 


257 

— 


465 

— — 


V r J or AoLtoKl^oL^rri VLl^r V vV 

EVEGHSV*TGKPDRPPRR1CLLT 
LLLPVPWVPGQLAIKQEGQEPK. 






60321 




30_3 


T^— 






29954 


60j22 


— 


301j7 











^^^^^ 


g^lHf 




^5T3^ — 
















W 







29957 


60325 


A 


30140 


650 


1045 




29958 


60326 


A 


30141 


374 


575 




29959 


60327 


A 


30142 


1 


1095 




29960 


60328 


A 


30143 




981 




29961 


60329 


A 


30144 


28 


698 




TACRIRHGHAGRLCCSPCLLVIP 
LKSSQHALRVLNPPNLDGRRKI 
A\FAHHCPFKGVG\RRYA\HVVL 
RKADMDLTKEGGENSLEDEVE 
RV1TH/1LQNPRQYK\IP\DWFLN 
KTRRM * KDGTY SPG P*PIGLGQ 

RHFLGAFRVRGQAHQEPLGRR 

U Kn r V C C 1 V 0 1_» V IN IS. I 
V I IrN-KIVlvNJSJVlV VJJAAAJNIj V V 

VVVVGGR 


•^^^^^ 


60330 




30145 





340 




^^^^^ 





— 


— 


— 










— 




— 


TsT 




29965 


60333 


B 


30148 


1 


2652 




29966 


60334 


A 


30149 


205 


450 















1^59 








— 


w~i — 


T39 








29969 




60337 







30152 




237 




422 


W r c 1 rJ\K^ I 1 INKorHovJ I rl i ivrvA 

ANKPRRLPPVR*RCPPRA 


29970 


60338 


A 


30153 


1 


1134 




29971 


60339 


A 


30154 


136 


411 




29972 


60340 


A 


30155 


I 


3345 




29973 


60j41 


^ 


30156 


194 


475 


TP ATV RRG WRPA V RVFR W WK 

DT x\/ppppi(rr:PT cpr:T/^/^pPA/DT 

TTDCTr;Tv\>ip Anir* AA/ii'N/ii T\/r\ 
1 I 1 0 1 VlViKJ\01UA VJvlVlLl V 

KSPCMPPC*HRQWTMTGLWQA 
PAAIRPV 


29974 


60342 


A 


30157 


1 


2988 




29975 


60343 


C 


30158 


1 


3939 




29976 


60344 


A 


30159 


308 


749 




29977 


60345 


A 


30160 


1 


1338 





3844 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibie nucleotide 
deletion, \=possible nucleotide Insertion) 


29978 


60346 


A 


30161 


1 


4342 


MTRDNPVIPRFIHRREVVFIGQE 
NGGIQNARFIAALFFQHGVNLC 
QRVGGLLKGIGVEVFRYTSVVE 
RVVVDYYIRPAGFSIDTNDRGS 
VTDDFAPDGQLAKAIPGFKPRE 
PQRQMAVAVTQAIEKGQPLVV 
EAGTGTGKTYAYLAPALRAKK 
KV 1 1 STGSKALQDQL YSRDLPTV 
SKALKY rGNVALLKGRSNYLC 
LERLEQQALAGGDLPVQILSDV 
ILLRSWSNQTVDGDISTCVSVA 
EDSQAWPLVTSTND 


29979 


60347 


A 


30162 


1 


1023 




29980 


60348 


A 


30163 


1 


679 


M FRVTWSSGRTGLGKRLFRTP 

YDNDDTGPYAFNKTHPKDNYT 

CTVLFIDDMSASGQSLDKAQD 

NYRQAMKKLSSGRGNVLAQAE 

AFRGLGVEIKREINPDLAEQAIR 

LQDCVFDTQETMTTTFTGTVSS 

AfNctLJlN IT llrlNIIJILiAArlNiNVa 

LAIGNYVVLAFSA SA/GA/DMK 
MVNSTITASGSKRSTTVLRQGL 
SQRWLLSAGARNLLQHYSFRE 
TCANWNMLFIGR 


29981 


60349 


A 


30164 


114 


685 




29982 


60350 


A 


30165 


1 


1353 





wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptiile 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29983 


60351 


A 


30166 


1 


1661 


MRGEVLLAGVPRHVAEREIATL 

AGSFSLHEQNIHNLPRDQGPGN 

TVSLEVESENITERFFVVGEKRV 

SAEVVAAQLVKEVKRYLASTA 

AVGEYLADQLVLPMALAGAGE 

FTVAHPSCHLLTNIAVVERFLP 

VRFSLIETDG VTRQLLG VSYRI L 

AMGHAEFLIQIADMRNDGGWR 

DFQFSGNLVMDEPNRSAQTYIK 

L V KSRLGTTKRYNHKDDCPRC 

RW1AAMIDNPPRIRKPTK.SASV 

WHATATSASPERQMSTTVIMS 

ARFISCVA^MTPFCMPRSGPMRF 

VHLPCRFRDAFNTGVGKLDQL 

GPSMSTRIRQRFTTLCPMTLSSS 

STEFENVSDCRPSRARSCLRFRL 

CRSIRCVYRLADYVQRSLQAGF 

IQRPAIRHPYI IH VKGAFTEYVR 

NNRLPETVIRVLQPALARFSPDI 

APLFSPFPLHDDDVTARLYAPS 

LMPKLRLIGLTLLALSATAVSH 

AEETRYVSDELNTWVRSGPGD 

HYRLVGTVNAGEEVTLLQTDA 

NTNYAQVKDSSGRTAWl/HVET 

T*H*AKPALPCARSGKSGQNPD 

D *Ti-ir*vi? 


29984 


60352 




30167 


2d4 


496 


PACDi VT/^iOr^nppci CA\7\/Q\/r: 

AjrrAolv VIVoolvKW V O VvjroS 
WrrkJiVlSL. 1 AHlKJvoKKir V Voo 

GSLTASFAT^VVR 


^^^^^ 


60353 




30168 




^ 




^^^^^ 


^21^i 


— 


30169 




i 






29987 




— 






— 






29988_ 


— 

6(b56 


~ — 




jOTTI 




i 


702 




29989_ 


60357 


— 


^^ml 




^5^8 








— 













60359 


— 


30174 


612 


671 




29992 


60360 


C 


30175 


1 


2649 




29993 


60361 


A 


30176 


501 


754 




29994 


60362 


A 


30177 


1030 


1327 




29995 


60363 


A 


30178 


3 


108 





3846 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29996 


60364 


A 


30179 


404 


1347 


DVTILARAVLQALLKILYH/KCE 

FNDEMLTEGVIREKMGFNPQTL 

REVLQACQQQGCVANNLDLDV 

VMIIIDGAFSGIVQNWLMNMA 

GYDLYKQAPALVDNRTGMER 

ASNGGPWQVQSLPARSYRQLD 

SYYGEAMAIGERALVALLDFSG 

PSPSGDWRYQTHHTFPPTGWR 

RQATLVKMRACIEAVKAVGEE 

LCPALGLTI PVGKDSMSMKTR 

Wl^tUrNc-oKblVI I brJLoL. V IbArA 

RVEDVRHTITPQLSTEDNALLLI 
DLGKGNNALGATALAQVYRQL 
GDKPADVRDVAQLKGFYDAIQ 
ALVAQRKLLAYHDRLI 


29997 


60365 


A 


30180 


494 


1433 




29998 


60366 


A 


30181 


1092 


1347 




29999 


60367 




j0182 


j15 


600 


STPIEKTVSKAFSAGSCSILTVT 

NAKAoAKbAUiJol 1 AAVoOk^UA 

PTP* EVSS AF A RSLICRSIR KPGL 
KLRSITIGALASKTVLPASPPRIA 


^^^^^ 


60368 


— 


£0183 


535 




661 










30184 




j49l 








^2|Z2 




— 

















T?5~ 







30004 


60372 


A 


30187 




539 




30005 


60373 


A 


30188 




690 




30006 


60374 


A 


30189 


127 


939 




30007 


60375 


A 


30190 




665 
















SSCVLVRWRETADCRWRKLCL 
TDERTRRVNNLRHATNSELLCE 
AFLHAFTGQPLPDDADLRKERS 
DEIPEAAKEIMREMGINPETWE 
Y 


30009 


60377 


A 


30192 


242 


709 


NYMHYHADRCITRCHGNACTV 
NYAGLRSVPTSTVWTGLNLLT 
KRIKYLMAEWSGE/YISGPCVEP 
GKKSDQSKKITVSIPLKVLKILT 
r>ppTWBr»v>j>ji niJATM^Ri i /^x; 

UcXvIKlvl^ VIN£NI_#l\.tiA 1 INocLLL/Xi 

APT HAPTnnPT pr»r»Am rvpct 

AE\IPEAAKREHA*HGGLTPET 

WEY 


30010 


60378 


A 


30193 


1 


897 




^^^^^ 







30194 


_1030 


}^ 




30012 


3 0 




30195 


263 


514 




PAHFSVAHSHLWQNINPLSSVQ 

CRQNHQAIPCRIFELLNVMRH/ 

VTRDSSSGLGCSWRLTASVNAR 

RFVDPVQILVMAMSGRRSR 


30013 


60381 


A 


30196 


1 


1995 




30014 


60382 


A 


30197 


141 


229 





3847 



wo 01/075067 



PCT/USOl/08631 



SEQ II) 

NO: 


SEQ ID NO: 
or peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possibie nucleotide 
deletion, \=po$$ible nucleotide insertion) 


30015 


60383 


A 


30198 


1 


702 




j0016 


60 J 84 




30199 


j6 


144 


lJUI-«LLML'CivJNIorl-#|jV^ri.l\JVIr 1 
yAV V W WWls.L'iljV 












646 


r*U/\/DI A DDVTKyrDAr*l-F\//^PD'TCCI 
y W V rlAKi^rNlvlrAi^MVyKKI ooL, 

ERRQPVMLMVMLRILWYlYCSr 
HVLG*WICRLYYKTLLK 


30018 


60386 


A 


30201 


107 


1200 




30019 


60387 


A 


30202 


366 


500 




30020 


60388 


A 


30203 


1 


1193 


LADCSRYNGLEMTLSCCAGAS 

■RDAVGGIERGGLKSPEASEGEI 

APRLLLDGEPLALSGDKWRISP 

WLLVTDDTATITAFLQMIQEGK 

AITLRDGDQTISLSGLKAALLFI 

DAQQKRVGSETAWIKKGDEPP 

LSVPPAPALKEVAVVNPTPTPL 

SLEERNDLLDYGNWRMNGLRC 

SLDPLRREVNVTALTDDKALM 

MISSQIFNGHMVHIIKDLVFTDH 

APDKGISFGSDTGMDRPARGD 

HRLLVMHHDMTRFLRLPHHVE 

NAGVIIHIEIEINFHPALVGVTRH 

G VPLVTRSQLRQPHTRLAGFQY 

lC?r'^/^l'C\AX10 A T\/Tr;CPI A V APT F 
IKJJi^lr V iNKA 1 V 1 UtciA. I AE-i^r 

1 iNrr AlNVjlNKTo I xviiiNAAiNlNiNo 

vKi'v/ A \/xii4/^\/i inr^vvi cvrrivcF 
Ar^DT nir^PFr'VPTvnAi cwtjt 

Al^rL/OHsiK-rCVKl VJJAL&I vrii 


30021 


60389 


A 


30204 




1057 




30022 


60390 


A 


30205 




955 




30023 


60391 


A 


30206 


1281 


1370 




30024 


60392 


B 


30207 




2199 




30025 


60393 


A 


30208 




589 


MLKK.REQTVFTHEKSVFQGLD 
RGNRELGPPKTFGVKGAQKGN 
LQIFSEDKNFGPGGSGEIWGHR 
GPKWDIPRGKRETLGKPHFFW 
KPSQEFGRKGLGSFGPWERVSG 
NKNSGKRIYPWGPVDGINCRW 
REPRNVDVAEYRRDCGSRFRSL 
RHFYRSLFSLHRPASTRHQKAQ 
SSAVTWLQTNAQHGRRQRWQ 


30026 


60394 


A 


30209 


1118 


1460 


FQASTTQPRTCCAPLSSVWRCR 
PPRSSPWPAS WRSVPSSMG LRR 

TPWCPELLSSRGSTGFLWAEMT 
SSQARPKSSPCLWTSSLAPASRP 
CPS*\LQPPGQQRWGEPIGAIAV 
PL 



3848 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


30027 


60395 


A 


30210 


61 


641 


RHKHRRRIPGRWDQIRPAPNR 
WQTGFQWFALPVTGVRLISGY 
TELLPRL/PAQKNLPYTIHPAWR 
FVAHQGRESALECRYVPLPVRH 

KIN Iv W tv t r KJN V IJ V A c Y K K IJU 

ncpcpci pi4trvpCT I7Qt up d act* 
RHPGAQTGAVTGFADECPARK 
AAALAKASVNKVVFHSTNATV 


30028 


60396 


A 


30211 


214 


462 




30029 


60397 


A 


30212 


116 


283 


KKIKRHSLSVINSLANSKNKRR 
WRKNIKLR*SSLLK*TESPLPMA 
ILVLTSLTAl 


30030 


60398 


A 


30213 


451 


834 


IWTGKKVDSARALIARGWGLH 

V 1 LKKi L^JJ WlvlUUKJvoKri J UU 1 

DVLLRJHHVIGELPTYGYRRV W 

Aboi^ 1 OK I rJv V V^JNK I r rr V Lt> 

DFEHLQEPYEYFGKLR*PWLPA 
TGEFHAEIYRSVDFCKHPV 


30031 


60399 


A 


30214 


1 180 


2547 




30032 


60400 


A 


30215 


341 


505 




30033 


60401 


A 


30216 


293 


4221 


KPFSPCCRKGRWLFRNHSSARR 
PTVLYYRRSTMR*NSW*PNLRR 
QRGNPANRS/RQSMLELSGVKD 
GELIPAKLFNHLVTWLQARQTL 
SQQNTPRPGGGEIPPWCSSVLA 
ESERKKRGRKKQRGIDSPDVGA 
LLLVRATFYIWQQPPVNKIALGI 
EYAASKYYGWQRQNEVRSVQ 

Cls^DlW\.L.o\^ V AJNtrl 1 VrCAUK 
1 L/AO vri\j lOV^v vririii i Ai^KJv 
DAAWTLGVNANLPGDIAVRW 

V T\/ DnnrU A 1? PQ A T A P 

V K 1 V rUUr rl AKT oA 1 A K 








jOzJ^ 




— — 




J 003 5 


^ ' 

60403 




302]8 


-! 




U40 




J 003 6 


60404 




30219 


389 


5 3 


YESARLSGLHRQSDDRWRR*SP 

QYARHTRKRTSAGCSA 











9n 


— — 


— — 




^^^^^ 


— - — 







30221 




290 


373 




30039 






30222 




627 




30040 


60408 


A 


30223 




862 




30041 


60409 


A 


30224 




469 




30042 


60410 


A 


30225 


241 


615 




30043 


60411 


A 


30226 




1428 





3849 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30044 


60412 


A 


30227 


862 


1453 


SFLLVSPSQACHHYYAP/KIFDL/ 
SGYTSTTEQMWGTVIVGLTNV 
LATFIAIGLVDRLGFLAMPAGM 
GVLGTMMHIGIHSPSAQYFAIA 
MLLMFIVGFAMSAGPLIWVLCS 

CI(s^rL.IS.01vL/rLFl I LvO I A 1 IN W IAIN 
IVil V OA i r 1 iVlLiiN 1 LfOlN AIN 1 r W 

VYAALNVLFILLTLWLVPETKH 
VSLEHI/ERNLMKGRKLREIGAH 
D 


30045 


60413 


A 


30228 




987 




30046 


60414 


A 


30229 


767 


1472 


CMSRQCCTAYVPPVRSCCPPVS 
VHFFFHSRLCRDALNEAFHPSG 
FQV VKCCDIARJHRNRYG DLLF 
AIGVVHIANVNAIHRNATFHQR 
QEIGGCFTNQQDFLSIGGAIVINV 
VDNFLQRPETYGDPFCQYHFH 

f\\n T vDTTmxii r\/r:vrMj(^Tr'T>D 
VLL YlvirOINLI VO i l^riv^lL^rK 

VQr\Pl XTAI^T T\/X10 A RIXTPA *\TXT 
IVoUrL/INAUL. I V rNv^At llNrA tNIN 

IWHSVFLFVLLIGLHRLCGMRQ 

JJ V LIN M V JJINcr r W K W Ll^LAvjA 

NFHVLQRQILADQRQRNW 


30047 


60415 


A 


30230 


2553 


3845 




^^^'^^ 


^211^ 












^^^"^^ 





— 


T— — 







— ■ — — 

^ " 




30050 


60418 








185 


206 




A T\/riPPPTTrpPT^TT Ar^r;PA*Pi 
A I y U\ I r ] 1 LrUUlJUAUUr A 1 L- 

cure A r;T7A 1 nuuxiT PU/Axririi u 
bWr Aur ALtnriiNL^r WA I uULn 

SLRA 


^^^^^ 


g^li^ 


















IS^fs — 


— 


2684 




30053 


60421 


A 


30236 


1 


2004 




30054 


60422 


A 


30237 


1 


811 






60423 




j0238 


-! 


752^ 






60424 


— 


30239 


^ 






30057 


60425 


— 


30240 




1 3 


WKLKGPVAL KTAYPAKRLPLPI 

TSFSLPGVA 


30058 


60426 


A 


30241 




2067 




30059 


60427 


B 


30242 


1 


2787 




30060 


60428 


A 


30243 


101 


947 




30061 — 


60429 




30244 




2917 




30062 


60430 


— 


30245 




239 


469 


k'PA/<i!CCDPPPQAr^fc' AQ AQAI A 
IvKV oio?>lvl\J\.r aAl^lW\oAoAI_.A 

KW WK^>AVIN1 1 vrAI 1 1 Av^KV 

QLRMTNCVRTTITACHSR*RITL 
SLSPVKPAS 


30063 


60431 


A 


30246 


1 


4348 




30064 


60432 


A 


30247 


1141 


2244 




30065 


60433 


A 


30248 


503 


649 





3850 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nueleotide location of last 
codon for last iimino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30066 


60434 


A 


30249 


418 


930 


PRVIENFLFQLTFLPGGITQSHQ 
YVRRLFIGAERFQHIAGSGHYR 
VV*NANAGSKiGGRSMQNKPAI 
FSQRTAEHNRFIQTD*FITRLRR 

L v^L* r rN r r IN r c 1 r l\JL V L/ 

HCTIGIMFANVDHGTTENRIRK 
1 r^Fxii TTvTTnTnPKTiu AtJicmaiH 

LL^rlNL 1 IN 1 0 1 l^KJvOrlAINloijrC 

TFRIYHRNAHAPLTI 


30067 


60435 


A 


30250 


1 


526 




30068 


60436 


A 


30251 


442 


684 




30069 


60437 


A 


30252 


1 


3144 




j0070 


60438 




3025j 




340 


L LPQRQ AKAPV LPLPLPTEN VP 

AANGAFTGG*YQNRQ*NMRCY 
ASGESVTDRPRLAIRDATIGISG 
FCSLA 


30071 


60439 


A 


30254 


62 


298 




30072 


60440 


A 


30255 


904 


1530 




30073 


60441 


A 


30256 


701 


1329 


HRLSMCRGRCSRWWSARTNVl 
SMLVFALSFASWRIVSPRTM/D 
ALTFAAF.SALPGSPTHISTDHQG 
QFVFVGSYNAGNVSVTRLEDG 
LTMLHEELSSHMMKEEQILFPM 
IKQGMGSQAMGPISViVlESEHD 
l::.y\OcL.L<iiVlKrl i 1 IN IN V 1 r r r oA 

CTTT^IKQPAQPQRDKPQRGNQQ 
PAHQLAERHLVDRLLM 


30074 


60442 


A 


30257 


8 


382 




30075 


60443 


B 


30258 


1 


2655 




30076 


60444 


A 


30259 


67 


231 




30077 


60445 


A 


30260 


1109 


1531 


TFLHSIPAAKTQGPPPRNTLVDT 
PQHL*HQQRRTRQPQLALSLRT 
*VFLNRILRGALFAPKACLKPD 
LVISPRGPPQGLGVTRVQVSAH 

TNPRTTHRNTPHYTRNTQTRPE 

STPRRDTTTPQQRHTPPPHTGK 
RRGTPET 


30078 


60446 


A 


30261 


1025 


1252 


SSTVFSNLDRSDSPISQSKMKIIA 
SITTIRMEP*A1ATPYSPSSTRLR 
M*AVATRVSGVTRNTMALTVV 

MARTKL 


30079 


60447 


A 


30262 


2114 


2380 


LPGLAKLTVKDLPRLSLAFERE 
VRDSPISQSKMKIIASITTIRMEP 
*AIATPYSPSSTRLRM*AVATRV 
SGVTRNTMALTVVMARTKL 


30080 


60448 


A 


30263 


3026 


3217 


LPQCKWDPYGVTISPQVSIRSR 
ANPSCTSPFFV*SATKGLLYQQ 
TRIPALDIPPSSNRRNSHG 



3851 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^^Unknown, 
*=Stop codon, ^possible nncieotide 
deletion, \=po$sible nucleotide insertion) 


30081 


60449 


A 


30264 


1403 


1799 


YGHEWRWMPGNRPHYGRWPQ 
HDFPPFKKLRPQSVTSRIQPGSD 

V 1 V AliM L/IiV " ^ * VvjAKoKV^ 

DM/T cvA vriCi D i^T\/\/ A i4\/cr;c 
KWbr I A YUoLivKl V VArlVrOfc 

PQT PXm>*PlHp P A TOTPVnTtf'T PA 
K.oL.r 1 O" IvbKr A 1 V^IC VUivLrA 

A^ VL^MVLWLoLJiS^l^rL/l V V V 

KVVVL 


30082 


60450 


A 


30265 


3174 


4135 




30083 


60451 


A 


30266 


1 


2771 


















30085 


60453 


A 


30268 


10 


233 


LRIQASDPEINSRRESGIHLPYTT 
DKAPSPLTVDG AK* EVSRSSI/R 
QNSQVQHPPDAAKYPSGCHKS 
rKOrKKA 


j0086 


60454 




30269 


300 


564 


SANSTLKRTQVIMRRPLTVKLSA 

J\JS.LrlVlL,JvVJN 1 i\JNIsL.V V V V olVl V 
JylLLb 1 C J KWoK Vl^ 1 KtvA 1 boo 1 
Tl V\/\l*Q.l AXTTCDDT Tk'X/CDXIC 


30087 


60455 


A 


30270 


5259 


8003 




30088 


60456 


A 


30271 


1 


819 




30089 


60457 


A 


30272 


1173 


1369 




^^^^^ 


60458 




3^73 


i 


4767 




30091 


60459 


— 


30274 


905 


1 162 


TOO V VML/ooJI V ot.l^t.1 1 oKLlS^l 

V A cpiv AnQ Ar;i tvi^di^itcppcq 

V Aov V AUoAVjUlNoKIVl 1 oL^Koo 

AFLSAL1RHPTGGIFNKL*LSGT 
LNPALLSFITSHGILL 


30092 


60460 




30275 


1164 





















30094 


60462 


A 


30277 


1 


168 


LEHLSPCDSIRHSRTRATAAIRS 
RCYSKYAQ*IRDHRVNGDGVS 
RLYAANQHRTCQ 


30095 


60463 


B 


30278 


1 


954 




30096 


60464 


A 


30279 


108 


530 


SIRQTHVQIVRRSCLAIRHQVPS 
TA1RVGIVKGNFAS*AGAQPSK 
TL R*HRCTTRA LTSG VL A VRLS 
AGCNFPELVHRRLTLWRAGRT 
vpPAcnuutrn'NJP'M ADCi cnr*TP 

I rrAowl1ilrlJJiNt\JNAroL*olJ\^ 1 K 
TnPPTR AHA VHP nVPn WI TP 

PFPAGQRC 


^^^^^ 


60465 


— 


30280 


■J 


T389 




30098 


60466 


A 


30281 


1 


380 




30099 


60467 


A 


30282 


1 


3255 




30100 


60468 


A 


30283 


569 


2547 




30101 


60469 


A 


30284 


1 


585 










30285 


1376 


1693 


CPMADTPAT*PIPKRLMLCYST 
GLPACY]TVKPP*TLGSVQGSLG 
PSSGPKTAGAPSSRPPSPSARRP 
RTTETRWTLLRSKDYWLITRKV 
GLGNLQDGGRAGSLS 



3852 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nuclcutide 
location of first 
codun for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Ijnknon'n, 
*=Stop codon, /^possible nucleotide 
deletion, \^possible nucleotide insertion) 


30103 


60471 


A 


30286 


737 


1088 


NMLMNVCNLPVVCVPMMSRK 
RGCVTITWALICGLSWGCRMS 
GGLRKPAPRPQKWRCLPllVGR 
RKSGGSK1RANVCSLPIFPSGI\G 
R*TTGESKRLCRSYHDAAGNDS 
* WRDLVIG 


30104 


60472 


A 


30287 


3 


209 


VQH SCRMCGTH SQKCPSHRQK 
LRPHGHLVA*CLCAGSREWEA 
NPLFPGRGHCTDSPPETRPHQL 
VQRV 


30105 


60473 


A 


30288 


2366 


2768 


STRSGGNCRGAGAGV*SGPVA 
GR*SQSGDRAEST\SPLAMVGD 
GINDAPAMKAAAIGIAMGSGT 
DVALETADAALTHNHLRGLVQ 
MIELARATHANIRQNITIALGLK 
GIFLVTTLLGMTGLWLAVLAD 
TGATVL 


30106 


60474 


A 


30289 


714 


881 




30107 


60475 


A 


30290 


791 


1618 


NT1SIRPIK.LRS*L/CDPGFAGQPF 

1 PEMLDKL AELKA WREREG LE 

YEIEVDGSCNQATYEKLMAAG 

ADVFIVGTSGLFNHAENIDEAW 

RVMTAQILAAKSEQWGQQVY 

AIVQNTDQAQAVMPYGPKCLY 

VLAQNDALQRTENYAESIAALL 

KDKHPAMLLLAATKRVLFAIV 

DTYVTTN ASLAG 1 ALNSMDLSP 

GGRVAVKESNQRWCSEXjFEFC 

CDNGERLRVTFALDCCDREAL 

HWAVTTGGFNSETVQDVMLG 

AVETPLRQRSSVVSSGVADG 


30108 


60476 


A 


30291 


364 


1305 




30109 


60477 


A 


30292 


105 


609 


CGGCPQSRHRPAPALRYPQLQ 
MPHWRRSICTSLHRQR*WTPSG 
SV 


jOllO 


60478 




30293 


159 


438 


LIKSASLS*FK*LLKPAINAG*Q 
A S * WRA S A SKPCS ASPDC AGDN 
CASIVSAASALALGCSKRISAPR 
TAP 









30294 


1246 


Tp5 


















30113 


60481 


A 


30296 


231 


413 


SPRCTRPCNAGSDVRRGSASF* 
AGGAGY*TPRPGVW*SVGYGE 
ROQRAPPADWSQRCGVD 


30114 


60482 


B 


30297 


1 


3081 




30115 


60483 


A 


30298 


345 


505 


TNAACNRQSGLINQWMKQTVK 
MEfVTASGTVISVINPVATKLRR 
*RVFPAPCCG 



3853 



wo 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
00/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 


30116 


60484 


A 


30299 




421 


QRRATGDLRLPTR*TARRGGRC 
DS*SSRRWHRAFTGACREISRQ 
QNRRHRQRPAGGVALVGSE*T 
SGILAGQRHYRVYRAGYRRSPP 
AGYAPD*SD*RPVDGRHECGRR 
PVWRRENVPATGGQIGARHET 
GGGLPRTVY 


30117 


60485 


A 


30300 


1 


3202 




30118 


60486 


A 


30301 


317 


554 




30119 


60487 


A 


30302 


474 


599 


TTSVQRTFLPDTY*APTPVLLPA 
RKATAARKLHRFSGRQDR 


30120 


60488 


A 


30303 


212 


569 


TSLK V VTPALRSMPSVPINN LS 

KVKCSKAFSASCP*NEADFLRN 

VPPGIRIVCSLSSSDSALTICRLL 

VITVMLLKRESRGTICKTVLPAS 

RMIESPSWIKLTAASAISSFLWV 

LMSVL 


30121 


60489 


A 


30304 


1 


160 


WSKMSRAVRPSDWESWTQTRE 
VVRQTVRCRPDPPSAAVCLTAS 
SPATslCGlPIG**MLAEILA*RAV 
RPSDWESWTQTREVVRQTVRC 
RPDPPS AA VCLTASSPANCG 1 PI 
G 


30122 


60490 


A 


30305 




975 




30123 


60491 


A 


30306 




762 




30124 


60492 


A 


30307 


1 


733 




30125 


60493 


A 


30308 


493 


948 


LGAIFLAGALFAAAWLADFRL 

GLGARLYRYGADWFCADGGM 

SAEELKFISENGAVVDMDHKKP 

GSAAASGPKLHYIKQLLSNRM 

MLGVFFGQYFINTITWFFLTWF 

PIYIGNVVSDNR*YVAQITF1TW 

IKTYGRCPSFQRDGDGFVNRCL 



3854 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 

location offirst 
coclon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 


30126 


60494 


A 


30309 


153 


2031 


RRNYQRQQKKRGSEGAGRPDR 

RSRISAAYSPRSEFNMAAVTEH 

Y*NRF*T/LVPRSR/HANADTVT 

REAVNQVIALLDSGALRVAEKI 

DGLPTNQMQASRRAKEEEVHL 

TGQPSRVQSPPRRCEEKQYMVL 

MIVSGRSGSGKSVALRALEDM 

GFYCVDNLPVVLLPDLARTLA 

DREISAAVSIDVRNMPESPEIFE 

QAMSNLPDAFSPQLLFLDADRN 

TLIRRYSDTRRLHPLSSKNLSLE 

SAIDKESDLLEPLHGFPDYDTV 

GFSCKRRIDYVCRIKHSRRIRQV 

VLLN FAKSGAFSTTRGTDDKTR 

RSLLVTLVRIFCVRVIFAYDIRD 

GIHVRIIQINSKSGKVGSKHNSG 

YSAAKFGGVGLTQSLALDLAE 

YGITVHSLMLGNLLKSPMFQSL 

LPQYATKLG 1 KPDQ VEQY Yl DK 

VPFKRGCDYQDVLNMLLFYAS 

PKAVVLAPDSRSMSPAVSGRFK 

PRV V VAIALDDQQR 1 VDTl ,FM K. 

GLTVFARPQKIPAITGRHSGATL 

QKQGKCSVEELAQYFDTTGTT 

MRKDLVILEHAGTVIRTSGGVV 

PDSPPHTRRDPRRFSMAFPWFD 

NIRSAEFHHVTTLLAEIPRQQND 

IHRPAHAAAAPKVETRSGDETN 

RRWNRPAQHLFA 


30127 


60495 


A 


30310 


720 


872 


EKVPVSIGPGGMQELPMQSPDR 
RS AGKPGPA SRAGR*TGGG AFS 
TKRDYR 


30128 


60496 


A 


30311 


1967 


2452 


SRRCSASINQRPRPGHEKMVSV 
RIAPASNVPTCRPITVTTGSIALR 
SAWTIITRMRVSPLARAVRM*S 
SPSTSSIEERVIRTMTASGIVPST 
MAGKIIWATASIICLPSSPQMAV 
SISIKPVNGLESSRNTISLTRPET 
GVRFQCTETSMISIMPHQKIGIE 
















30130 


60498 


A 


30313 


2 


250 


LIRKVST*SVLMKAFLRIA*KDC 
ERLGLKCFWSGSEKGCPLVNT 
NAFGGHCEHHQWVSSVSRVRV 
SQSAGGCPLFNILLNTV 


30131 


60499 


A 


30314 


1 


300 


SVFSH*AKKIWKGVSQRALGQ 
NSRGSGSGCQASWTIRFPVGFH 
TDGTRLRRNPGMQAFLGPVAR 
FLALEARSLDCAFSSSLLFKRKL 
SGRWGRASRGTKL 



3855 



wo 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO; 
in tSSN 
09/540,217 


Nucleotide 

codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


30132 


60500 


A 


30315 


1 


468 


MTEKVKQQPAPVTASDEIDIGR 

LVGTVIEARWWVIGITTVFALC 

AVVYTFFATPIYSADALVQIEQ 

NSGNSLVQDIGSALANKPPASD 

AEIQLIRSRLVLGKTVDDLDLDI 

AVSKNTFPIFGAGWDRLMGRQ 

NETRRGFSARGTGQMLKKEGV 

TLMVEAIHASPGSEFTVTKYST 

LGMINQLHNSLTVTENGKDAG 

VLSLT YTGEDRYTN H AG V VNT 

MIIIAATHNLVFENNSCEYAHP 

MGNAPAGLTEYQNVFYKHDRI 

QGHYVWEWRDHGIQAQDDHG 

NVWYKFGGDYGDYPNNYNFC 

LDGLIYSDQTPGPGLKEYKQVI 

APVKIHARDLTRGELKVENKL 

WFTTLDDYTLHAEVRAEGETL 

ATQQIKLRDVAPN SEAPLQITLP 

QLDAREAFLNITVTKDSRTRYS 

EAGHPIATYQFPLKENTAQPVP 

FAPNNARPLTLEDDRLSCTVRG 

YNFAITFSKMSGKPTSWQVNGE 

SLLTREPKINFFKPMIDNHKQEY 

EGLWQPNHLQIMQEHLRDFAV 

EQSDGEVLIISRI VKPRGPARCP 

DSSVGTTYCTENNPPFDNGLLN 

AQLLQQAKPFVDERQSK*FGCH 

SPSYSCLWLSIIGLKKLIFGSRVS 

SDSPFTCQDVGLPLIFEKVIAKL 


30133 


60501 


A 


30316 




524 




30134 


60502 


A 


30317 


1669 


4421 




30135 


60503 


A 


30318 


2 


349 


SMAKCPLRKNQGPVRSCGAWS 
GCLWLPSPSGTPWRSSLWILLL 
F/SQISQLLSLLHQGQFQPKPNH 
RGNKYLAKPGGSRSAIPDTDGP 

SARAGGQTDPEQEEGPLDPEED 

LSVKQLL 


30136 


60504 


B 


30319 


217 


368 




30137 


60505 


A 


30320 


1 


951 




30138 


60506 


C 


30321 


1 


3729 




30139 


60507 


A 


30323 


1 


2437 





3856 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /'=possible nucleotide 


30140 


60508 


A 


30324 


1005 


1815 


PDLHCQKKHPTLCSGYWPTFRT 
PVHYAAFS**/HALGHLAFS/EA 
SLHSHRGTQALTTQKKSPAKSP 
TAATTETRVMRKISHGTRDPPG 
FASL\MQ*MHYGKLCAFQSELL 
FQSLQRSHWTQSWWLCWPHW 
RLCWTQNWWQCWPHWTLCW 
TQSWWLCWPHWRSCWTQRW 
WLCWPHWTLCWTQSWWLCW 
SHWRSCWTQSWWLCWPHWRL 
CWTQSWWLCWPHWRSCWTQS 
WWLCWPHWRLCWSQSWWLC 
WPHWRLYWTQSWWLCWPHW 
RVCWTQN 


30141 


60509 


A 


30325 


2436 


3678 


KMPPWPPGSPGPLGCSAWAEA 

PPAHCPDVLLHLHPACPHIQAP 

CGTGAPGTGLAAAADSEPLGSS 

APPAGRPCPQAAAACGLAPPLP 

RGWCPPPTSSWMGRRLQSLSA 

HPTSPAPLLAAPTAVCSCSRCSA 

PRSRCVARPAARTGLPTPAPAS 

SPAPATSPAPAESPAATASHPV 

AEASPAPGAPPPRPAASPSPAAS 

PAPPAASPVLTASPPLPAASPAL 

AASPVHTASPPVHVASPPVHTA 

SPPVHTASPPVHVASPPVHVAS 

PPVSCSGDSTSDCFPPQPGAVFP 

HSL/VSFLRWLVSSCSCSTLDGP 

AGGCGARGSAVWFLSLNKLLP/ 

MLLYQMYLMLLLLLRCANQ*I 

DVFSELTDYCGA*1QGYC*FLV 

LAIPR*VVTTRSGCVRATA1DFL 

FPVSSCWNARALPLPICF 


30142 


60510 


A 


30326 


929 


2910 




30143 


60511 


A 


30327 


1 


1488 




30144 


60512 


A 


30328 


203 


701 




30145 


60513 


A 


30329 


493 


924 


SDPGFRHGKARITDPRGQPGRR 
LQGGSSEGNGSDMKAARKVSG 
NKHSTSSHQHAVWCPGVPS* SG 
KAWAADQRFVPRILGKGRGHV 
DAA*LSWKCRNHLSSVSLNGE 
NQRFVGDARYRTRLQRGSANL 
FKRQRCGTLHQNLELL 


^^^^^ 


60514 




30330 




2193 




^^^^^ 


60515 


— — 







^512 







30148 


60516 


— 








FALRYRQPVRHRW* FHLVQRH 
GRFSRASGATWPASAAAFAWP 
LLVCAPLSAASAAPLARL 


30149 


60517 


A 


30333 


1 


2820 




30150 


60518 


C 


30334 


194 


418 




30151 


60519 


A 


30335 


25 


458 





3857 



wo 01/075067 
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SEQ ID 
NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


30152 


60520 


A 


30336 


860 


1209 


IPGNCRDSSG VG I KERETN AG S 
QHMH/IKNSSVHGYPRLCVEDE 
DAYKKQFSQYIKNSVTPDMME 
EMYKKAHAAVPENPVYEKKPK 
KEVKKKRWNRSKMSLAQKKD 
WVAQKKASFLRA 


30153 


60521 


A 


30337 


1 


1440 




30154 


60522 


A 


30338 


138 


512 




30155 


60523 


A 


30339 


1723 


1845 




30156 


60524 


A 


30340 


6 


983 


RRWACRSLSSSGRRSLFRRMGF 

VKVVKNKAYFKRYQVKFRRRR 

EGKTDYYARKRLVIQDKNKYN 

TPKYRMIV\RVTNRD11CQ1AYA 

R1EGDM1VCATYAH\ELPKYGV 

KVGLTNYAAAYCTGLLLARRF 

L\NRFG\MDKIYEGQV\ELTGDE 

YNVESIDGQPGAFTCYLDAGLA 

RTTTGNKVFGALKGAVDGGLS 

YPLTVPKRFPWF/DDS*KPRNLI 

AEVHRKPHPWAQNVARLHAPT 

LMEEDVEDAWKKQFVRQYVKN 

S VT\PDMM\EEM Y\K KAHA AI RE 

ESSSMEKKAQGKKFKK.KRWNR 

P\KMSLAQKKDRVAQKKASFL 

RAQERGC 


^^^^^ 


60525 


— 


30341 





2043 




30158 


60526 


A 


30342 


390 


1180 




30159 


60527 


A 


30343 


2 


649 




30160 


60528 


A 


30344 


1 


1929 




30161 


60529 


A 


30345 


1 


773 




30162 


60530 


A 


30346 


3 


484 


NSSCRDPGY/CPI1VSLNSS*GSL 
LQDMPGPSKVISEI LATRGA VNI 
TTVAYKSAVILSFTTASAVSLSS 
RNVIGPLFASQPSFTIHFSLFSHN 
GSAPLNAPDMANCFGLTALTSS 
FDERLFSRNSAGSCCGIRNCFIS 
TLPPNTSTLTSVNSKGSSSVHG 


30163 


60531 


B 


30347 




2775 




30164 


60532 


A 


30348 


1 


1386 




30165 


60533 


A 


30349 


439 


555 




30166 


60534 


A 


30350 


1 


1785 




30167 


60535 


A 


30351 


100 


488 


lALASSHCTANARFRITRCRTK/ 

EQRYALSQAKSIADELMTGCTN 

FAFSGKPGTGKNHLAALSGIAC 

WKTFLMN L AS ARDEKRA V VLH 

QIVDRRTASMRSVGMLTNLNY 

EAMKTLLGERIMDRMTMNGG 

RW 


30168 


60536 


A 


30352 


1 


786 




30169 


60537 


A 


30353 


1 


288 




30170 


60538 


A 


30354 


711 


953 





3858 



wo 01/075067 
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SEQII) 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 

rprptrd^'sir"'" 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 




— ^ 


== 


^ 


===== 








30172 


60540 





3035 

— — 


— 

1 35 




— 

115 


NIARRADYGSHDHERRAM 




60541 


— 






420 






60542 


— 


50358 


TTTs 


7561 




— 


— — 


— 


— — — 


501 


555 







— — 

— ^ 


— 



^— — 

— — 


441 

-— 


602 

— — 


SPPAS WR* * I PPAGFFT 




— --^ 







386 











— 




■! 


1179 




^^^^^ 






30363 




1215 




30180 


60548 


A 


30364 


1282 


1657 




30181 


60549 


A 


30365 


388 


804 




30182 


60550 


A 


30366 


1328 


1978 


















30184 


60552 


A 


30368 


291 


303 


RVRRMMYTVTLYSFSTNKNTY 
I*E*E*G*GWRHHIFLG*MKCFS 
SRVILVLTSHDSSQSSLQTVSLL 
LLSSFALDPSSTMLTTEESVE 


30185 


6055j 




j0369 


284 


4j3 


1\. V iviviVllVl I 1 V 1 L» I or oArSrwIN 1 I 

FND*SWP 




60554 


— 


30370 





425 


RVRRMMYTVTLSSFS ANKNTY I 
♦E*E*GLGWRHH1FLG*IQHFNR 


30187 


60555 


A 


30371 


842 


905 




30188 


60556 


A 


30372 


784 


3453 




30189 


60557 


A 


30373 


I 


209 




30190 


60558 


A 


30374 


36 


412 


ESEVLGPRSLPTWVPSPSGSLGP 
RGGRGGCILRPSRGGRGRHGPT 
KAGPWSPESRGR* DWKARGPP 
APSRGSPSRARARRGGSGGGPA 
DEPGLQGRTRRPALSSRTSAPD 
PGRVVERSGRFRSES 


30191 


60559 


A 


30375 


1 


340 




30192 


60560 


A 


30376 


2 


3336 




^"^^^ 










22 


75^83 


















30T95~ 


60563 


— 


30379 


220 


403 


CLSTVFFLCITLVSECWSLF*SH 
MHVLLPRNRKEKLIEIFRTQTY 
DVNAYKASAHRNSGPG 




— — 


- — 


— — 


— 


— 






— — 


— 


30381 







1324 






60566 


— 


30382 




3455 




30199 


60567 


— 


30383 


85 


2695 




30200 


60568 


A 


30384 


69 


303 




30201 


60569 


A 


30385 


1 


951 




30202 


60570 


A 


30386 




4749 




30203 


60571 


A 


30387 


176 


1553 





3859 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in l!SSN 
09/540,217 


Nucleotide 

codon for peptide 


Nucleotide location of last 
codon for l»st amino acid 

of peptide sequence 


Amino acid sequence ( X-Unknown, 

*=Stop codon, /=possible nucleotide 
deletion, \=posslble nucleotide Insertion) 


30204 


60572 


A 


30388 


1 


425 


MDQIISLFGRPDHVAYDIRSLRN 
KANPDDTFEAQLFYGDLKAIVK 
TSHLVKIDYPKFIVHGKKGSFIK 
YGIDQQETSLKANIMPGEPGFA 
ADDSVGVLEYVNDEGVTVREE 
MKPEMGDYG/PRL*CVVSNHHP 
RCAKLRQGI 


30205 


60573 


A 


30389 


3 


1890 


PSQPLLWFAGRPRGRDTGCPRC 
KQNSTCIAAVKMEGPLSVFGDR 

STGETIRSQNDKESFNEQKTCRI 

*RKRLV*LYEVAEHE1VMAAAS 

lANIVKSSLGPVGLDKMLWDD! 

GDVTITNDGATILKLLEVEHPA 

AKVLCELADLQDKEVGDGTTS 

VVIIAAELLKNADELVKQEIHPT 

SV1SGY\RLA\CKEAVR\Y1NENP 

NLLTQDELGRDCLINAAKTSMS 

S\QI1G1NGDFFANMVVDAVLAI 

KYTDIRGQPRYPVNSVNILKAH 

GRSQMESMLMSGYALNCVVGS 

QGMPKRIVNAKIACLDFSLQKT 

KMKLGVQVVITDPEKLDQIRQR 

ESDITKERIQKILATGANVILTT 

GGIDDMCLKYFVEAGAMAVRR 

VLKRDLKRlAKASGATILSmA\ 

NLEGEETFEAAMLGQA\EEVVQ 

ERICDDELILIKSTKAVRTSASIIS 

RVPIDSMCDEM ERSUHDALCW 

VK\RVLESK\SVVPR\GGAVEAA 

LSIY\LENYA\TSMGSREQLAIAR 

VCKITLWLFPNTLSS*CLPRDST 

DLVLQNLRAF\HNEAQV\NPER\ 

KNLKWIGLDLSNGTPRDNKQA 

GVFEPTIVKVRGLNFATEAAITM 

LRIDDLIKLHPESKDDKH/G/GS 

YEDAVHSGALND 


^^^^^ 


60^74 


— 


3(n90 




975 




^^^^^ 


60575 


— 


10591 




2577 






60576 


— 


5o592 




3126 




30209 


60577 


— 


30393 











60578 


— 


30394 










60579 


— 


30395 




915 






60580 


— 


30396 




^^T5 




30213" 


60581 


— 


30397 








30214" 


60582 


— 


30398 




2454 




30215" 


60583 


— 


30399 


89 


2533 




30216 


60584 


B 


30400 




4083 




30217 


60585 


B 


30401 




1725 




30218 


60586 


C 


30402 


127 


345 




30219 


60587 


A 


30403 




597 





3860 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \^possible nucleotide insertion) 


30220 


60588 


A 


30404 


3 


3386 


MPATASAGVPATVSEKQEFYQ 
LLKNLINPSCMVRRQAEEIYENI 
PGLCKTTFLLDAVRNRRAGYE 
VRQMAAALLRRLLSSGFEEVYP 
NLPADVQRDVKIELILAVKLET 
HASMRKKLCDIFAVLAVRNLID 
EDGTNHWPEGLKFLIDSIYSTN 
VALWEVALHVFWHFPGIFGTQ 
ERHDLDIIKRLLDQCIQDQDHP 
AIKTLSARAAAAFVLANENNIA 
LFKDFADLLPGILQAVNDSCYQ 
DDDSVLESLVEIADT 


30221 


60589 


A 


30405 


1 


1695 




30222 


60590 


A 


30406 


1126 


1355 




30223 


60591 


A 


30407 


1 


1610 


MGSRCLNPPPPAHSDTTGKDSF 

GNIRGAETGQGASACSVTSARV 

TCGAGSEPHSHRNPGISAQVGL 

APSYGAARGRRRPLALQQSPQE 

RRHVGWNSTRGLLPASLPGTAS 

SQSASATASAALPLKVTGPLAR 

MPTPPWTAAAALATRGQRPBK 

GLFPGPAPFSLGKRKRGRGRTW 

ERRRRVSIETSTCFRPGCERLGA 

AAGANLSQLASSQRPLRERWV 

LYTllMAAAGAPDGMEEPGMD 

TEAETVATEAPARPVNCLEAEA 

AAGAAAEDSGAARGSLQPAPA 

QPPGDPAAQASVSNGEDAGGG 

AGREE VDLKIIWNKTK.HDVKFP 

LDSTGSELKQKIHSITGLPPAMQ 

KVMYKGLVPEDKTLREIKVTS 

GAKIMWGSTINDVLAVNTPK 

DAAQQDAKAEENKKEPLCRQK 

QHRKVLDKGKPEDVMPSVKGA 

l^tlKLr 1 VrL.3UJVlY[NKauOKVK 

LTFKLEQDQLWIGTKERTEKLP 
MGSIK\NVV\SDPI\EGHEDYHN 
DGRFQLAPTEA\SYYWVYWVP 
TQYVDAIK\DTVLGKWQYF 


30224 


60592 


A 


30408 


71 


415 


WLFPPNPPVFRGQHPRQGLGPP 

CA AnPP AXifli^VI^I \/VI CI I A\/\/ 
a A AlJlvK/\JVll\.lvlvLi V V LV>I-.L.A V V 

LVLVIVGLCLW/LPSASKEPDN 
HVYTRATVAADAKQCSE1GRK\ 
AEVINAREVAPSVAFASMFNSS 
EQSQKAL 


30225 


60593 


A 


30409 


562 


2376 





3861 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L'nknown, 
*=Stop codon, /=possible nucleotide 


30226 


60594 


A 


30410 


604 


2475 


RQREVTRSPPERSGLRVLQLFPP 
NPPVFRGQHPRQGLGPPSAAGR 
RAMKKKLVVLGLLAVVLVLVI 
VGLCLWLPSASKEPDNHVYTR 
AAVAADAKQCSKIGRDALRDG 
GSAVDAAIAALLCVGLMNAHS 
MGIGGGLFLTIYNSTTRKAEVIN 
AREVAPRLAFATMFNSSEQSQK 
GGLSVAVPGEIEGYELAHQRHG 
RLPWARLFQPSIQLARQGFPVG 
KGLAAALENKRTVIEQQPVLCE 
VFCRDRK VLREG ERLTLPQL AD 
TYETLAIEGAQAFYNGSLTAQI 
VKDIQA AGGIVTA EDLNNYRA 
ELIEHPLNISLGDAVLYMPSAPL 
SGPVLALILNILKGYNFSRESVE 
SPEQKGLTYHRIVEAFRFAYAK 
RTLLGDPK.FVDVTEASSGVSA\ 
VVRNMTSEFFAAQLRAQISDDT 
THPISYYKPEFYTPDDGGTAHL 
S V V AEDG SAVSATSTINLYFGS 
KVRSPVSGILFNNEMDDFSSPSl 
TNEFGVPPSPANFIQPGKQPLSS 
MCPTIMVGQDGQVRMVVGAA 
GG TQITTATALAII YNLWFGY D 
VKRAVEEPRLHNQLLPNVTTVE 
RNIDQAVTAALETRIIHHTQIAS 
TFIAVVQAIVRTAGGWAAASDS 
RKGGEPAGY 












342 


GRTLVPHGGLPHHYLVQCEWL 
PGTS*AEFPVVHLPAFVARARG 
ADRQHHGPFLPLCHLHPARPRR 
EDLHRKSPGEPNPIEHHRSSGPG 
CRRI 


30228 


60596 


A 


30412 


1 


910 


MLFRPALGSRQVVRNMTSEFF 

AAQLRAQISDDTTHPISYYKPEF 

YTPVDGGTAHLSVVAEDGSAV 

STTSTINLYFGSKVRSPVSEILFN 

DEMDDFSSPNITNEFGVPPSPAN 

FIQPGMGWR\KQPLSSMCPTIM 

VGQDGQVRMVVGAAGGTQITT 

ATALICVTAFLPGRAHPAQPPS 

HADHTPMPQAIIYNLWFGYDV 

KRAVEEPRLHNQLLPNVTTVER 

NIDQA VTA ALETRHHHTQIA ST 

FIAVVQAIVHTAGGWAAASDS 

RKGGAYRILSALQEDKADKQS 

RDKILTRTRKGTLGDWLPM 



3862 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 

in L'SSN 
09/540,217 


Nucleotide 
location of first 

codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. \=possible nucleotide insertion) 


30229 


60597 


A 


30413 


110 


868 


DLCPLPTLPPHLLRPALGSRQV 
VRNMTSEFFSAQLRAQISDDTT 
HPISYYKPEFYMPDDGGTAHLS 
VVAEDGSAVSATSTINLYFGSK 
VRSPVSGILLNNEMDDFSSTSIT 
NE\LGVPPSPANFIQPGKQPLSS 
MCPTIMVGQDGQVRMVVGAA 
GGTQITMATALAIIYQPSWFGY 
DVKRAVEEPRLHNQL\LPNVTT 
VERNIDQAVTAAL\ETRHHHTQ 
lASTFlAVVQAIVRTAGGWAAA 
SDSRKGGEPAGY 


30230 


60598 


A 


30414 


1 


1626 




30231 


60599 


A 


30415 


171 


2097 


PSGEREGCLIRESLKKILWLQAS 

AECEGDPGYFLSYFHQTLLSFV 

ANTPRQGLGPPSAAGRRAMKK 

KLVVLGLLAVVLELVIVGLCL 

WLPSASKEPDNHVYTRAAVAA 

DAMLCSKIGRDALRDGGSAVD 

AAIAALLCVGLMNAHSMGIGG 

GLFLTIYNSTTRK\AEVINAREV 

APRLAFATMFNSSEQSQKGGLS 

VAVPGEIRGVYELAHQRHGRLP 

WARLFQPSIQLARQGFPVGKGL 

AAALENKRTVIEQQPVLCEVFC 

RDRKVLREGERLTLPQL ADTY E 

TLAIEGAQAFYNGSLTAQIVKDI 

QAAGGIVTAEDLNNYRAELIEH 

PLNISLGDAVLYMPSAPLSGPV 

LALMLNILKGYNFSRESVESPEQ 

KGLTYHRIWEVFRFAYAKRTL 

LGDPKFVDVTEASSGVSAWVR 

NMTSEFFAAQLRAQISDDTTHPI 

SYYKPEFYTPDDGGTAHLSVV 

AEDGSAVSATS\TINLYFGSKVR 

SPVSG\ILFNNEMGDLSSPST\TN 

EFGAPPSPANFIQPGKQPLLSMC 

LTIMVGQDGQVRMVVGAAGG 

TQITTDTALAIIYMLCFGYDVK 

RAVEEPRLHNKLLPNVTTVERN 

IDQAVTAALETRHHUTQIASTFI 

AVVQAIVRTAGGWAAASDSRK 



3863 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of llrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


30232 


60600 


A 


30416 


645 


2571 


GRPRLFPQLFPPNPPVFRGQHPR 

QGLGPPSAAGRRAMKKKLVVL 

GLLAVVLVLVIVGLCLWLPSAS 

KEPDNHVYTiRAAVAADAKQC 

SEIGRVLVGGPAYLLLLGKAEV 

INAREVAPRLAFASMFNSSEQS 

QKGGLS V AVPGEIRG YEL A HQ 

RHGRLPWARLFQPSIQLARQGF 

PVGKGLAAVLENKRTVIEQQPV 

LWYVCGKVLREGERLTLPRLA 

DTYEMLAIEGAQAFYNGSLMA 

QIVKDIQAAGGIVTAEDLNNYR 

AELl EHPLNISLGDAVLYMPSA 

RLSGPVLALILNILKGYNFSRES 

VETPEQKGLTYHRIVEAFRFAY 

AKRTLLGDPK.FVDVTENSIAGL 

LCARMDSPALGSRQVVRNMTS 

EFFAAQLRSQISDHTTHPISYYK 

PEFYTPDDGGTAHLSVVAEDGS 

AVSATSTINLYFGSKVCSPVSGI 

LFNNEMDDFSS\PAFTNEFGAPP 

SPANFIQPGKQPLLSMCLTIMV 

GQDGQVRMVVGAAGGTQITTD 

TALPPSHADHTPMPQAIIYNLW 

FGYDVKRAVEEPRLHTslKLLPN 

VTTVERN IDQA VTA ALETRH H 

HTQIASTFIAVVQAIVRTAGGW 

AAALDSRKVPTPGAGFWEGLV 

EVGWWEAVITAQHLDITRGTG 


30233 


60601 


A 


30417 


5 


439 




30234 


60602 


A 


30418 


1 


423 





3864 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 

in l!SSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30235 


60603 


A 


30419 


97 


2012 


WADEETWLCLPHLPVFSPTAHL 
PLLSSTPFSSLLPFISTPHPRGFA 
LPLPPSARLYLELRKLPATLPWS 

SVTDTGSYLSGRRERGGEGEGP 

GRRVRVADHGFALPRTGPQGS 

EEELANMQGLWERLERAVSRL 

ESL\SAESHRPPGN\CGEVNGVI 

A\GVAPSRGKPLHKLMDSMVA 

EFVLKNSRILSGDVETLAEIVHS 

AFQAQRAFLLMASQYQQPHEN 

DV\AALLKP\ISEKI\KEIQTFQRE 

/RTRGSNMFNHLSAVSE*IPCPL 

DG1AVSPKPG\PY\VKEMND\AA 

TFY'ANRVLKD*KQSDLRHVDW 

VK.SYLN1WSELQAY1ICEHHTTG 

LTWE/SKTGPV\ASTVS\AFSVLS 

SG A WGFPPPPPPLPPPG\PPS TFS 

EEWKGKKEESSPSRXSALFAQL 

N/QGEICA1TKGLRHVT\DDQKT 

YKNPSLRAQGGQTQSPTKSHTP 

SPTSPKSYPSQKHAPVLELEGK 

KWRVEYQEDRIDLVISETELKQ 

VAYIFKCEKSTIQIKGKVNSIIID 

NCKKLGLVFDNVVGIVEVINSQ 

D1Q1QVMG\RVP TISIXNKTEGCH 

lYLSEDALDCEIWSAKSlWKWN 

ILYPPQGWVD\YREFPHFP\EQF 

KTS/AWDGS\KLITEP\AEIMALT 

S LR DRTPSPESPSIKTNKK A A VK 




60604 


— 


30420 


■j 


499 




30237 


60605 


B 


30421 


390 


851 




30238 


60606 


B 


30422 


136 


603 




30239 


60607 


B 


30423 


1 


2190 




30240 


60608 


A 


30424 


82 


242 




30241 


60609 


A 


30425 


1 


330 





3865 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
'=Stop codon, /=possibIe nucleotide 
deletion, \=possihle nucleotide insertion) 


30242 


60610 


A 


30426 


215 


1984 


LLLVVTMSNNGLDIQDKPPAPP 

MRNTSTMIGAGSKDAGTLNHG 

SKPLPPNPEEKKKKDRFYRSILP 

GDKTNKKKEKERPEISLPSDFE 

HTIHVGFDAVTGEFTGMPEQW 

ARLLQTSNITKSEQKKNPQAVL 

DVLEFYNSKKTSNSQKYMSFTS 

GDKSAHGYIAAHPSSTKTASEP 

PLAPPVSEEEDEEEEEEEDENEP 

PPVIAPRPEHTKSIYTRSVVESIA 

SPAVPNKEVTPPSAENANSSTL 

YRNTDRQRKKSKMTDEEILEKL 

RSIVSVGDPKKKYTRFEKIGQG 

PVSGTVYTAMDVATGQEVAIKQ 

MM LQQQPKKELIINEIL VMREN 

KNPNIVNYLDSYLVGDELWVV 

MEYLAGGSLTDVVTETCMDEG 

QIAAVCRECLQALEFLHSNQVI 

HRDIKSD\NILLGMDGSVKLTDF 

GFCAQ1TPEQSKLSTHG*GTPY 

W\M\APEVVDTERAYGPKA'LD1 

W\SLG IM AIEM 1 EG EPP YLNENP 

LRALYLIATNGTPELQNPEKLXS 

A 1 F R\DFL\NRC LEMDVEKRGFS/ 

SKELLQHQFLKIGQAPSPSLTPH 

*LLQPKEATKEQSPKTHTHPQP 

HCAQAFCEINAHFRNSNS 




60611 


A — 


30427 


2 


337 




30244 


60612 


A 


30428 


1 


1644 




30245 


60613 


A 


30429 


1 


330 




30246 


60614 


A 


30430 


169 


440 




30247 


60615 


A 


30431 


1 


1689 
















GHAWQLASIWLLCLLWPAVPL 
NCLSSYGWTLWWRIALVGA*R 
SLAPSRGSWSTQARPLKQRRTK 
WCGKSWCLSGTSEPLSHWPRL 
RSW 














RTDTYHLEDSKEQSGNRAGSG 
GWL*SCAE/GRRVALKSWPGRT 
GMSGTRRVTASSRGTSWYCGG 
SAGRSSTPPTGRACSPGSFSSPE 
PQPPGPSAAGSSVSGQLGPCGG 


30250 


60618 


A 


30434 


1 


1772 





3866 
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SEQ ID 


SEQ ID NO: 
of peptide 

sequence 


Met 


SEQ ID NO: 

in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=pcssible nucleotide 
deletion, \=possible nucleotide insertion) 


30251 


60619 


A 


30436 




2607 


MLTMSVTLSPLRSQDLDPMAT 

DASPMAINMTPTVEQGEGEEA 

MKDMDSDQQYEKPPPLHTGAD 

WKIVLHLPEIETWLRMTSERVR 

DLTYSVQQDSDSKHVDVHLVQ 

LKDICEDISDHVEQIHALLETEF 

SLKLLSYSVNVIVDIHAVQLLW 

HQLRVSVLVLRERILQGLQDAN 

GNYTRQTDILQAFSEETKEGRL 

DSLTEVDDSGQLTIKCSQNYLS 

LDCGITAFELSDYSPSEDLLSGL 

GDMTSSQVKTKPFDSWSYSEM 

EKEFPELIRSVGLLTVAADSIST 

NGSEAVTEEVSQVSLSVDDKG 

GCEEDNASAVEEQPGLTLGVSS 

SSGEALTNAAQPSSETVQQESS 

SSSHHDAKNQQPVPCENATPKR 

TIRDCFNYNEDSPTQPTLPKRGL 

FLKEETFKNDLKGNGGKRQMV 

DLKPEMSRSTPSLVDPPDRSKL 

CLVLQSSYPNSPSAASQSYECL 

HKVGNGNLENTVKFHIKRISSS 

LGRLNDCYKEKSRLKKPHKTSE 

E VPPCRTPKRGTG SG KQAKNT 

KSSAVPNGELSYTSKAIEGPQT 

NSASTSSLEPCNQRSWNAKLQL 

QSETSSSPAFTQSSESSVGSDNI 

MSPVPLLSKHKSKKGQASSPSH 

VTRNGEVVEAWYGSDEYLALP 

SHLKQTEVLALKLENLTKLLPQ 

KPRGETIQNIDDWELSEMNSDS 

EIYPTYHVKKKHTRLGRVSPSS 




60620 


— 


30437 




1983 






606rj 


— 


^04^S 




7(r 




^^^^^ 


606^2 


- — 


JoaJ9 




936 






60623 


— 


304^0 




1494 






60624 


— 


30441 




921 




30257 


60625 




30442 




3342 














1072 






60627 




30444 




3711 






60628 


— 


30445 


15 


674 






^5i5o 


— 







2127 








— 






3132 






60631 


— 


30448 


— 


438 




nQ264 


60632 


— 


30449 








^^^^^ 


60633 


— 


30450 




1425 




30266 


60634 


B 


30451 


84 


1954 




30267 


60635 


B 


30452 




1419 




30268 


60636 


B 


30453 


130 


1615 




30269 


60637 


B 


30454 




1794 




30270 


60638 


B 


30455 




3255 





3867 
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SEQ 11> NO 
of peptide 
sequence 



SEQ ID NO: 

USSN 
09/540,217 



Nucleotide 
localion of tirst 
codoii for peptide 
sequence 



Nucleotide location of last 
eodon for last amino 
of peptide sequence 



10 acid sequence ( X=Unknown, 
•=Stop codon,/=possible nucleotide 
deletion, \=possible nucleotide insertion) 



wo 01/075067 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 

■■ 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 

sequenff 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 






— 


30507 




906 




^^^^^ 


60691 


— 


io508 




2865 




^^^^^ 


60692 


— 


30509 


45 


820 






60693 


— 


3O5T0 




783 




^^^^^ 


60694 


— 


305T1 


— 


4T0 




^^^^^ 


60695 


— 


305T2 


■j 


840 






60696 


— 

— 


30513 




945 






60697 




30514 




2T08 






60698 


— 


305T5 




2457 




— — — 


60699 


— 


305T6 


— 


TT56 




l0332~ 


60700 


— 


305T7 




4677 




30333 — 


60701 


— 


30518 


85 


964 




^^^^^ 


60702 


— 


305T9 





4521 




^^^^^ 


60703 


— 


30570 




2460 






60704 


— 


305^1 




T854 






60705 


— 


5052^ 




T367 






— — 


— 


^ " 


— 




— 






60707 


— 


io524 




T786 




— — 


60708 


— 


30525 


TT69 


1443 






60709 " 


— 


30526 


T 


486 




30342~~ 


6O7T0 


— 


30527 


— 


__ 




^ — 


— — 


— 


30528 


2^0 


— 






— — 


— 


30529 


■j 


83^ 






— — 


— 


— — — 




J— 






60714 


-— 


— — 




48Ji 






60715 


— 


5053^ 


184 


Tsis 






— — — 


— 


|— ^ 





615" 






6O7T7 




50534 




__ 






6O7T8 


— 


30535 


— 


166^ 




— 


60719 


— 


30536 


Toi 


2667 




^^^^^ 


60720 


— 


30537 


■j 


1692 




^^^^^ 


60721 


— 


30538 


— 


142 






60722 


— 


30539 




3198 






60723 


— 


30540 


251 


T207 




^^^^^ 


60724 


— 


30541 


■j 


T49I 




^^^^^ 


60725 


— 


30547 




4024 




30358 


60726 


B 


30543 




3316 




30359 


60727 


B 


30544 




1342 




30360 


60728 


B 


30545 


91 


810 




30361 


60729 


B 


30546 


17 


489 




30362 


60730 


A 


30547 




504 


MGGSNRSAEAWKLANGINIIVA 
TSGRLLDHMQNTPGFMYKNLQ 
CLVIDEADRILDVGFEEELKQII 
KLLLTHRQTMLFSATQTQKVE 
DLARISLKKEP/LYVGDDDDNA 
N ETV FG\TLLCTDVAARGLDITE 
VDCIVQYDPPDDPKEYIHSVGR 
TARGLNGRENWVFFAT 


30363 


60731 


A 


30548 




2676 




30364 


60732 


B 


30549 


1 


1071 




30365 


60733 


A 


30550 


1 


348 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


30366 


60734 


A 


30551 


1 


711 


MAEIQHICTIRPLLEGRDLLAAV 
KTGSGKTLAVLIPAIELVVKLKF 
MPRNGTGVLILSPTRQLAMQTF 
GVLKELMTHHVHTYGLIIGGSN 
RSAEAQKLANGINIIVVTPGRLL 
DHTQNTPGFMYKNLQVEDLAR 
ISPICKEPLYVGVDEDKANATVD 
GLEQGH F VCPSEKRYLLLFTFL 
KKNQKKKLMVFFSACMSVKYP 
YGLLKYIDL/PVLAIHGKQKQN 
KHTTTFF*YCNADSGTLL 














V TF Y S SEH SN PCH KN L RKA RRK 
DTKRnLKW*HTLV*GRDl*N*NI 
IITRNTRYSLLCPWATKKLKAC 
F1SQK*KRDV1ERNSAQCLQPKS 
iYTLVR*VQILKSTK]LL 


30368 


60736 


A 


30553 


188 


2188 


KFQGASNLTLSETQNGDVSEET 

IV1GSRKVKKSKQK.PMNVGLSET 

QNGGMSQEAVGNIKVTKSPQK 

STVLTNGEAAMQSSNSESKGK 

MKKKRKMVNDAEPDTKKAKT 

ENKGKSEEESAETTKETENNVE 

KPDNDEDESEVPSLPir.LTGAF 

EDTSFASLCNLVNENTLK.A1KE 

MGFTNMTEIQHKSIRPLLEGRD 

LLAAAKTGSGKTLAFLIPAVELI 

\VKLRFMPRNGTGVLILSP\TRE 

LAMQTFGVLKELMTHHVHTYG 

LIMGGSNRSAEAQKLGNGINIIV 

ATPGRLLDHMQNTPGFMYKNL 

QCLVIDEADRILDVGFEEELKQI 

IKLLPTRRQTMLFSATQTRKVE 

DLARISLKKEPLYVGVDDDKA 

NATVDGLEQGYVWCPSEKRFL 

LLFTFLKKNRKKKLMVFFSSCM 

SVKYHYELLNYIDLPVLAIHGK 

QKQNKRTT\TFFQFCNADSG\TL 

LCT\DV\AARGLDIPEVDWIVQY 

DPPDDPKEYI\HRVG*EQPEGLN 

GEEGHALASFLRPRKDLGFFFR 

LL* KHSKGFPLSGIWTFS W/SLK 

ISDIQFSAWRNWIGKVITFLHKS 

A\QEAYKSY1TEPMDSPFL*NRS 

FNWNNLNLASGLLCQFGFKWP 

PFVDLNVNSNEGKQKKRGGGG 

GFGLPRKTQEKLEKS\KIF*TH* 

ARKSSGQAGQFSH 
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WHAT IS CLAIMED IS: 

1 . An isolated polynucleotide comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NO: 1 -30368, a mature protein coding portion of SEQ ID NO: 1 -30368, an 
active domain of SEQ ID NO: 1-30368, and complementary sequences thereof. 

5 

2. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide hybridizes to the polynucleotide of claim 1 under stringent hybridization 
conditions. 

10 3. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide has greater than about 90% sequence identity with the polynucleotide of claim 1 . 

4. The polynucleotide of claim 1 wherein said polynucleotide is DNA. 

15 5. An isolated polynucleotide of claim 1 wherein said polynucleotide comprises the 
complementary sequences. 

6. A vector comprising the polynucleotide of claim 1 . 
20 7. An expression vector comprising the polynucleotide of claim 1 . 

8. A host cell genetically engineered to comprise the polynucleotide of claim 1 . 

9. A host cell genetically engineered to comprise the polynucleotide of claim 1 operatively 
25 associated with a regulatory sequence that modulates expression of the polynucleotide in the host 

cell. 

1 0. An isolated polypeptide, wherein the polypeptide is selected from the group consisting of: 

(a) a polypeptide encoded by any one of the polynucleotides of claim 1 ; and 
30 (b) a polypeptide encoded by a polynucleotide hybridizing under stringent 

conditions with any one of SEQ ID NO: 1 -30368. 

11. A composition comprising the polypeptide of claim 1 0 and a carrier. 
35 12. An antibody directed against the polypeptide of claim 1 0. 
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13. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polynucleotide of claim 1 for a period sufficient to form the complex; and 
5 b) detecting the complex, so that if a complex is detected, the polynucleotide 

of claim 1 is detected. 

14. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample under stringent hybridization conditions with 
1 0 nucleic acid primers that anneal to the polynucleotide of claim 1 under such conditions; 

b) amplifying a product comprising at least a portion of the polynucleotide of 

claim 1 ; and 

c) detecting said product and thereby the polynucleotide of claim 1 in the 

1 5 sample. 

1 5. The method of claim 14, wherein the polynucleotide is an RNA molecule and the method 
fiirther comprises reverse transcribing an annealed RNA molecule into a cDNA polynucleotide. 

20 16. A method for detecting the polypeptide of claim 1 0 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polypeptide under conditions and for a period sufficient to form the complex; and 

b) detecting formation of the complex, so that if a complex formation is 
detected, the polypeptide of claim 1 0 is detected. 

25 

1 7. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 

a) contacting the compound with the polypeptide of claim 10 under 
conditions sufficient to form a polypeptide/compound complex; and 
30 b) detecting the complex, so that if the polypeptide/compound complex is 

detected, a compound that binds to the polypeptide of claim lOis identified. 

18. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 
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a) contacting the compound with the polypeptide of claim 10, in a cell, under 
conditions sufficient to form a polypeptide/compound complex, wherein the complex drives 
expression of a reporter gene sequence in the cell; and 

b) detecting the complex by detecting reporter gene sequence expression, so 
5 that if the polypeptide/compound complex is detected, a compound that binds to the polypeptide 

of claim 1 0 is identified. 

19. A method of producing the polypeptide of claim 1 0, comprising, 

a) cuituring a host cell comprising a polynucleotide sequence selected from 
1 0 the group consisting of a polynucleotide sequence of SEQ ID NO: 1 -30368, a mature protein 
coding portion of SEQ ID NO: 1-30368, an active domain of SEQ ID NO: 1-30368, 
complementary sequences thereof and a polynucleotide sequence hybridizing under stringent 
conditions to SEQ ID NO: 1 -30368, imder conditions sufficient to express the polypeptide in 
said cell; and 

1 5 b) isolating the polypeptide from the cell culture or cells of step (a). 

20. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of SEQ ID NO: 30369-60736, the mature protein portion thereof, or the active domain 
thereof. 

20 

21 The polypeptide of claim 20 wherein the polypeptide is provided on a polypeptide array. 

22. A collection of polynucleotides, wherein the collection comprises the sequence 
information of at least one of SEQ ID NO: 1-30368. 
25 23. The collection of claim 22, wherein the collection is provided on a nucleic acid array. 

24. The collection of claim 23, wherein the array detects fiill-matches to any one of the 
polynucleotides in the collection. 

30 25. The collection of claim 23, wherein the array detects mismatches to any one of the 
polynucleotides in the collection. 

26. The collection of claim 22, wherein the collection is provided in a computer-readable 
format. 

35 
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27. A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising a polypeptide of claim 1 0 or 20 and a 
pharmaceutically acceptable carrier. 

28 A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising an antibody that specifically binds to a 
polypeptide of claim 10 or 20 and a pharmaceutically acceptable carrier. 
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